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SEQID 


SEQ II) NO: 


Mel 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unkno\vn, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


19618 


49986 


A 


19733 


2 


2296 


HSAGQRSPSNDFQVLRGTELQH 

LLHAVVPGPWQEDVADAEECA 

GRCGPLLLSRAFHYNVSSHGCQ 

LLPWTQHSPHSRLWHSGRCDLF 

QEKGEWGYMPTLRNGLEENFC 

RNPDGDPGGPWCHTTDPAVRF 

QSCG I KSCRVA AC V WCNGEEY 

HQHPFEPG KFLDQG LDDN YCR 
NPDGSERP.WCYTTDPQIEREFC 














DLPRCGSEAQPRQEATSVSCFR 

GKGEGYRGTANTTTAGVPCQR 

WDAQIPHQHRFTPEKYAC/KVR 

WAGGRALGRAAAGETGGG*SR 

A*GWRLAG*G*VERLLRDLREN 

FCWNLDGSEAPWCFTLRPGTR 

VGFCYQIRRCTDDVRPQDCYH 

GAGEQYRG\TV\SKTRKGVQCQ 

RWSAETPHKLQ*VPGAPGPAR 

ALTLGRHALMSGTRAWKWLR 

LSLPRFRSRSRLGSRLTSEPHAQ 

LEENFC/RDPDGDSHGPWCYTM 

DPRTPFDYCALRRCADDQPPSIL 

DPPPDQVQFEKCGKRVDRLDQ 

RRSKLRVAGGHPGNSPWTVSL 

RNR*GTTACLPQRGAEVVSSVV 

MPLGAGNLSLPPEVLARRWQV 

*HLSQESVPCPNSPLL*\QGQHF 

CGGSLVKEQWILTARQCFSS\CE 

PPLCLGTQSHPTFPFPQAS*QVS 

LGATD*ESQMT*QSFSPSHMPL 

TGYEVWLGTLFQNPQHGEPGL 



2480 
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W 



SfcQ ID 
NO: 


SfcQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
uciciiuu, i^-pu>>iuic nucicunuc insertion} 


19619 


49987 


A 


19734 


727 


3012 


PAPTHAHSAGQRSPLNDFQVLR 

GTELQHLLHAVVPGPWQEDVA 

DAEECAGRCGPLMDCRAFHYN 

VSSHGCQLLPWTQHSPHTRLRR 

SGRCDLFQKKDYVRTCIMNNG 

VG YRGTMATTVGGLPCQA WS 

HKFPNDHKYTPTLRNGLEENFC 

RNPDGDPGGPWCYTTDPAVRF 

QSCGIKSCREAACVWCNGEEY 

RGAVDRTESGRECQRWDLQHP 

HQHPFEPGKFLDQGLDDNYCR 

NPDGSERPWCYTTDPQIEREFC 

DLPRCGSEAQPRQEATTVSCFR 

GKGEGYRGTANTTTAGVPCQR 

WDAQ1PHQHRFTPEKYACKDL 

RENFCRNPDGSEAPWCFTLRPG 

M RA A FC YQIRRCTDD VRPQDC 

YHGAGEQYRGTVSKTRKGVQC 

QRWSAETPHK.PQFTFTSEPHAQ 

LEENFCRNPDGDSHGPWCYTM 

DPRTPFD YCALRRC A DDQPPSI L 

DPPXDQVQFEKCGKRVDRLDQR 

CSJCLRVAGGHPGNSPWTVSLR 

NWQGQHFVCGGSLVK.EQWIL'R 

AR\QCFSS\CHMPL\TGY*GMVG 

ATFFQNPQHGEPSL\QRVQ*AK 

MLCGPSGSQLWLLKLERSVTL 

N/HRVWALIiLP\PEWYVVPPGT\ 

KCE!AGWGET\KGTG\NDTV\LN 

VALLNVISN\QECNIKHRGRVRE 

SEM\CTEG\LLAPVGACESDYG 

GP\LACFT\HNCWV\LEGIIIPN\R 


19620 


49988 


A 


19735 


66 


234 


WCSAWHSWLPHSPSGPAASYP 
PAACRSAPQWPDP*R*CPRTHR 
RRSPWRAPWHCP 


19621 


49989 


A 


19736 


3 


500 


GRGGGGVRRCARPAPGRPPAA 

ARRRGDQRGGRLGR\HVPGKTF 

CCGICGRGFGRRETLKRHERIH 

TGEKPHQCPVCGKRFRESFHLS 

KHHVVHTRERPYKCELCGKVF 

GYPQSLTRHRQVHRLQLPCAL 

AGAAGLPSTQGTPGACGPGAS 

GTSAGPTDGLSYACSD 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQII) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


19622 


49990 


A 


19737 


899 


2348 


GRRRGGGGRCWRGCQSGPERF 

SCATCGQSFKHSW/DLVTHKYV 

HLMLLLPPSCEAVAPRGWRRSC 

SCPECCRVC/ELSSAA/RSATAR 

CFRRRSPSHAQPAPGPQVPQDW 

RSPRARIRLPVGPVGMPAFPTSA 

SGKAWPSLRSVSPHAFWKYHT 

SPPAMQPSGPLWASVPACAP*K 

NIPSPTIWQRLAFSGLGLPICWV 

ENHGPATSSQWLVSGPRSPHLL 

S/RAEHPFSRPLPRWVATAERQ 

RRPSGKRTNPFPASPAPPPGA/G 

PEVSVPPAGALPGEALGPARDL 

WPCSSWT*AGLPALG/DTGGGE 

APAP/AAAAEPSEDTLYQCDCG/ 

TFFASAAALASHLEAHSGPATY 

GCGHCGALYAALAALEEHRRV 

SHGEGGGEEAATAAREREPAS 

GEPPSGSGRGKKIFGCSECEKLF 

RSPRDLERHVLVHTGEKPFPCL 

FPnKFFRHFrYl KRHRI I Vir;TF 

RPFPrHIPPiKTriFITI <sNT QPHI k' 

LHRGMD 


19623 


49991 


A 


19738 


2 


358 




19624 


49992 


A 


19739 


635 


2441 


LKAIKRHPFFVTIDWNVSCMPQ 

SPPPFKPAVGRPEDTFHFDPEFT 

ARTPTGVCHSGSLYNAHHLFR 

GFSFVASSLIQEPSQQDLHKVPV 

HPIVQVTVFACSGFTDGYEIKE 

DIGVGSYSVCKRCVHKATDTE 

Y A V K VRQAC* VSSL VFP AGTG 

APGIGEYGSGKLVSILCAQDSP 

HNLLPQRKVEKPSLSILVGESRS 

HVDKGQEVD1LEMGMEFFFFIE 

FLVSPLATG*CFPMARSPCMGC 

SLSVCTAL*GQPLQGNTPTFKY 

QQ VTWPQAKPPTPTAVLSPETA 

NVTSPQEQTRCLLKDRWLYPV 

VRNSSTRG PSEEI E 1 LLR YGQH P 

NMTLKDVSGPRATASLVMELM 

RGGELLDRILRQRYFSEREASD 

VLCT1TKTMDYLHSQGVGAMP 

GAAFNILYRDESGSPESIRVCDF 

GFAKQLRAGNGLLMTPCYTAN 

FVAPEVSIPRLQTQACD1WSLGI 

LLYTMLAG*AVTSNRCHDTPEE 

ILARIGSGKYALSGGNWDSISD 

A AK VSTCPS V A LDPHQRLTA M 

QVLKHPWVVNREYLSPNQLSR 

QDVHLVKVPAGVAVRTEWWE 

WDLNRTPQAPRLEPVLSSNLAQ 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for Inst amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


19625 


49993 


A 


19740 


144 


1143 


REAGRGCSAGVGGRPRRRRRK 

GAASRARLPFSLSIMDPSLLRER 

ELFKKRALSTPVVEKRSASSEVS 

SSSS\SKKKKTKVE\HGGSSGSK 

QN S DH SNG S FN LKA\LSG SSG\ Y 

KFGVLAKMVNYMKJDTGIQRGD 

THPLTLDEI\LDETQHLDIGLQQ 

KQWLMTEULVNNPKIEVIDGK 

YAFKPKYNVRDKKALLMLXLD 

QHDQRGLGGILLEDIEEALPNS 


: -v^- 




— - 








QK\AVKAL\GDQIPIC*SGPVRR 

KILF\F\NDKSCQFSVG*RIFRKL 

WEECQLVDSHGTEEK1VEEYLE 

ADRVFSSHARESG\PK\KVGPYS 

RRKGKSPAFTRKKPTFLRTSLT 

NHLAWNC 


19626 


49994 


A 


19741 


677 


1590 


AHPHSPRRTLERQARJSGAGRR 

SSPNAANRGSAPPSRRLASFCT 

AGSA\GRPA*SSPCSGPWTAVSA 

PRSPGPRGGGRPPSPGRRRPCCS 

VFSGGASPSSARVSSPSGSCSAS 

PPA APA A WSLRGCGC WPG/V W 

E VH VNTGG DS V\A A PA A WG S R 

AACGPNLGCGSHPRAGRRAGH 

RCGHPWSPRPAPRPSCCGRSPR 

PGPPGASGCPRPAPRPPTPASRS 

GRPCSWRRARAAGWPRGWWG 

SSAGGCRRGSGRREWCPCGTA 

RGSPAAGVSRWTAPRCRHRRS 

DASASGTPARFPGAGRKGRTL 

WQ 



2483 



WO 01/075067 



PCT/US01/08631 



SKQ ID 


SKQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=lJnluiown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon Tor last amino acid 


*= ; Slop codon, /= possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


19627 


49995 


A 


19742 


754 


2179 


SKMSRLEAKKPSLCKSEPLTTE 

RVRTTLSVLKRIVTSCYGPSGR 

LKQLH1MGFGGYVCTTSQSSALL 

SHLLVTHPILKILTASIQNHVSSF 

S DCG LFTA I LCCN LIEN VQRLGL 

TPTTVIRJLNKHLLSLCISYLKSE 

TCGCRIPVDFSSTQILLCLVRSIL 

TSKPACMLTRKETEHVSALH R 

AFLLTIPENAEGHIILGKSLIVPL 

KGQRVIDSTVLPGILIEMSEVQL 












. . - t 


MRLLPIKKSTALKVaLfCTTLS 

GDTS*\PGEGTVVVSYGVSLEN 

AVLDQLLNLGRQLISDHVDLVL 

CQKVIHPSLKQFLNMHPMIAIDR 

IGSDSD/VEPLDLKWTGTQPIGS 

LGSICPNSYGSVKDVCTAKFGS 

KHFFHLIPNEATICSLLLCNRND 

TA WDE L K LTCQT A LH VLQLTL 

KEPWALLGGGCTETHLAAYIR 

H KTHNDPESi LKDDECTQTELQ 

LIAEAFCSALESVVGSLEHDGG 


19628 


49996 


A 


19743 


1 


652 


LMPKPGRDTTKKENFRPISLMN 

FNAKlLNKILANQIQQHIKJCLfN 

HDQVGFIPGMQGWFNIHKSINV 

IHHIKRTNDKNHMIISIDAGKAF 

NKIQQCFMLKTLNKLNIHGVYL 

KIIRAIYD/KPPANI1LNGEKLEA 

FPLKTG1RQG/CPLLRNIV/LEVL 

ARAIROEKEIKGIOSGNEEVKLS 

LFADDMIVYLENPIVSAQNLLK 

LISNFSKVSGYKISVQ 


19629 


49997 


A 


19744 


1 


834 


MG DFNTPLSTLDRSTRQK VNK 

D1QELNSALYQVDLIDIYRTLHP 

KSTEYTFFSAPHHTYSKIDHIVG 

SKALLSKCKRTE1ITNCLSDHSA 

I KLELTI K KLTQN RSTTWKLNN 

LLLNDYWKYKQPSENKHLYAN 

KLENLEEMDKFLDTYTLPRLNQ 

EEVESLNRPITRSEIEAITNSLPT/ 

KKSPGPDGFTAEFYQ\MLEVLA 

RA1RQEKEIKGIQLVKEEVKLSL 

FADDMIVYLENPIVSAONLLKLI 

GNFSKVSGYKI/NVOKSOAFLY 

TNNRQTESQIM 


19630 


49998 


B 


19745 


1 


1521 




1 963 1 


49999 


B 


19746 


1 


1461 
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SEQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 

AO /CIA ^ n 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
oi pcptiuc »ci|ucutc 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 

ucicuuiif irpuNiiiii. iiuticuiiuc ■iiNcniunj 


19632 


50000 


A 


19747 


1 


2347 


MELKTKARELHDECTSLSSRFD 

QLEERVSVMEDEiVfNEMNLPTK 

KSPGPDGFTAEFYQRYKEELVP 

FLLKLFQSIEKEGILPNSFYEPSI1 

LIAKPGRDTTKKENFRPISLMNI 

NAKILNKMLANQIQQHIKKL1H 

HDQVGF1PGMQGWFNIRKSINV 

IQHINRTKDKNHMIIS1DAEKAF 

DKIQQHFMLKTLNKLVLEVLA 

RAIRQEKE1KGIQLGKEEVKVSL 

FADDM I V YLEN PTVS AQN LLKL 

IGNFSKVSGYKrNVQKSQAFLY 

TNNRQTERQ1MSELPFTIASKRI 

KYLGIQLTRDVKDLFKENNKPL 

LKEVKEDTNEWKN1PCSWVGRJ 

NIVKMAILPKVIYRFNAIPIKLP 

MTFFTELEKTTLKFI WNQK.RAC 

IAKSIFSQKNKAGGITLPDFKLY 

YKATVTKTAWYWYQNRDIAQ 

WNRTEPSEIMLH1YNYLIFDKPE 

KNKQWGKDSLFNKWCWENWL 

AICRKVKLDPFLTPYTKMNSR 

WIKDLNVRPKTIKTLEENLGIT1 

QD1GVGKDFMSKTPKAMATKA 

KIDKWDLIKLKSFCTAKETTIRV 

NRQPTTWEKI FATYSSDKGLISR 

IYNELKQIYKKKTNNPIKKWAK 

DVNRHFSKEDIYAAKXHMKKC 

SSSLAIREMQIKTTMRYHLTPV 

RMAIIKKSGNNRKIQ/GGI WCD 

R1L*R*TTCRVAKEIQSL*RRJ/W 

KRLQRTLSIPVLDA V * PPM F* AS 


19633 


50001 


A 


19748 


1 


1818 
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SEQIO 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ 11) NO: 
in USSN 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*-Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


19634 


50002 


A 


19749 


1 


1725 


MELKTKARELREECRSLRSRCD 

QLEERPNLRLIGVPESDGENGT 

KLENTLQDIIQENFPNLAKQVM 

VQIQE1QRTPQRYSLRRATPRH 1 1 

VRFTKVEMKEKMLRAAREKGR 

VTLKGKPIRLTADLSAETLQAR 

REWGP1FNILKEKNFQPRISYPA 

KLSFISEGEIKSFTDKQMLRDFV 

TTRPALQELLKEALNMERNNRS 

WFFEKINK1DRPLARVIKKKRE 

KNQIDAIKNDKEDITTNPTEIQTI 

IREYYKHLYPNKLENLEEMDTF 

LDTYTFPRLNQEEVESLNTSITG 

SEIVAIIS/NSIPTKKSPGPDGSTA 

EF YQ\M LE VL A RA I RQEK E I KG I 

QLGKEEVKLSLFADDM1VYLEN 

PIVSAQNLLKLISNFSKVSGYKI 

N VQKSQ A FL YTMN RQTESQ I M S 

ELPFTI A S KRJ KCLG 1 QLTRD V K 

DLFKENYKPLLKEIKEDTNKW 

KNIPCSWVGRINIVKN4AILPKVI 

YRFNAIPIKLPMTFFTDLEKTTL 

NFIWNQKRAR1TKSILSQKNKA 

GGITLPDFKLYYTATVTKTAW 

YWYQN\RWYWYQNRDIDQWN 

RTEPSEITPHVYNYLIF 
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Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 



SEQ ID 
NO: 



SEQ ID NO: 
of peptide 
sequence 



Met 

hod 



SEQ ID NO: 
in USSN 
09/540,217 



Nucleotide 
location of first 
codon for peptide 
sequence 



Nucleotide location of last 
codon for last amino acid 
of peptide sequence 



19635 



50003 



19750 



1719 



M HNTDGN RFLS H WG Y RQ A L S 1 
SKPASASLHPSSKTKPLGTQSKT 
VVAKRNREHGKKERSSSPAME 
QSWMENDFDELREEGFRRSNY 
SELREDIQTKGKEVENFEKNLE 
ECITR1TNTEKCLKELMELKTK 
ARELREECRSLRSRCDQLEERR 
KQERSKIDTLTSQLKELEKQEQ 
THSKAGRRQE1TKIRAELKE1ET 
QKTLQKINESRSWFFERINKIDR 
PL A RLI KXK REKNQ I DTIKNDK 
GDITTDPTEIQTTIREYYKHLYA 
NKLEN LEEM DTFLDTYTLPRLN 
QEE VES LN RPITG SE IV A I IN SLP 
TKJCSPG PDGFTA EF YQR Y KEEL 
HINRAKDKNHMIISIDAEKAFD 
KIQQPFMLKTLNKLVLEVLARA 
IRQEKEIKGIQLGKEEVKLSLFA 
DDMIVYLENPIVSAQNLLKLLS 
NFSKVSGYKINVQKSQAFLYTN 
NRQTESQIMSELPFTIASKRIKY 
LGIQLTRDVKHLFKENYKPLLK 
EIKEDTNKWKN IPCS WV\GRJN I 
VKMAILPKVIYRFNAVPIKLPM 
TFFTELEKTTLKFIWNQKRACIA 
KSI LSQKNKAGG 1TLP 
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SEQ 10 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location or last 


Amino acid sequence ( X=lInknown t 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possiblc nucleotide 




sequence 




09/540,217 


codon Tor peptide 
sequence 


of peptide sequence 


deletion, \=possiblc nucleotide insertion) 


19636 


50004 


A 


19751 


2 


2133 


WRRIYQANGK*KNK/QKKAGV 
VILVSDKTDFKPTK1KRDKEGH 
YIMVKGSIQQEELTVLNIYAPN 
TGAPRFMKQVLRDLQRDLDPH 
TTTMGDFNTPLSTLDRSARQKV 
NKD1QELNSALHQADLINIYR1L 
HPKSTEYTFISAPHRTYSKIDHI 

V \J iVTwA L<L.I\ rv I rvlx 1 Gil I L/LLolv 

HSAIKLELRIKJCLTQNSSTTWK 
LNNLLLNDYWIHNKTKAEIKM 














CFETSENKDTTYQNLWDTCKA 

VCREKFIALNAHKRKQERSKID 

TLTSQLKE/LEKQEQTHSKASRR 

KSRRNG*1PGHIHPPKTKPGRJ* 

VPE*TNNRV*N*GNN**LTNQK 

KFRTRRJHSQILPEHSAGSSGQG 

NQAGERNKGYSIRKRGSQIVPV 

CR*HDCIFRKPHHLSPKSP*AVK 

QLQQSLRIQNQRAKITSSPIHQ* 

QTNREPNHE*TF1HNCFKENKIP 

RNPTYKGCEGPIQGELQTTAQQ 

NKRGHKQMEEHSMLMDRKNQ 

YHENGHSAQGNL*IQCHPHQAT 

NDFLHRJGKNYFKVHMEPKKSP 

HCQ VNPKPKEQS WRHH AT* LQ 

TILQGYSNQNSMVLVPKQTYRP 

MEKNRGLRNNTTHLRPSSL*QT 

*QKQEMGKGFPI**MVLGKLAS 

HM*KAETGSLPYTLYKN*FKM 

D*RLKC*T*NHKNLRRKPRQYH 

SGHRHEQGLYV*NTKSNGNKS 

QN*QMGSN*TKELLHSKRNYH 


19637 


50005 


A 


19752 


1 


1314 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
0y/54U,Z 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linkno«n, 
'-Stop codon, /^possible nucleotide 
deletion, \~possible nucleotide insertion) 


19638 


50006 


A 


19753 


1 


1998 

- 


MVKGSIQQEELTILHIYAPNTG 

APRFiKQVLSDLQRDLDSHTLi 

MGDFNTPLSTLDRSMRQKVNK 

DTQELNSALHQAALID1YRTFH 

PKSTEYTFFSAPHHTYSKIDHIV 

GSKALLNKCKRTEUTNYLSDHS 

A1KLELRI KNLTQSRSTTWKLN 

NLLLNDYWVHNEMKAEIKMFF 

ETNENKDTTYQNLWDAFKA\PL 

ARLIKKKREKNQID/TIKNDKGD 

ITTDPTEIQTTIREYYrCHLYANK 

LENLEEMDTFLDTYTLPRLNQE 

EVESLNRPITGSEIVAIINSLPTK 

KSPGPDGFTAEFYQRYKEELVP 

FLLKLFQSIEKEGILPNSFYEASII 

LIPKPGRDTTKKENFRPISLMNI 

DAKILNKILANRJQQHIKJKLIHH 

DQVGFIPGMQGWFNIRKS1NVI 

QHINRAKDKNHMIISIDAEKAF 

DK1QQPFMLKTLNKLVLEVLAR 

AIRQEKJDIKG1QLGKEEVKLSLF 

ADDMIVYLENPIVSAQNLLKLIS 

KFSKVSGYKIHVLKSQAFLYTN 

NRQTESQIMRELPFTIASKRIKY 

LG IQLTRD VKDLFKEN YKPLLN 

EIKEDTNKWKNIPCSWIGRIMIM 

RRSSSAPSGCHLCPPSLYLHSPN 

VELKQASFSVAGFQWKLGITAP 

TQPRGVGDDFVTSTSPPSLDMF 

PRLKGAENSPHRSGRD 


19639 


50007 


A 


19754 


1 


3288 




19640 


50008 


A 


19755 


1 


1293 




19641 


50009 


A 


19756 


264 


490 


V YLL1 V LA VLYTNNRQTESQIM 
SELPFTI A SKRJ K Y LG I QL\TRD V 
KDLFKDNYIPLVLKEI*EDTSKW 
KSIPCSWI 


19642 


50010 


A 


19757 


1 


1845 




19643 


50011 


A 


19758 


I 


3144 


MGDFNTPLSTLDRSSRQKVNK 

DTQELNSTLHHADLIDIYRTLHP 

KSTEYTFFSAPHHTYSKIDHVV 

GSKALLSKCKRTEIITNCLSDHS 

AIKPELRIKKLTQNRSTTWICLN 

N LLLND Y WVHN KMKAEI KJVIFF 

ETNENKDTTYQNLWDTFKAVS 

RGKFIALNAHKRKQKRCKIDTL 

ASQLKEVEKQEQTHSKASRRQ 

EITKIRAELKEIETQKTLQKIMES 

RSWFLERJNKIDRPLARLIKKKR 

EKNQIDVIKNDK 


19644 


50012 


B 


19759 


1 


1743 
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SEQ1D 
NO: 


SKQIDNO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


19645 


50013 


A 


19760 


1 


1500 


MGKKQSRKTENSKNQSASPPPE 

ECSSSPAMEQSWMENDFHELR 

EEGFRSNFSELKEDVRTHSKEA 

KNLEKRLDEWLTG1TSVEKSLN 

DLMELKTMARELCDKCTSFSS 

KFHQLEERVSVTEDQMNEMKS 

WFFEKINKIDRLLARL1KXKRE 

KNQIEAIKNDKGDITTDPTEIQT 

TIREYYKHLYTNKLENLEEMDT 

FTGTYTLPRLNQEEIESLNKP1T 

GSE1EAIINSLPTKKSP(3PDGFTA 

EFYQRYKEELL\FNIRKLINL1QL 

INRTQDP*PPL7VLSRIGRRVHQ 

YLENPIVSAQNLLKLKSNFSKV 

SG YKINVQKSQAFLYI KKRQTE 

SQIMSELPFTIASKRJKYLG1QLI 

RDVKDLFKENYKPLLNE1KEGT 

NKWKNIPCSWIGRIN1VKMAILP 

KVIYRFNAIPIKLPMTFFTELEK1 

TLKF1WNQERAC1AKT1LSKKN 

KAGGIMLPDFKI YYKAVTVIKT 

AWDWYONRYT DOWNRTFP^FI 

TPH1YNHI IF 
■ ■ in i iNiii_f.ii 


19646 


50014 


A 


19761 


1 


3192 




19647 


50015 


B 


19762 


180 


190 




19648 


50016 


A 


19763 


1 


3212 


MVKGSIQQEELTILNIYAPNTG 

ALRF1KQVLRDLQRDLDSHTI1M 

GDFHTPLSTLDRSTRQKVNKD1 

QELNSALHQEDLIDIYRTLHPKS 

TEYTFFSAPHHTYSKIDHIVGSK 

ALLSKCKRTEIITNCLSDHSAIK 

LELRJKNLTQNRSTT\MCLNMLL 

LNDYWVHNEMKAE1K.MFFETN 

ENKDTTYQNLWDTFKAVCRGK 

FIALNAHKRKQERSKIDTLTSQL 

KELEKQEQTHSKASRRQEITKIR 

AELKE1ETQ 
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SKQ ID 

NO: 


SKQ ID NO: 
or peptide 
sequence 


Mel 
hod 


SKQ ID NO: 
in USSN 


Nucleotide 
location or first 

iuuuij iui |ic|Mivv 

sequence 


Nucleotide location of last 
codon for last amino acid 

of nrnliilr wnucncf 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion. V—Dfissihl? nucleotide in^f rttani 


19649 


50017 


A 


19764 


1 


2607 


MTNHCFKRQFQKHEMLLKEDC 

EPGDSSFILGEQHWENMLCEPK 

QH PPQQG EG RA A GQ AQNPLNT 

DVSPGAGAKESEEKIYQHLNYT 

YFKQKCM SCSG FTFSS Y AMH W 

VHQAPGKGLEWVSAIGAGGGT 

YYADSVKGRFTISRDNAKNSLY 

LQMNSLRAEDMAVYYCARDT1 

DAYGDEKPSTIVTRIRVLRKLR 

DTCHMGEADRTFLSPIAQHPPV 

CHVETHLGMQVANSSEEDELV 

WSKWDVDVKFILCCAKYHREQ 

LQESALDLKSLHCPSASPALFL 

ATPSQPVLTTGPGSASSQGGAE 

MGAHFLVQLVQSGAETRESFD 

PALPEMETQRTDEQCRAVHPGP 

QKERHGNMSPPLLMKGSSSPVP 

SGPGEEPSHREPVSFICGRCILLT 

LLLGDCLWGEGAWTQGDVLQ 

PSDRASFLAMGVNTTVQQVGD 

LSGYFPNSVGKACKCREFHTLT 

PLAHTSSTTHETFPGAQCEVQL 

VESGGGLVQPGGSLRLSCPDSG 

FTFSNHYMSWVRQAPGKGLEW 

ISYISGDSGYTNYADSVKGRFTI 

SRDNANNSPYLQMNSLRAEDT 

AVYYCVKHTARGKLEKQEQTY 

SKA S RRQE1TK 1 RAELKETETQK 

TLQKINESRSWFFEKIYKJDRPL 

ARLIKKKREKNQIDAIKNGKGD 

ITTDPTEIQTTLREYYKHLYAN 

KLENLEGMDKFLDAYTLPRLN 


19650 


50018 


A 


19765 


1 


1251 




19651 


50019 


A 


19766 


1099 


4113 




19652 


50020 


A 


19767 


1 


2628 




19653 


50021 


B 


19768 




2970 




19654 


50022 


B 


19769 




4142 




19655 


50023 


A 


19770 




4091 


MH1VVETALSASWQNKAKPPA 

RVLLQVVPNVWFLVAVVWEL 

YPSLDLMDRS1ECSSSPATEQS 

WTENDYDKLREEGFRRSNYSE 

LQEDIQTKGKDVENFEKNLEEC 

ITRITNTQKCLKELMELKTKAR 

ELREECRSLRSRCDQLEERVSV 

MEDEMNEMKQEGKFREKRIKR 

NEQSLQEIWDYVKRPNLRLIGV 

PESDGENGTKLKNTLQD1IQENF 

PNLARQAKVQIQEIQRMPQRYS 

LTRATPRHIIVRFTKVE 
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SEQII) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in tISSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


19656 


50024 


A 


19771 


156 


450 


LQVEIYKTVKMHCIWHKQMVS 
SYFFYQKKNELSNFEEVFLKTA 

PDLYLKELLNLAENNKGKVVXA 
IGECGLDFDRLQ 


19657 


50025 


A 


19772 


173 


1009 


lhggnlqdskdalhlaqtng 

m ffst vg\i h ptrcg */yf ekn n p 

dlylkgvakifa/ektlkgklw 

qlgec\gldfd\rlqfcpkdtql 

kyfekqfe\lseqtklpmf\lhc 

rnshgw>jfldimkr!nrdrcvg 

gvvhsfdgtkeaas\sl1dldly 

igfng/caspenleanlgrfwk 

si\pseklmiea\dap\wcgvkst 

ha\gskyirtafps\kkkwesgh 

edplelantlynntikvffswn 
iigiclplsimyvkfhskts 


19658 


50026 


A 


19773 


16 


1558 


QEHLQRASPRLLQLLPPLPPPPP 

PPAFGGSLSSLGSRMSRQVWRS 

SKFRHVFGQPAKADQ\CYEDVR 

VSQTT\WDSGFWC/SVNP*VLW 

ALICEASGGGAFLVLPLGKJWT 

LWDKNAPTGCGSHS/APVLDIA 

WCPHNDNVIA\SGSED\CTVMV 

WEIPDGGLMLPLREPVVYTLEG 

HTKRVGUVAWHTTAQNVLLSA 

GCDNVIMVWDVGP\GAAMLDT 

GPRGA/HPDANYRGDWEPVDGG 

LICTSCRDKRVRIIEPRKGTVVA 

EKDRPHEGTRPVRAVFVSEGKI 

LTTGFSRMSERQVALWDTKHL 

EESPV/SLRKLHTRNGVPVAFFG 

P\DTNIVYLRGKG\SGPIRVFE\1T 

SE\APFLHYL\SMFS\SKESQRG\ 

MGYM\PKRGRKVNK\CE1AGFY 

KLHDGR/CVSPMPKPVPRKSDL 

FQEDLGPTPPRGPDP\ALTA\EE 

WLGGRDVG\PLFISLKDGYV\PP 

KSRFl \RVNROLDP\GRRR\AAP 

EASGTPSSDAVSRLEEEMRKLQ 

ATVQELQKRLDRLEETVQAKL 


19659 


50027 


A 


19774 


229 


475 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 

hod 


SEQ ID NO: 
ioUSSN 


Nucleotide 
location of first 

sequence 


Nucleotide location of last 
cod on Tor last amino acid 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /= possible nucleotide 

rf P lp I inn Ysrvntrcihl^ niifl^ntiflA !nc<trtinnl 
UCICIIUU| r~ pUSMUIC ilUCICUllUC IllavrllUll/ 


19660 


50028 

- - 


A 


19775 


225 


965 


EWAWRSQLRSEHSRADPTRSSC 

RSCGAKMSGEENPASKP IPVQ 

DVQGDGRWMSLHHRFVADSKV 

DK.SGSK.KKN PPPPE VVFIG DSL 

VQLMHQCEIWRELFSPLHAL\N 

FG1GGDGTQHVLWRLENGELE 

HIRP\KIVVVWVG/TPNNHGHTA 

EQGLLPRGQHPNPLREKNRQV 

NELGTGGTWLGHPRAHFLDAD 

PGFVHSDGT1SHHDMYDYLHLS 

RLGYTPVGRALHSLLLRLLAQD 

QGQGAPLLEPAP 


1966! 


50029 


B 


19776 


691 


1077 




19662 


50030 


A 


19777 


481 


1308 


PSVAFL*PSLHRYGHTGTAGPG 

WPCAAGS*AA/SSSRRGLPSVLQ 

ASSNSSHRRCNSTPSGSAGQRR 

VRRAP*MASTTPGGTESGPCKA 

RNAFRMRSTSAFCRGQ*QRPVP 

SSSSSRSSSRACAVAG ETASGDP 

RAQRQLRS* DEESSSPSLDFRQA 

/PWPTAPCVKVSYSSSRMFSGM 

SPWRSSDNKRNSSFLRKTTGSN 

FSADLDTPPMPEVCLLPSLGYP 

LVPPVAEVHMPVPAPILPSAG1R 

RKIQKAASAKQLPLFQMDDSFS 

QHRVQGDTKX 


19663 


50031 


C 


19778 


41 


318 




19664 


50032 


A 


19779 


970 


1193 


INNHIRDSCWTCHCSC/QPPPPPP 
LLPQPPP* LS APRVI ERKE* DRL/ 
CPGEQTSSPTPSPRTQSAAAAT 
QLSLPPP 


19665 


50033 


A 


19780 . 


1 


494 


MDGRVMAAGGRQAPGQKKAG 
TSE A PPSSQE W PEA WYGCLQQ 
KLRAVYLVQSQPCTGPVLAPG 
AACPAAAASTPGCAQW/CGPR 
ACSPTQSSQLCAWFAFSSRCPD 
FCPNPPRPL* DPPS WPTDPADRC 
SPELTIRDSCWTCHCSCRRRHR 
RPCCRSRRPDSPRHG 


19666 


50034 


C 


19781 


120 


392 




19667 


50035 


A 


19782 


174 


375 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \~possible nucleotide insertion) 


19668 


50036 


A 


19783 


33 


1154 


QFALCAGWWLCGRGGGRTPAT 

MSGFSTEERAVPFSLEYRVFLK 

NEKGQY1SPFHDIPIYADKDVFH 

MWVEVPRWSNAKMEIATKDP 

LNPIKQDVKKGKLRYVA\NLFP\ 

YKGYIW\NYG\AFPQTW\EDPG\ 

HNDKTLLGCCGLTMDPMDVC* 

NWEGKVCARGEIIGWKVLGML 

A M1\DGG GTD WK V IAIN V\DDP 

GCQPINNDI\NDVKRLK\PGYL* 

KtPVDWFR\RYKVPDGKPENEF 

AFNAEFKDK\DFA\IDI1KSTPWT 

LGKALVT*ENRMGKGISCMNT 

NFVLRAPFKVCILDAAQSPLWD 

ALPTHPCGICPCHSTQQTVDKG 

VPITQKNLMRFPLEYQADIAYIR 

VPSWMVLEVKVVAFSKAFKFV 

EPHPNLK 


19669 


50037 


A 


19784 


1 


612 


VTQEDDIIEEHKPRTPRPSPPLL 

A PS PACQ A FG EGHSPG H P A I ST 

GAGPRPSASFSHPHLSGLHREPP 

LNWSVCPGLVWSPKPALDETH 

PFVQQFPHQATLEWGVFHRDV 

GRRWGRRLGNLQIGSEVARRR 

RVGGGGLQCRRLGVGASPGAD 

W**SG*EEACGGRWAA/GADG 

WGLGRPRELIGCRGWRRSLAA 

APGPQRPGFVSVSTPRCRPRSG 

METQTPALRVQQDDLFQS 


19670 


50038 


A 


19785 


1 


951 


MEEGISSQIGRRENECQQKKCQ 

TL1KPSDLVRTHSYHENSMGETI 

LVIQLPPPGTAFDMWELQFKL1 

TQTFSHHNQLAQKTRREKRAR 

QEA\ERREKAERAARLAKEAKS 

ETSGPQIKELT\DEEAERLQLEID 

QKKDAENHEA\QLKNG\SLDSP 

GKQDTEEDEEEDEKDKGKLKP 

NLGNGEDLPNYRWTQTLSELD 

LAVPFCVNFRLKGKDMVVDIQ 

RRHLRVG LKGQPA 1 I\DGEL YN E 

VKVEESSWL1EDGKVVTVHLE 

KRGPADAHSRALSVLQASRLL 

GVHCVPGTVPNAEIQVVDFVIY 

FWQSVIPQASPISE 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 

C ma at% A 

accjucncc 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 

sequence 


Nucleotide location of last 
codop Tor last amino acid 


Amino acid sequence ( X=Unkoovvn, 
*=Slop codon, /=possible nucleotide 
ucitriiuii) \ uic iiucicuuuc inscriionj 


19671 


50039 


A 


19786 


87 


1191 


SAELRDVDRSAARLGGEQEEER 

FDGMLLAMAQXQHEGGVQELV 

NTFFSFLRRKTDFFIGGEEGTAE 

KLITQTF\SHHNQL\AQKT\RREK 

ESPRRRAEXRREKAERAARLAK 

EAKSETSGPQIKLELTDEKAVERL 

QLEIDQKKDAENHEAQLKNGS 

LDSPGKQDTEEDEEEEDEKDKG 

KLKPNLGNRADLAQ* RLNPDPC 

RELDLAVPF\CVNFRLKGKDMV 

VDIQRGTPRWGLKGQPSDSLM 

GELYNEVKVEES\SWLIEDG\KV 

VTVHLEKI\NKMEWWSRLVS\S 

DPEINHPRKINPENSKA\SDL\DS 

♦DFASMVEKDDGMTQRTESPM 

GLPNFQTNRRKQEILK\KFM\DQ 

HPVEMGFFPKAKFPTNPCFFPP 


19672 


50040 


A 


19787 


*> 
o 


403 




19673 


50041 


A 


19788 


281 


1952 


DPVPGCRRLVAMAPTIQTQAQ 

REDGH RPNSH RTLPERSG V VCR 

V1CYCNSLPDIPFDPKFITYPFDQ 

NRFVQYKATSLEKQHKHDLLT 

EPDLGWTIDLINPDTYRIDPNVL 

LDPADEKLLEEE1QAPTSSKRSQ 

QHA\KVVPW\MRKTEYISTEFN 

RYCIFHEK\PEVKKWGSVKQQF 

TEEEIYKDRDSQITAIEKTFEDA 

QKSVIEGLGWGEAR1SQHYSKP 

RVTPVEVMPVFPDFfCMWINPC 

AQ V I F DSDP APKDTSG A A A LEM 

MS\QA\MIRGMMDEEGN\QFVA 

YFLPVEETLKKRKRDQEEEMD 

Y APDD V YD YK I A RE YN WN VK 

NKASKGYEENYFFIFREGDGVY 

YNELETR\VRLSKRRAKA\GVQ 

SGTNALLVVKHRDMNEKELEA 

QETRKAQLENHEPEEEEEEEME 

TEEKEAGGSDEEQEKGSSSEKE 

GSEDEHSGSESEREEGDRHEAS 

DKSG SG\QDDSSD Y * ARA A RDK 

EEIFGSDADSEDDADSDDEDRG 

QAQGGSDNDSDSGRN\GGGQR 

TRSHSRSASPFPSGSEHSAQENG 

\SEAAASDSSEADSDSD 


19674 


50042 


A 


19789 


1 


885 




19675 


50043 


C 


19790 


164 


361 




19676 


50044 


C 


19791 


22 


156 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X-Un known. 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon Tor last amino acid 


*=.Slop codon, /-possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, V=possibIe nucleotide insertion) 


19677 


50045 


A 


19792 


1 


1344 


PG RTTRSM A ED VFLS A PI PRGC 

ADGRDADPTEEHMAQTERNDE 

EQFECQELL*CHVQVGAPEEEE 

EEEEDAVLVAEAEAVAAGWM 

LNFLCLSLCRAFREGRSEDFRRT 

RNS A E A 1 1 HG LCSLTACQLRTI Y I 

CQFLTR1AAGKTLDAQFENDER 

1TPLESALMIWGSIEKEHDK1 HF 

EIQNLIKJQAIAVCMENGNFKG 

AEEVFERIFGDPNS\HMPFKSKL 






• 








L M 1 1 SQKDTFH S FF\QH FS YN HM 

MEKIKSYV\NYVLSEKSSTFLM 

KAAAKVVESKRTRTITSQDKPS 

GNDVEMETEANLGYKJCKC*LT 

NSLR*LNPQRVQYPY*GSHKNL 

FY LKLQHGTQQQDLN KKERRV 

GTPQSTKKKKESRRATESRIPVS 

KSQPVTPEKHRARKRQAWLWE 

EDKNLRSGVRKYGEGNWSKIL 

LHYKFNNRTSVMLKDRWRTM 

KKLKL1SSDSED 


19678 


50046 


A 


19793 


1 


1444 


IPGSTISCLKGQYPSEPFNMAED 

VSSAAPSPRRCADGRDP\DPTEE 

QMAETERNDEEQFEC\QELLEC 

QVQVGAPEEEEEEEEEDAGLV 

AEAEAVAAGWMLDFLCLSLCR 

AFRDGRSEDFRRTRMSAKAHY 

GLSMLTACPLRTIYICQ\FLTRIA 

AGKTP*MHRFENDE\RITPLGISP 

♦M1WGSIEKEHDKLHEEIQNLIK 

IQAIAVCMENGNFKJEAEEVFER 

IFGDPNSHMPFKSKLLM1ISQKD 

TFHSFFQHFS\YN HMMG\KI KS Y 

VNYVLSEKSSTFLM\KAAAKVV 

ESKRTRTITSQDKPSGNDVEME 

TEANLDTRKRSHKNLFLSKLQH 

GTQQQDLNKKERRVGTPQSTK/ 

RRKKEGRRATESRIPVSKSQPW 

TPENDRARKVRQA WLWGRKDK 

ILRS\GVREFG\EGN\WS*ILLHY 

KP\NNR\TSVM\LKARW\RTMEG 

NLKLDFLQDSEDWIVFVKSFDG 

KGQFKYFDHCILFETCVIDVI 


19679 


50047 


A 


19794 


1 


1020 




19680 


50048 


A 


19795 


411 


769 


SHLGFPGTWTRLWPSRMSPCPP 

QQSRNRVIQLSTSEL/APALGN 

WARLPQVTEQ*FRGLRKGSRT 

MPGSSPPATWTKGCLLA*Q*CL 

CPQLGWSRVAP*CRLGALFLAC 

SLLLAAPLRCF 
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SEQIU 
NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540 217 


Nucleotide 
location of first 
fodftn for ncitlide- 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


19681 


50049 


A 


19796 


171 


325 


ETVAVSSAGARASSIMRJMVSS 
RPSETSLESVFPDSAP/PGL*PPP 
CLSFGL 


19682 


50050 


A 


19797 


335 


1536 


GCSPCPPQ\QS\RNRVIQLSTSEL 

GEMELTW\Q\E1MSITEACRVLN 

APSEPSFEAPKPQLPYLAGPPPPT 

TY\CPC\SIHPDSGFP1\P\PPPYEL 

P\ASTSHVPDPPYSYG\NMAIPV 

SK\PLSLSGLLSEP\LQDPLALLD 

IGLPAGPPKPQEDPESDSGLSLN 

YSDAESLELEGTEAGRRRSELC 

RRCYPVXEYPYSLMPNSLAHSN 

YTL\P A A ETPL A LEPS SG P\ V RA 

KPTARGE/AQGSRDERRALVAM 

KISFVPTDKIVNFPVDDFNELLA 

RYPLTESQLALVRDIRRRGKNK 

VAAQNCRKRKLETVIVHLERKL 

ERLTNE\RERL\LRA\RGEASR\T 

LKVMRQQ\LQELY\REHFPSHLR 

E*NPGQTAYSP*KK*RACKQAC 

PNGDPSFPCGPRGTNKMEAHRL 


19683 


50051 


A 


19798 


1 


408 


LNLMRWEAVQARGGAFRJPRV 

DPGPTPIPHNSSSRFDCNSVSTA 

P\RVLVSGICAAGSFVLVAFSHS 

VGTSLC7GYFLLLTSPEAQDPGG 

EEEAESAARQPL1RTEAPESKPG 

SSSSLSLRERWTVFKGLLWYIV 

PLV 


19684 


50052 


A 


19799 


I 


759 




19685 


50053 


A 


19800 


1 


1815 




19686 


50054 


A 


19801 


1 


942 


MGGCAGSRRRFSDSEGEETVPE 

PRLPLLDHQGAHWKNAVGFW 

LLGLCNNFSYVVMLSAAHD1LS 

HKRTSGNQSHVDPGPTPlPrfNS 

SSRFDCNSVSTAPVRVLVSGICA 

AGSFVLVAFSHSVGTSLC/GYFL 

LLTSPEAQDPGGEEEAESAARQ 

PLIRTEAPESKPGSSSSLSLRER 

WTVFKGLLWYIVPLVVVYFAE 

YFINQGLVSEGCLFRPFPFSALN 

VCEVNLVKVSQHQGGWVAVV 

TQG K KHPI SCRRLN V DG MN 1 1 S 

NDGSNKLNRSRKARVSYKVQR 

TINASLNAATSTRAVSSNPNFV 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQI1> NO: 
in USSN 
09/540^217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19687 


50055 


A 


19802 


82 


1620 


SLSPVADPHPSRGSPLWTLYDP 

GPSGDLNLMRWIGCAGSRRRFS 

DSEG\EETVPEPRLPLLDHEGAH 

WKNAEGFWLLGLCNNFSYVV 

MLSAAHDILSHK RTSG\NQS H V\ 

DPGPNGDSPTTAYSRFDCNSVF\ 

TGAVLL\ADILPTLVIKLL\APLG 

L\HLLPYRSGPRVLVSG\ICAGG 

KFRPGFAFSHSVG\TSLCGCWSF 

ASISSGLGVEVTFLSLTAFYPRA 

VISWWSSGTGGAGLLGALS YL 

G LTQAG L S PQQTL LSMLG I PA L 

LLASYFLLLTSPEAQ\DPERGEE 

A K\SQ AGQ PFI RTEG PE\G KPG SS 

SSLSVLRERWTVVKGLLWVPLF 

PWFEVTFPKYFITQGLFELP/LFF 

WTTSLSHAQQYRWYQM L YQA 

GVFASRSSLRS\CSIGFTW\ALAL 

LQCL\NL\VFLLADVWFGFLPS1 

YLVRL1IVLYEGAPWGSASLREK 

PFVHNIRPWRPSDEHREVCKWR 

PPCHL*HTGGFILSGASLALPLH 

DFLLPSSPDTRDPQDAGH1HLW 

ARGTGYQ 


19688 


50056 


c 


19803 


270 


542 




19689 


50057 


A 


19804 


271 


449 


CLELRNLFYGACSWEVS1SSDS 
EKPGIFNASPASAVHC**GFARP 
SSWRVLGAICTFHHSVYAKTA 
KRKAST*RHFHH 


19690 


50058 


A 


1980S 


21 


79 




19691 


50059 


A 


19806 


1242 


1560 


WATRSSCSSMMEMPPWCPCGC 
AGRWRRGGASRGPREAAAGH* 
KPRTSNQGEQPTRRPSPYAACA 
RRAFAGPWASLPSPSPLSAGGL 
AWGAPCVAHPTRPSPYLLV 


19692 


50060 


B 


19807 


148 


2949 




19693 


50061 


A 


19808 


1335 


2173 


KQA H RPREEK RREEKRK EG\PS 

VPETLKKKQRNFTELKIKRLVRK 

KFAQQML\RKAR\RKLIYEKAK 

H Y PKE\ YRK M YRT* 1 SNG RG W A 

RXVAGQLYLVLKNPKFAVWIRN 

QKVSMGVSPVKLRKVVVSFLRP 

SSKSSNETFVKALKQRPSD*TM 

P*GLVRGPl*LPWGYPPQS*SPV 

NEP*SYK\RGY\AKIQ*EAELPLT 

DNALIASISWVNSAFICM\DDLl 

HEIYTV\GKRFK\EANNFLWPLQ 

IVLLPRGG\MKKKTTHFVEGGD 

AGTQRSDQ1NRLIRRMN 


19694 


50062 


A 


19809 


3 


186 




19695 


50063 


A 


19810 


272 


428 
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SEQ 10 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
couon lor pcpiiuc 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X-Unknown, 
*=Stop codon, ^possible nucleotide 

uciciiuii, \— pussiuic Ducicviiac insertion) 


19696 


50064 


A 


19811 


50 


2237 


RSLK.AFICSILSMDKQSRDPPVK 

MQGSITTPGSIALAQAQAQAQV 

PAKAPLAGQVSTMVTTSTTTTV 

AKTVTVTRPTGVSFKKDVPPSI 

NTTNIDTLLVATDQTERJVEPPE 

NIQEKIAFIFNNLSQSNMTQKEE 

LVNNTELVQSYRQQIGNVVNQ 

ANLQLFWNMYNSRRDLDINRP 

GTVPNAKTLRCPVMLVVGDNA 

PAEDGVVECNSKLDPTTTTFLK 

MADSGGLPQVTQPGKLTEAFK 

YFLQGMGYMPSASMTRLARSR 

TASLTSASSVDGSRPQACTHSE 

SSEGLGQLNLKFEIEVLCKNLA 

LDINELKPGNLLKDKDRLKNLD 

EQLSAPKKDVKQPEELPPITTTT 

TSTTPATNSTCTATVPPQPQYS 

YHDINVYSLAGLVPHITLNPTA 

HPQLKQCVRQAIERAVQELVHP 

V V DRS I K 1 AMTTC EQI VRKDFA 

LDSEESRMR1AAHHMMRNLTA 

GMAM1TQRE/PLLMSISTNLKN 

SFASALRTASPLQREMMDQAA 

AQI*AQDNCFLL/CKVGGVDPK 

QLAVYEEFARNVPGFLPTNDLS 

QPTGFLAQPMKQAWATDDVA 

QIYDKC1TELEQHLHAIPPTLAM 

NPQAQALRSLLEVVVLSRNSRD 

AIAALGLLQKSMENGLNYMAV 

AFAMQLVKILLVDERSVAHVT 

EADLFHTIETLMRJNAHSRGNA 

PEGMDITTRQKVNKJCREGFND 


19697 


50065 


A 


19812 


1 


3777 


KNPEFNKMVLNETYRNIKVLLT 

SDKAAANFSDRSLLKNLGHWL 

GMITLAKNKPILHTDLDVKSLL 

LEAYVKGQQELLYVVPFVAKV 

LESSIRSVVFRPPNPWTMAIMN 

VLAELHQEHDLKLNLKFEIEVL 

CKNLALD1NELKPGNLLKDKDR 

LKNLDEQLSAPKKDVKQPEELP 

PHTITI STTP ATNTTCTATV P P 

QPQYSYHDFNVYSLAGLAPHIT 

LNPTIPLFQAHPQLKQCVRQAIE 

RAVQELVHPVVDR 



2499 



WO 01/075067 PCT/US01/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SfcQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \-possible nucleotide insertion) 


19698 


50066 


A 


19813 


160 


1002 


KRLGSSA1SMSKYKL1MLR\HGE 

GAWNKENRFCSWVDQ\KLNSE 

GMEEARNCGKQLKALNFEFDL 

VFTSVLNRAIPTARL\IL\EELGQ 

EWVPVESSWRLNERHWGALM 

GLNREQ\MA\LNHGE\EQVRL\W 

RRSYNVTP\PPIEE\SHPY\YQEIY 

NRPGGIKVCDVP\LDQLPRSES\ 

LKDVL\ERFLPYW\NERIAPEV\L 

RG\KTILISAHGK*AVGALLKHL 

GRYPSGLKTSINJYSFLLGVP1LL 

\ELD\EN LR A VG PH\QFLG DQEA I 

QAAIKKVEDQGKVKQAKK 


19699 


50067 


A 


19814 


200 


1155 


NHYISLFQYSQDTCKLLFRNQM 

TISQIFLC1FSGVLMVFFLIITTSQ 

VSFTNFFTGLK1FFLVIKFWVSE 

FLHHQTGTY1HIYLLFISMKSFF 

LYASPLTFMILSHFQASLSSIFGF 

CSSLFRQSSFFSNILFF*VYTQSY 

REFRTYYETIPCQFDITFVIFKM 

CCILILC\FDLLNRRNGSII1QKFG 

IYGLVK1FIF*IFTNIHLLQ*FFQV 

VFILQFFNIVKKSFLQPAGSKR* 

KFFSKVRFFSFL*F*KWEARSSA 

SKLFLLIY**VYR/IFSFI 1 VFPV 

V/CPVGWYLLFFFFLYLFFLFLN 

LSKNSFYSQWYWFKR 


19700 


50068 


A 


19815 


| 


168 


RP WLH LHG RPG PWPA FTPPPOF) 
PEQAPPPGRAGPAGEAEGLSCV 
/P*APSRRPRTM 


19701 


50069 


A 


19816 


1 


531 


PVGQGARQDDSSSSASPSVRAT 

SQGGHLMSDLFNKLVMRRKGI 

SGK.GPGAGEGPGGAFVRVSDSI 

PPLPPPQQPQAEEDEDDWES*G 

AP*HLPPPDPDLGRCSDMDTAR 

TSCSDLLPWEGVTEPAVCGDQL 

OGAEGWLEATOLGRGLVCLYF 

MGGRLHPACATVFLRGFORKR 

HTNQ 


19702 


50070 


B 


19817 


61 


969 




19703 


50071 


A 


19818 


60 


436 


RGSREYLHTGCPRSGGCRSQCP 

GPPTQSPKVRPPQRGAPRLRGG 

DFPPSRLLDTVSFPSPA*AAFPP 

PPVPH1 PAPVOGAPRFVVDPSG 

GWATLLESIRRAGGIGKAKLRS 

MKERKLEKKXQKEQ 


19704 


50072 


B 


19819 


575 


1666 





2500 



WO 01/(175067 PCT/US0 1/08631 
« •, 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 

UI pcpiiuc aci|Utiitc 


Amino acid sequence ( X=liokno\vn, 
*=Slop codon, /^possible nucleotide 

H^l^ttrtfl VsnACcikl« ntf r>l»rif iff* inCArtinn\ 

ucicnun, \ — pusbiDic nucicuiiuc mscr iion/ 


19705 


50073 


A 


19820 


515 


1110 


MFHPTCLTCPAFANRPHVHCRP 

GAPAFAPSAPGTIPELPTFHTEV 

SPSHSRQTLQDGVT*TAPPPPPP 

PPPPPPAPEVLGQLQPPLPTLQP 

RPLLGQGAREGRTAAAA/PSPS/ 

GPGSSQGSGRPLRWLGHSARV 

HPPSWGHRQGLAAQHERKRNV 

EKKKQKEQEQVRATSQGGHLM 

SDLFNKLVMRRKGHLWEKDPG 

AW 


19706" 


50074^ 


A 


19821 


1 


191 


MQK*1TAWAPAPMKIK11ASPER 
KYSVWIGGSIWPQLST/FQQMW 
ISKQEYDESGPSIVHRKCF 


19707 


50075 


C 


19822 


791 


970 




19708 


50076 


A 


19823 


13 


1260 


INPPPLSRRCQLSHSVLPPLRRR 

VSLPVAMEEEIAALVIDNGSGM 

CKAGFAGDDAPRAVFPS1VGRP 

RHQGVMVG\MGQK\DSYVGDE 

AQSKRG 1 LTLKYPI EHG1 VTN W 

DDMEKU WH HTF YN ELR V A PEE 

HPVLLTEAPLNPKANREKMTQX 

IMFETFNTPAMYWAMQAVLSL* 

\ASGRTTGIVMDSG\DGVTHTV\ 

P1LRGLPHCSTPFLRLGPG LARD 

LTDYLMKILTNERGYSFTTHGPS 

GKTFRNIKGEACATSPLDFEQ\E 

MGTVAASSSSLEKSYELPDGQVI 

TIGNERFRCPEALFQPSFLGMES 

CGIHETTFNSIMKCDVDIRKDL 

YANTVALSGGTTMDPGMADRM 

QK\EI\TALA APAP* K 1 R\1I APPER 

K\YSVWIGGSILASLSTFQQMWI 

SKQEYDESGPSIWHRKCF 


19709 


50077 


A 


19824 


93 


534 





2501 



WO 01/075067 



PCT/US01/08631 



SEQID 
NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQID NO: 

inUSSN 

09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location or last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblt nucleotide insertion) 


19710 


50078 


A 


19825 


1 


1462 


WEVSAQPSPAVPRRAPLRGLSA 

TRSAAGTMREIVHIQ\AGQCGN 

QIGAKFWEVISDEH\GIDPTGSY 

HGDSDLQLERJNVYYNEAAGN 

KYVPRA1LVDLEPGS\MDSVRS 

GPFGQ1FRPDNFVFGQSGAGNN 

WAKGHYTEGA ELVDS VL\D VV 

RKESESCDCLQGVFQLTHSLGG 

RHGVPGWGTLLHQQGSGEEYP 

DRIHETPFSVH/VPSPKVFKTRL 

LEPLQRHTSRFHHCVENTWKP 

YSIDNEALY\YICLPTAES*PTPT 

YG\ALNPPGCSATMSGVTT\CLR 

FP/GGQLNADLRKLAWNMVPF 

PRLHFFMPGFAPLTSRGSQQYR 

ALTVPE\LTQQMFDSKKMIA/AP 

CDPPPTGRWLTVAAIFRGRMFH 

G RRWDEA DGSNV AGTRNRQ V 1 

SWEWVP\NNVKTA\VC\DIPPPG 

AWKMSVATFIGNQPRPSRRLFK 

RIYE\OF\TAMFPAOGPSLHWl H 

GRRAMDGDGSSPEAREOHERP 

WCPEYOOYPGTPRPT 


1971 1 


S0079 


A 


19826 


0 

£* 


1 80 




1 7 I 1 


S0080 


A 


19827 


£.0 


1 8S 




19713 


50081 




19828 


179 

1/7 


307 




19714 


50082 


A 


19829 


438 


663 




19715 


50083 


C 


19830 


99 


335 




19716 


50084 


A 


19831 


1 


320 


AYADQL*LRRHKSSSSSSSSSSS 
SSSSSSSSPLAP*LGSGDLP*EIN 
PPSSCSLLREKDPPTTSG PO\PTS 
PRNISP1SNPDPTGNRTVQLTWQ 
PLPQPLELWPKAL 


19717 


50085 


A 


19832 


578 


753 


LCTPTPFPLFWKTVRKYSSNNQ 

KGE*NTVLMEVCPRSPRTN* KD 

SQ* PFELLTKMTSQG SDISG DLP 

WEINPLSSCSLLHEKDPPTTSGP 

QTDQPKKH LTNFKS ETKETHF1 

RGPKTPVLVTDWEGRLPLVFN 

HSRDASLIIHPRFRGVRPRRDAC 

LGPSPLAASPAFLEEGQVPQPLL 

SMSLTPSLLFWRRGKKPSTPSSP 

LAASPAFLEEGQVPQPHISVPRS 

LISTPOPLITLHPDPFPAFLEDSK 

EVLKQQPKGRIKHCADGGMSK 

EPKNQLKGLPVTKAGNIHGIND 


19718 


50086 


A 


19833 


95 

7J 


259 
j 7 


SHRPSO*VLOLIKVAHPELFVPP 

SGFVVSLTSGMKLOTLTTREW 

OV I V Y UU 1 OVJ 1TI 1 1 1 I xJ_> tt 

MRJLLIFWNG 


19719 


50087 


A 


19834 


1 


939 




19720 


50088 


A 


19835 


391 


792 





2502 



WO 01/075067 PCT/US01/086J1 



SEQ ID 

NO: 

... 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno»vn, 
*=Slop codon, /^possible nucleotide 
uciciion, \— posMuic nucleotide insertion J 


19721 


50089 


A 


19836 


1 


1317 




19722 


50090 


B 


19837 


1 


1665 




19723 


50091 


A 


19838 


573 


902 


YSCLLILIRKITQNSVEVLGRRK 
FLGGGMEREWVMFL/EGCFKR 
D*GQRGNQFQIRVTAPNFMCV 
CVKRPPNRLCVSNKAVYFTWV 
QVGFQ1FEKPEPIEE1CKVCWRP 


19724 


50092 


A 


19839 


1802 


2229 


GGGAEAEEELGPSSAWRGAAC 

PCPRKAGLVAKAEGPRQASLR 

GLTPLKRECIIREASLQ*LNTK/V 

KAAFPVRDRRWSFGFTDKTCLF 

CLGSEIGEVFLGLVGLRT*GRR 

W1FLMEQRAGGQGIDLPREVPR 

SKSGHQ1SLVSI 


19725 


50093 


A 


19840 


19 


4153 


PPDPL PG LPCPPGG PPLPA FGGG 

WGGARGSWHWSSRACSRRRR 

LVHAPRAPLLPRAAAEKAKRP 

AGARQMGLKARRAAGAAGGG 

GDGGGGGGGAANPAGGDAAA 

AGDEERKVGLAPGDVEQVTLA 

LGAGADKDGTLLLEGGGRDEG 

QRRTPQGIGLLAKTPLSRPVKR 

NNAKYRRIQTLIYDALERPRGW 

A LL YH\A L VFL 1 VLG\C LI L A VL\ 

TTFK E YETVSG DWLLLLETFA IF 

IFGAEFALRIWAAGCCCR 


19726 


50094 


A 


19841 


355 


640 


ILDYVFSSSHLFQSKLLGRRGR 
ASHGTKL*AGPG\GGGEVIKGL* 
GGG AEA EEELGPSSAWQG A AC 
SFPRKAGLAAKGEGPRQASLH 
GLTPLKCG 


19727 


50095 


C 


19842 


55 


189 




19728 


50096 


B 


19843 


96 


401 




19729 


50097 


C 


19844 


558 


725 




19730 


50098 


C 


19845 


448 


540 




19731 


50099 


c 


19846 


140 


334 




19732 


50100 


A 


19847 


362 


710 


1LGGRKLRLEKSLGCAAQGGG 

ALATEWLELRNGCLCCSWKD 

NGL*/RAIENLMQKKGKF\DYIL 

LETTGFADPGAVASMFWVDAE 

LGSDIYLDGIITIVDSKYGLKHL 

AEEKPDGLIQ 


19733 


50101 


A 


19848 


181 


543 




19734 


50102 


A 


19849 


1 


594 




19735 


50103 


B 


19850 


29 


746 




19736 


50104 


A 


19851 


45 


362 


EEQHSMLGSGFKAERLRVNLR 

LVINRLKLLE/KKDERARIRVEH 

1IREDYLVEAMEILELYCDLLLA 

RFGLIQSMKELDSGLAESVSTLI 

WAAPRLQSEVAELKIVA 



2503 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*-Stop codon, /-possible nucleotide 
deletion, \= possible nucleotide insertion) 


19737 


50105 


A 


19852 


344 


951 


EEQHSMLGSGFKAEHLRVNLR 

LVINRLELL/EGKKKKKTELAQ 

KAGKEIADYLAAGKDERARJR 

VEHIIREDYFVEAME1LELYCDL 

LLARFGLIQSMKELDSGLAESV 

STLILAASRLQSEVEGFPN1YSS* 

1PSNSPIILNL*MAIKGCKNY/RL 

LHQIVVPGPSQKPLQNFLLDLR 

LPWTTLWPIFGLEGKIPLWERJK 


19738 


50106 


A 


19853 


| 


1077 ;, 


; • 


19739' ' 


50107 "* v K: 


; A V ' 


19854 


"1 ■ 


1-140 


- t • 1 • " 1 . . " r " 


19740 


50108 


A 


19855 


1 


3426 




19741 


50109 


A 


19856 


1 


942 




19742 


50110 


A 


19857 


342 


1499 


EEQHSMLGSGFKAERLRVNLR 

LVINRLKLLEKKKTELAQKARK 

EIADYLAAGKDERARIRVEHIIR 

EDYLVEAMEILELYCDL/LCLA 

RLG/LYSSY*K£LDSGLA\ESVST 

LIW\AAPRLQSEVA\ELKIVADQ 

LCAKYSKEYGKLCRTNQ1GTV 

NDRLMHK\LSVGTPP\QILVERY 

LIEIAKNYNVPYEPDSVWMAE 

APPGVETDLIDGGFPDDVKKR\ 

GPWKKEGSGGFTAPVGGPDGT 

VPMPMPMPMPMPSANTPFSYP 

LPKGPSDFNGLPMGTYQAFPNI 

HPPQIPATSPIR1ESVRWTFNCLI 

KEYS/1FLAQICLGPGPKARRPF 

AKFP\SRPADNF*QLLFLPELPSV 

PDTLPTASAGASTFRHLKDIDF 

DDLSRRFEGAGKRKT 


19743 


50111 


A 


19858 


2 


255 


GCISTSRLGSMPTTTLRLLQKIS 
* RSYSSAPASCLI SI VKS ASD* RA 
RAPTRGSYGGPLLRLSSSSSLAS 
GRCVTSRASLRPRS 


19744 


50112 


A 


19859 


I 


276 




19745 


50113 


A 


19860 


3 


151 


GAVPAVRLGGPLHVHLPHAR*P 
SNLSA LQFYQDGSLRWWQTVS 
♦RAASRSPPTRPVTIKSVCTPILP 
GWLSSLVANCIVKSASD 


19746 


50114 


A 


19861 


] 


386 


DCVIATDAEVLGAPVKGKRRG 
RGPKG DKASDPEAG VARG1DF 
HHVSAVLNFDLPPTPEAYIHRA 
GR**CDGPGICMVGTLRDLGCA 

GQSLRVGDASCTVFPCRTARAN 
NPGIVLTFVLPTEQFHLCKI 


19747 


50115 


B 


19862 


26 


186 





2504 



WO 01/075067 PCT/US01/08631 

« •) 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
inUSSN 

Uy/54U,2I7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /=possiblt nucleotide 
deletion, \— possible nucleotide insertion) 


19748 


SOI 16 


A 


19863 


2 


1839 


ARGQRVRAALLSSAMEDSEAL 

GFEHMGLDPRLLQAVTDLGWS 

RPTL1QEKAIPLALEGKDL\LAR 

ARTGSGKTAAYAIPMLQLLLHR 

K\RQVRW*NRQ*EGLVLVPTKE 

L\ARQAQS\LIQQLATYCCSGMS 

ELANVSAC*KTQSLRELCLMEK 

PD\VVVGTPS\R1LSHFAARQPET 

FVTPWSFLVVERSLTFFFPFGFE 

EELKKSSSGKAESLAPDFNKAF 

LMSATFNEDVQAXLKELILHNPV 

VTLKLQESQLPGARPVTAVSGG 

L*DLREDKFLLLYALLKLFIDSG 

ASLWLFCSTL*EREFTGLRLFL 

WEQFQ/LSPTCVLNGELPLRSR 

V PH H L/QQFNQG F YG LCH RQL/ 

NAEVLGAPVQGQASGPRAQRG 

Q/VPLDPEAGVARGIDFHHCVC\ 

VLNF*SFPPTPEA\YIHRAGR**C 

DGPGICMDSTR*QPRA*S*PFVL 

PTEQFH/CRQD*GASQWREQGA 

P/SLLPYKFGMEEIEGFRYR\*GV 

H PQD AM RS VTKQA 1 REARLVSL 1 

KEELLHSEKLK\TYFGRQPLGD 

LQA\LRHG PYLCTPQL VEAPTW 

GHVPDLPGSSCFSVALGAPFTK 

KREEACLPSCRKAQESKVPRTP 

LRSFKHKGKKFRPDSQALREVV 


19749 


50117 


A 


19864 


-> 


378 


TTTKFAGRRPKVTVLGQP/KAA 

PSVTLFPPSSEELQANKATLVCL 

ISDFYPGAVTVAWKRGSSPVKA 

GVETTTPSKQSNNKYAASSYLS 

LTPEQWKSHKSYSCQVTHEGST 

VEKTVAPTEYLLRVY 


19750 


501 IS 


A 


19865 


1 


546 


MAWTPLLLLLLSHCTGSLSQPV 

LTQPPSSSASPGESARLTCTLPS 

DINVGSYNIYWYQQKPGSPPRY 

LLYYYSDSDKGQGSGVPSRFSG 

SKDASANTGILLISGLQSEDEAD 

YY/CGCFTVFWSTF*VLVPEHQ 

QSWLPLWTPGVVSLLV/CLVPS 

FVPPPLTKVPSSLSSPVKESAILA 

VDIH 



2505 



WO 01/075067 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


1 9751 


50119 


A 

..'.1 


19866 


2 


838 


RVRVSTMAWTPLLLLLLSHCT 

GSLSQPVLTQPPSSSASPGESAR 

LTCTLPSD1NVGIYNIYWYQQK 

SGSPPRYLLYYYSDSYKGLGSG 

WPSRFSGSKDASANTGILL1SGL 

QSDDEG\DYYCATWDSSLTGQ 

VFGGGD/TKLTRP*GQPKACPP 

GVTLVPNPPS/SRSFQAQQGPQL 

VMSS*SDFLTPGSPLNSCPWK\A 

DSQPPFKAGWETTHTPPKQSTfN 

l^VKUrAU i Lob 1 A\cV^WbVr 1 b 

SYSCQWTH * RG AP WEKT VGPY 
RM FHRFLNPSPPHHGMT 


19752 


50120 


A 


19867 


1338 


1854 


NSETREHNHRYVPQRETSGGTD 
GWKSKQPE*L*RRQLVQSWAK 
S*NQPKLPSSPH\* ELPWVTPSA 
RNFRSGPYSPPPPPPPQPLPSSHL 
SSLHFYSPFVSYTSFDLYSSSYH 

5>YLMUtUI VbrrvtLK^bQKVJG 
HSFTGFQPTLSANPYDRGDGKII 
ELLPRKAQTFPVVRT 


19753 


50121 


A 


19868 


1 


500 


GSTYSELLSGTACVVTALHLAQ 

QRRHHLLGGLASRHDAPEQLA 

VGAPVQPRPLPAPAGAQALVG 

HAHVVVEGGP/PGSGGPGEGAI 

ARGPGAAAAAGAGPGAPRRRR 

L/vAo AUr L-oKasbr O KKo A r KA 

APPAPSAGPHVAFPSRRPAAGS 

PPRSRPPPPPGIPTGGR 


19754 


50122 


A 


19869 


20 


507 


TRQVYSGGVRTPPCQSHPHRPR 

SSCRPPPPPRRPRSSRRRRGLSP 

RRAPAHWSSRSTRPAWWAPSR 

RHAPRPPWSPGPASG*CSVYFP1 

LPLALFPLPVHHGGVHVCGREG 

VGLVOEGDSHSGEW^RSAWG 

STSLRAAPRSGGRPPAGGGWR 

YTRPPSRRC 



2506 
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SKQ ID 

NO: 


SEQII) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,2 17 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


19755 


50123 


A 


19870 


236 


1191 


GSGRIPGRAGLEGPGPAFQKSR 

LS PA SGS A G PR G ASPS A VPPGR/ 

RPGVPAFPASNPPPVAAVPGPW 

VTC WG KG LQG EG KAPRA P H A 

GTPQR\SPGSARPTGLSPPA*PSR 

*RARRPSPETP\PGHGRAGPPPP 

DGAVQRQGPGCRAPSASRPPGS 

ARARRRRWPAARPPGCPARPG 

PRGGRPRRRPSPPAAGRARRRA 

PRTPAARSR*VCPRGRRSAAPP 

RGHGTAPCAAAAPPPPRGLGRP 

ADAPEQ/PRCRCARPAPPLPAPA 

GAQALVGHAHLLLKAALGHDF 

TFLWATIHEVIPKMRWGQSQC 

QRGGPSSHTPDLSA 


19756 


50124 


A 


19871 


24 


286 


LRGQKVLLLGDRARLSQKJCKE 
RKREREREREGHGRNGR/RRNG 
QGRGPEGQR*NERTGQERTGH 
GREGRKEGRKEGRKEGRNERE 


19757 


50125 


A 


19872 


43 


373 


PRFTDENLEMCTVIQSVQCYHR 
SWH/HSSPPEPAPHHQSPPAHSP 
VLC WFRRLGGG ED WAPSSG G R 
AVWRSHCSCFCCCSSSCCSCSQ 
SG KRTA A AP WPTTSPAPSRSCC 
A 


19758 


50126 


A 


19873 


3387 


4083 


AG RS ALP VDA VQVQAEGL WPP 

AVLLHHHHHPHHHYHHYHHH 

HHHHHHP*HHHPHHHHHHHRN 

HHHHHHHHLHHHHHHHHHHL 

YHSHWHHH/HHHHDHHHYHH 

FHDHYHHHHH/HYSHH/HHPH/ 

HHHH*RHDHY/AHHHHHQ\HH 

CHHCH HPHRHG HYHYHHHGT 

V A FG A LEDS A V A RTGLPLPEG V 

LCGAPTAAASAAVPPPAVPAPN 

QGRGPQLHPGQQLRPLLHAHA 

ALQWPTTHL 


19759 


50127 


A 


19874 


3 


411 




19760 


50128 


A 


19875 


1 


1095 




19761 


50129 


A 


19876 


1 


471 




19762 


50130 


A 


19877 


1 


554 


FRG RL A SPFRP V PM E A LGKLKQ 

FDAYPKTLEDFRVKTCGGATV 

T1VSGLLMLLLFLSELQYYLTTE 

/VKGRGLMRGRGLAF*E*DL*G 

WEWGRRGLGLSLTEVALPQVH 

PELYVDKSRGDKLKINIDVLFP 

HMPCAYLSIDAMDVAGEQQLD 

VEHNLFKQRLDKDGIPVSSEAE 

RHVLSFVVSAD 


19763 


50131 


B 


19878 


1116 


1274 




19764 


50132 


A 


19879 


28 


389 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l Jnknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


19765 


50133 


A 


19880 


75 


448 




19766 


50134 


A 


19881 


276 


830 


QEDSCPLH PLSG i PFRRFQPTPE 

E AG A WPG EG PTH DQG PSSA LT 

RR*ACQGPLHLA RTT A E PG H A H 

PWH*RWQRYMGKLGRDLEKV 

CPVWSSVACSSPGLSWAGKTE 

AKTSLEGGNSASASASSWAWG 

RSSLAPVRDILGSREFSGLLEGT 

FVLSVTLSADFG1GTWVDLGKV 

TGSSSKEG.RL 


19767- 


50135 ' *' 


A" 


19882 i: 


223 - 


1269 


APVTKRICEVFAKDSKGSALDA 

GRDPKRPALPETLCESGWASNT 

A PT A PPQPG WCLCG KDFK S SCQ 

TPGREKJERRLATMHGSCSFLML 

LLPLLLLLVATTGPVGALTDEE 

KRLMVELHNLYRAQVSPPASD 

MLHMRWDEELAAFAKAYARQ 

C V WG f-TN KERG R RG EN LFA 1TD 

EGMDVPLAMEEWHHEAVDTT 

TSAP/HSCSPGQMCGRYTQVVW 

AKTERIGCGSH\SCEKLQGVEET 

NIELLVCNYEPPGNVKGKRPYQ 

EGTPGSQCPSGYHCKNSLCEPI 

GSPEDAQDLPYLVTEAPSFRAT 

EASDSMKMGAEGPDKPSVVSG 

LNSGPGHVWGPLLGLLLLPPLV 

LAGIF 


19768 


50136 


A 


19883 


2 


281 


FVPALGSSAVMLSRSRCVSRAF 

SRSLSAFQ/KGVSLCQGPGYPNS 

RKVVINNSVFSVRFFRTTAVCK 

DDLVTVKTPAFAESVTEGDVR 

WEKGKI 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
bod 


SEQ ID NO: 
in USSN 
09/540*217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


19769 


50137 


A 


19884 


1 


1320 


MPAVT1LKPNLKQIILGLKAAE 

VSSLPPS1VLDAKE!TTQ!TRQ!L 

KGNCPLGRHSLPGVSLCQGPGY 

PNSRKVVINNSVFSVRFFRTTTV 

CKYDLVTVKTPAFAEPVTEGD 

VRWEKAVGDTVAEDEVVCEIE 

TDKTLVQVPSPANGMIEALFVP 

DGGKVEGGTPLFTLRKTGAAP 

AKAKPAEAPAAAAPKAEPIAA 

AVPPRAAPIPT/QMPPVPSPSQPP 

SSKPVSAEAQNTCAVMLTIFNEI 1 

DVSNIQKMRARHKEAFLKKHM 

LKLGFMSASVKASAFALQEQP 

VVNAV1DDITKEVVYRDYID1S 

VAVATPQGLVVPVIRNVEAMN 

YADI EQTITELG EKARKN EF A IE 

DMDGGTFTISNGGVFGSLF/GTP 

1 INPP\S A I LGMH G 1 F DKP V A I GG 

KVEVQPMMYVALTYDHRLIDG 

REAVTFLRKIKAAVEDPRVLLF 


19770 


50138 


A 


19885 


1 


1559 


MESEALVVC1NHCMAVNYGMI 

YQRGSSNMNILSLSLKHPEKTGI 

SPTANHGISDLQEGEAACGSLR 

TPLVGRRVLRPAPLPVVVRPYI 

RCPPALGSSAVMLSRSRCVSRA 

FSRSLSAFQKGNCPLGRRSLPED 

DLVTVKTPAFAESVTEGDVRW 

EKAVGDTVAEDEWCE1ETDKT 

S VQ V PSP ANG V I EA LL V PDGG K 

VEGGTPLFTLRKTGAAPAKAKP 

AEAPAAAAPKAEPTAAAVPPPA 

APIPTQMPPVPSPSQPPSGKPVS 

AVKPTVAPPLAEPGAGKGLRSE 

HREKMNR\MRQRJAQRLKEAQ 

NTCAMLTTFNEIDMSN1QEMRA 

RHKEAFLVRKLKLKLRLMSAIV 

EGSA\FALQE\KPLLMEGIDDTT 

KEVVYRDYIDISVAVAHPRGLV 

VPVIRNVEAMNFADIERTITELG 

EKARKNELAIEDMDGGTFTISN 

GGVFGSLFGTPIINPPQSAILGM 

HGIFDRPVAIGGKVEVRPMMY 

VALTYDHRLIDGREAVTFLRKI 

KAAVEDPRVLLLDL 


19771 


50139 


B 


19886 


239 


3045 
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SEQID 


SEQID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown t 


NO: 


of peptide 


hod 


in IfSSN 


location of first 


codon for last amino acid 


*=Stop codon, /= possible nucleotide 




sequence 




09/340,2 1 7 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






19772 


50140 


A 


19887 


3 


809 


RGRFLPPCHPAALPPCRPAALLP 














VVAARGAPSPPPPHVLPCVGSG 














LG YNM LGM I KNSL FGS VETWP 














WKVLSKGDKEEVAYEERACEG 














G\KFATVEVTDKPV\DEALTGK 














QLPKV\AKYAGGTNDKG\IGMG 














MTVPISFA\VFPN*RWLSCRKKL 














KVWFPDFQTNFQSDPPAPSVDKS 














VK1\EEREGIHCLIPCQFGGYAK\ 














EADYV\AQATR\LRAALGG\PAT 














YRGDIYFGTGYDPPMKAPYGRR 














NEI\WLFEDMSDPTEPRTYWEV 














CLCVSFLRG 


19773 


50141 


C 


19888 


164 


208 




19774 


50142 


A 


19889 


1542 


1929 


NLVPSLGSGDLPWEIMP/LSSCS 














LLHEKDPPTTSGPQTDQPKXHL 














TNFKSAARPTVSWGRGKYPSTPS 














PSPLAASPAFLGGKNPPIAYFHT 














PTS YLC A PI PYFCA PTPSLLF WR 














ARTTTPTPSLCLKSFL 


19775 


50143 


A 


19890 


1 


208 


MPEPQRPGVPPEPPPPGACYAC 














RKSGHWAVRNARSPGFLLSRVP 














SPPG PSRTPSFG * LSQ WKPTCTQ 














VK 


19776 


50144 


A 


19891 


1 


1662 




19777 


50145 


B 


19892 


1 


915 




19778 


50146 


A 


19893 


183 


569 




19779 


50147 


C 


19894 


71 


344 




19780 


50148 


A 


19895 


147 


446 




19781 


50149 


A 


19896 


167 


373 




19782 


50150 


A 


19897 


142 


363 




19783 


50151 


C 


19898 


52 


174 




19784 


50152 


C 


19899 


228 


260 




19785 


50153 


A 


19900 


1 


753 




19786 


50154 


A 


19901 


1 


1077 




19787 


50155 


A 


19902 


500 


912 


LGSGDFPWEINPLSSCSL/LREK 














DPRTTSGPQTDQPSKHLTNLKS 














ASTPPPYNPFITSPPHTRSGLQFR 














STSSPPAPAQQFTLKKVAEAKG 














IVKVNAPFSLSDLSQISVRLGSF1 














KYEKSSPVHGSFGSNPETLYSP 


19788 


50156 


A 


19903 


1 


861 




19789 


50157 


B 


19904 


174 


222 




19790 


50158 


A 


19905 


1 


756 
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SEQ il> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 

nf nitric c**f*w*&w\i*t* 

Ol peptide sequence 


Amino acid sequence ( X=l)nknown, 
'-Stop codon, /=possible nucleotide 
ucjtriiuti, \— -puaMuie nucicoiiuc insertion/ 


19791 


50159 


A 


19906 


1035 


1852 


NLVPSLGSGDLPWE1NP/LSSCS 

LLHEKDPPTTSGPQTDQPKKHL 

TNFKS A A RPT\S WG RGK YPSTPS 

PSPLAASPAFLGQRQVPLSWGR 

GRCPSTPSPSPSAASPAFLGQGQ 

RQVPLSWGRGRCPSTPSPSPSA 

ASPAFLGQGQRQVPLSWGRGR 

CPSTPSPSPSAASPAFLGQGQRQ 

VPLSWGRGRYPSTPSPSPSAASP 

AFLGQGQRQVPLSWGRGRCPS 

TPSPSPSAASPAFLGQRQVPLSW 

GRYPSTPSPSPSAASPTFLGQDL 

PLSWG 


19792 


50160 


A 


19907 


1644 


1981 


LGSGDLPWE1NPSSSCSLLREKD 
PPTTSGPQTDQPKKHLTNFKSA 
♦KRTNTASYK/WHSQSRVPAPR 
DGLV A A PTESEV AFLPVPPHQG 
PPLGNLG PSTVTTSFRC WLLDP 
RS 


19793 


50161 


A 


19908 


1011 


1154 




19794 


50162 


A 


19909 


1043 


1168 




19795 


50163 


A 


19910 


1328 


1470 




19796 


50164 


B 


19911 


406 


1191 




19797 


50165 


A 


19912 


2848 


3140 


SFYHLSSSHLVRLTVSFRD*PSP 
TCPAI YS* KGG WSQRHSQGAC Y 
TCRKSGHWA\RNARSPGFLLSH 
VPSVWDPTENRTVQLTWQPIPE 
PLELWPKAL 


19798 


50166 


B 


19913 


1 


941 




19799 


50167 


A 


19914 


656 


1983 


NLVPSLGSGDLPWE1NP/LSSCS 

LLHEKDPPTTSGPQTDQPKKHL 

TNFKSEAKEICFIREPKTPAPVT 

DWEGSLPLVFNHCRDASLI1HS 

RFKGVRPRRDACLGPSPLAASP1 

FLG KGQRLKTDTARLPRKPPRP 

SRMPSFGVKHVNVTIDCLPEGA 

ATRGTA RTSKPTTKSQKTLPST 

SPGHWTQSTPWASALRSSPWTE 

TAAPSETEETLNTGRPPELPARA 

TATWFSASHTLPALATRRVART 

QWLTA DRQTWASISSVP W AQT 

1SEKKPGGSLWETRSSPPTTAGT 

EEAMNTTSLLAPAAEIMATPGS 

PSQASPTSGAFTHGTQTPSPTKA 

TAPRYPQTGNSILTFGRPFLPFA 

GDLFAEWPFTAGEEPVLVPRPH 

QVSKTRSPPSFHLTLKTVTVAL 

LGNGEECYVYLSVSELREIRTR 

L YS PD AG LN EEKM LTKLLLI 


19800 


50168 


A 


19915 


117 


432 




19801 


50169 


C 


19916 


122 


289 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


19802 


50170 


A 


19917 


1 


516 




19803 


50171 


B 


19918 


212 


3302 




19804 


50172 


C 


19919 


181 


444 




19805 


50173 


A 


19920 


151 


485 


SPRGHYQLLLSGRALADRYRRI 
YTAALNDRDQGGGSAGHPAS/ 
RSENLENTVIIPDIKI HSNPSAFN 
IYCNVRHCVLFWOKKFRI AAA 
S1CNSVOSGESDSDFEFFSK FPPI 


19806 


50174 


A 


19921 


I 


3465 




19807 


50175 


A 


19922 . 


1 


176 


V 


19808 1A 


50176 ^ ^ 


A"- 


19923*' ~ 


114 


14211 - ■ 


AAPVAAPGALFMPVPDGSVAA 

AG LG LG L PA A DSPG H YQL LLSG 

RALADRYRRIYTAALNDRDQG 

GGSAGHPASRNKKILNKKKLK 

RKQKSKSKVKTRSKSENLENTV 

1IPDIKLHSNPSAFNIYCNVRHC 

VLEWQKKEISLAAASKNSVQS 

GESDSDEEEESKEPPIICLPKJIEV 

GLCEVFELIKETRFSHPSLCLRS 

LOALLNVLOGOOPEVLO^FPPF 

VLESLFQLLLEITVRSTGMNDST 

GQSLTALSCACL 


19809 


50177 


A 


19924 


375 


1191 


SQGIPELHYTPGPRGRWCGWW 

PIVEPRMGASQGCCVLGHLAQ 

QGGGASQAVRGANGVHAGCR 

GDPHPRSDHYPGGRPWLPGAS 

QDPAVAPGGHGHPSYLARLPC 

AAEPGTP/PAEPPRPSSLPGAAT 

APAGT*\PALADAPPRRVGGAG 

QPGRGHV*PKLVPGWQSQDSI* 

PSL/PSSPARHTLAASATP*APGS 

GARPAW*C*WAPALAPV1PVD 

AHSPP\GGAGHGPGH*GPRGSV 

LGLRLPAGCP\GPRQPHRPGQSG 

PQPSSPPGGALRSASR 


19810 


50178 


A 


19925 


3 


543 


SDDQPEKPH FDSRSV 1 FELDSCN 

GSGKVCLVYKSGKPALAEDTEI 

WFLDRALYWHFLTDTFTAYYR 

LLITHLGLPQWQYAFTVSYGISP 

QAKGITKATCEWGEHIIPLGSM 

AITslSISKLTQLTQSSMYSLPNAP 

TLA D L EDDTH EG RKG TEG SOL 

KCEHQLPPPMSHVGGGQRESL 

ARKEK 


19811 


50179 


A 


19926 


1 


392 


FLDRALYWHFLTDTFTAYYVRL 
LITHLG LPQWQYAFTS YG ISPQ 
AKITYNIKMNRRKCVHWKLAV 
E PLQ WELRSC VS AG MGTGPKQ 
K VSSM KPRSCSVCSRRQSNSMG 
TTVSQSFLSYGKNVLFFPVRCC 
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SEQ ID 

NO: 


SKQIDNO: 
of peptide 
sequence 


Mel 
hod 


StQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
oi pepnoe sequence 


Amino acid sequence ( X-Unltnown, 
*=Slop codon, /=possible nucleotide 

jlfttfbfi/kn IsAAceiKla nn^lAAti/Iji tni*A^i*AnV 

ucieiicifit \— possiDic nucicoiiac inbcruon) 


19812 


50180 


A 


19927 


1 


1081 


RAMEEEASSPGLGCSKPHLEKL 

TLGSTRLLESSPG VTEVTI IEKPP 

AERHMISSWEQKNNCVMPEDV 

KNFYLMTNGFHMTWSVK.LDE 

HIIPLGEALArNKHLKTDFSFTQ 

SSMLFTFL1APTLGQTWEDDTH 

GSQWMIQPEKPHFGLFAVLIF* 

GWVS\CNGSG\KVCLV\YKSG\K 

PALAEGHWRFLFPGTELLYWH 

FLTDTFTAYYR\LLIT\HLGLPQ\ 

WAILPFTSYGISPQAKQW\FSM - 

Y*TYSPYNTNLV/TQKETDSFCG 

IKLDPSKVF*GGKNKIVIPKKKG 

PVQPAGGXQKGPFRDPPVPSISS! 

FKSSSGLWGNPTREVSTPPSNSL 

PAPEWWFPCTDGPRGDLQFCV 

WTVGLFLVE 


19813 


50181 


A 


19928 


1 


2835 


MDALMLALGALMLALGLGDP 

KSAQVSDPDGAEPGPGRATGT 

DPLVQIHWKLGISEALSIPGGRL 

YRDLWSLTPVCLHIPGIAHHGP 

FTLGRMDVVEVAGSWWAQER 

EDIIMKYEKGHRAGLPEDKGPK 

SFGSYNNNVDHLGIVHETELPP 

LTAREVKQIRREISRKSKWVKM 

LGE WDTYKNSRKLI DRA YQG 1 P 

MNIRGPMWSVLLNIEEIKLKNP 

GRYQVRSARAQPTGQAVSGAQ 

VSSWRERQDHPGELGVKJ 


19814 


50182 


A 


19929 


3 


142 


TISSIIRKARKPXQDLLNNYTPRS 
SPLRSSG RTRM YKGKN VRPGNS 
S 


19815 


50183 


A 


19930 


904 


1295 


WALMNGSESRFFVSSSQGRSEL 

VPNS/NYAVDY*PLTAHAVSSG 

GTSPVLARLLREKLESL\LPLHL 

GQVAKYAGQLRGRVKQQFAT 

MGERRRFWEKLFVNDR/AGAV 

AGKQRSESHY*NDRTVNQRTA 

RPSR 


19816 


50184 


B 


19932 


1 


1050 




19817 


50185 


A 


19933 


303 


384 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


19818 


50186 


A 

; 


19934 


375 


116! 

] ■ 


EALESAPEG/RR*GSGTKTLSPS 

P/PAGSWVCRJPMGRGCRHGAE 

R/P/PGSQESSPSNGHGICLAGPSP 

YLGRFKSSS*T*QSPQTPAQGVS 

AS*GLGAAPVLRLQGPVPP\SHC 

GKSRPDPC*PSPGSPDPPGER£S 

QQESQ*WPPVGELCTDPTGNPE 

RGGRHLQ\SHAPSGGGLSGFPS 

DSFPCSCYYGSTPVARKKRFAK 

CRGYIYDFVYELLSLKPPSOGV 

aempppavgoog\oaeprgip6 

* » 1— ' I'll I 1 *» ▼ V I\>J11 \X 

spaggrvffodfyslclents 


I/OI7 


SOI 87 

■J \J IOf 


R 
u 


1993S 

1 77JJ 


62 


346 






SOI 88 


B 


19936 

I 77JU 


1 


1629 




1 /Oil J 


SOI 89 


A 


19937 


1 


1218 




1987? 


S0 190 


r 


19938 

1 77JO 


718 


1053 






S0I91 


A 


19939 


54 


212 




19824 


50192 


A 


19940 


122 


451 




19825 


50193 


A 


19941 


329 


398 


ffsyfrpsgcilpl*elpearcp 


19826 


50194 


A 


19942 


92 


346 


VGSSPSRL*SLRGQVLNKN*S/I 
OLGCLHIVGNPI*NS*DVPWAG 
WSED*GRRWISSRSSSKDRGPV 
S*RSPPVPGLQHQMSHASM 


19827 


50195 


A 


19943 


284 


374 


lknhkrseyalphl1m**psttk 
ev*m/drs/salsdditl*ksfsw 
lilaokspplstloppllpareo 
tlfdcnsplptqil*ngptlislr 
* lsqdepg kg lsqgn vit 


19828 


50196 


A 


19944 


I 


1674 


mapplspfadslfglsppaprdk 

gdtfypwtqnsgarhglgrqp 

slgvsslqgrlsdhsptfqrcq 

ttqgrlpwsftlsgkscfseeg 

aiptpsvaesfqssfstdpsdlsp 

ppqpahrqaelspnsssastppp 

ynppttspphtrsg lqfss atss 

sppaqqfplrevagaegivnah 

vpfslsdlsqisqhlgsfssdpt 

ky1qefryltlsynltwsdlnv 

iltstlspderervfpvsqshad 

NRRLHEP 
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SfcQ ID 
NO: 


SfcQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Cor last amino acid 

©i pcpiioe sctjiicncc 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \ = possible nucleotide insertion) 


19829 


50197 


A 


19945 


1746 


3501 


ES DPSN STTSM D RTL L/M SS 1 V P 

RLPSACRILPTGFT!PE*SCVHRT 

ASLIPPLPPGSRKYSPPLPLNSLI 

FLKN/SAYTAVPALQTDWATSP 

ISLHLRTSFNSPHLYPPEEL1YFL 

DRSSKTSPDISHQQAAALLRTY 

LKNLSPYINSTPPIFGPLTTQTTI 

PVAAPLCISWQRPTGIPLGNLSP 

SRCSFTLHLRSPTTNJNETIGAF 

QLH1TDKPSINTDKLKNISSNYC 

LGRHLPCISLHPWLrSSPCSSDSP 

PRPSSCLLIPSPENNSERLLVDT 

RRFLIHHENRTFPSTQLPHQSPL 

QPLTAAALAGSLGVWVQDTPF 

STPSHLFTLHLQFCLAQGLFFLC 

G S STYM CLPAN WTGTCTL V F L 

TPKJQFANGTEELPVPLMTPTQ 

QKR VI PL I PLM VG LG LS ASTV A 

LGTG I AG 1 STS VMTFRSLSNDFS 

AS1TDJSQTLSVLQAQVDSLAA 

VVLQNRRGLDLLTAEKGGLCIF 

LNEECCFYLNQSGLVYDNIKKL 

KDRAQKLANQASNYAEPPWAL 

SNWMSWVLPIVSPLIPIFLLLLF 

GPCIFRLVSQFIQNRIQAITNHSI 

RQM FLLTSPQ Y H PLPQDL PSA 


19830 


50198 


A 


19946 


1392 


1676 


GFCILHIVLEPWFSAPSAPLSTSL 
YWLF*LYILLNFFQSFQLLCLW 
FECPPVAQSNLIV*SLLLSARQS 
HSPSSFFPLLVRNCVPLEEERCS 


19831 


50199 


B 


19947 


1 


1500 




19832 


50200 


A 


19948 


107 


691 


TTM LL I QS LFG G LFT WTRMKFG 

AVARIGGHPLGDQSP\SSCSLLP 

EKDPPTTSGPQ1DQPKXHLTDF 

KSGTPL*LYTHVSRVSDHAGTP 

ALVLHPWGKSRFSGEGATQRQ 

Y P I PQQ AL KG LM P A ITRLLQHG 

LLKPINSPYHSPILPVLKPD1CPY 

KLVQDL\PLSTKLFCLSTPWCQT 

HILFYPQYLPLQPULF 


19833 


50201 


B 


19949 


I 


2628 




19834 


50202 


B 


19950 


1 


585 




19835 


50203 


B 


19951 


178 


462 




19836 


50204 


C 


19952 


1 


825 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=tlnknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


19837 


50205 


A 


19953 


644 


1795 


RPSKSQTMLNSLSTALIISKIYFL 

PHT*HIYFLLPGSFCYTHSLLSLP 

QLPLFL/CLDLNAASHIIPDTTPD 

PHDCISLIHLTFTFPQISFFPVSHP 

DHTWFIDGSSTRPNVTTHQQRQ 

AML*YLPHLSLRLPLCLPPLPLS 

KPN*LP*LKPINSPYNSPILPVQK 

PDKSYRLVQDLRLINQIVLPIHP 

VVPNPYTLLSS1PSSTTHYSMLD 

LKDAFFTIPLHPSSQPLFAFTWT 














DPDTHQSQQLTWAVLPQGFRD 

SPHYFSQA LSHDLLSFHPS ASH L 

IQYIDDLLLCSPSFESSQQDTLL 

LLQCLFSKGYRVSPSKAQ1SSPS 

VTYLGIILHKNTHALPADRWPS 

CLRAAAAAALILVEALKITNYA 

QLTLYSSHNFQNLFSSSHLTHIL 

SAPRLLLLYSLFVESPT1TIVPGL 

DLNAASHIIPDTTPDPHDCISLIH 

LTFTFPQISFFPVSHPDHTWFID 

GSSTRPNHHSPAKAGYAIVSST 

SIIEATALPPSTTSQQAELVTLT 

Q A LTLA KG L RJN I YTDS K Y A FH 1 

LQHHAVIWAERGFLTTQGSSIIN 

ASLIKTLLKTTLLPKEAGVIHCK 

GHQKASDPIALGNAYADKVAR 

QAASSPTSVPHSQFFSFASVTPT 

YSPTETSTYQSLPTQGKWFLDQ 

GKYLLPASQAHSI LSSFHN LFH 

VGYKPLDRLLEPL1SFPSWKSIL 

KEITSQCSICYSTTPQGLFRPPPF 

PTHQARG FAPAQD WQIDFTHM 


19838 


50206 


A 


19954 


52 


641 


RPSKSQTMLNSLSTALIISKIYFL 

PHT*HIYFLLPGSFCYTHSLLSLP 

QLPLFL/CLDLNAASHIIPDTTPD 

PHDCISLIHLTFTFPQISFFPVSHP 

DHTWFIDGSSTRPNVTTHQQRQ 

AML*YLPHLSLRLPLCLPPLPLS 

KPN*LP*LKPSLLQKDYASIS1LI 

LNMPFI FCSTMQSYGLKE VSSL 

HKGPPSLMPL 


19839 


50207 


A 


19955 


3 


380 


TTPDPHDCISLIHLTFTPFPHISFF 
RVPHPYHIWFIDGSSTRPNXATH 
QQRQAML*YLPHLSLRLLLCPP 
PLPLSKPN*LP*LKPSLLQKDYA 
SIFILTLNMPFISCTTMQEVSSLH 
KGPLSLIPL 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 

mrinn for n^ntiftc* 

sequence 


Nucleotide location of last 
codon Tor lasl amino acid 

nf r^ntirip c^mif nee 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 

(li*lf k fifin \=nncciKI^ nti^l^ntift** irtv»*-ttnn\ 
uuictiuiif v |^u»imc uuticuiiuc injer uuni 


19840 


50208 


A 


19956 


154 


485 


TF1 RTH FLTQPQPCPRHQPSR* L 

SSSPPAG*TG/IFARLLIFSCLLQI 

LNHM/QHTLAGQSVLVKNLTP 

QTLQPRWTGPYLV1YSTPT/VRP 

PAGSSPLGSPFQSKAVSISQPA 


19841 


50209 


A 


19957 


158 


416 


ISGTCSNLLGEEVLEERLAAAV 
QAFGSSRVLEMWLGFVSQWRQ 
VIVTQKCIAVWLLPLYYCTP*R 
QG * LI PV VGFEGQILIFE VFS 


19842 


50210 


C 


19958 


1 


1755 




19843 


50211- - 


A 


19959 • 


2- 


394 




19844 


50212 


A 


19960 


710 


1093 


KEPTQHSFSYTHSLLSLPQLPLF 

L/CPDFNPASHIIPDTTPDPHDCI 

SL1HLTFTPFPHISFFPVSHPDHT 

WFTDGSSTRPN\ATHQQRQDM 

Q*YLPHLLLTLPLCPPPLPLSKP 

NQLP* LRPSLLQKG 


19845 


50213 


C 


19961 


1 


1287 




19846 


50214 


A 


19962 


1 


1293 


MEEPLGFKQTLVVAQQNPLWT 

SGGGGHSPSGSGHRGVCITTLP 

VPEGSSQKETPHVSEKLKEKNE 

SLPGNPENSSRSSERPPRRHSKA 

RDSDEENDPDDEDAVVNAVGC 

LG KNSG FL APELQK YQKQI K DG 

T AGTPA I STTTTVEI RKSS V MTT 

GDHLLSGKKAQRPAPGHSSCPS 

TETEEEKG KRLL Y WV V WQ V A 

VNSASQLEAHNSENPVSLSCR1 

RERPGLWHGYRPSRSPLPHSLS 

GSYSLWALRTDTVCD 


19847 


50215 


C 


19963 


1 


846 




19848 


50216 


B 


19964 


377 


1172 




19849 


50217 


A 


19965 


564 


1163 


FPKSIFFLPPDAYTFLFPWLLQL 

YSLF VESPTITHCS WPRLQSG LP 

HYSGYHT*PS*LYLSDPPDIHPIS 

A YFLLSCSSP*SRLI Y* WQFHQ A 

*SPHTSKGRLCYSTSH*PAS*NL 

SFPFHRGNVSSRK*LLSVPSA1L 

LLLRDYSGPLPSLHIKLRDLPPP 

RTGKSA\YSTCPESGN*NTSWSR 

♦TLICQS 


19850 


50218 


A 


19966 


1382 


1778 


PIGTNTECVVLFQPMETGHSSR 

VNMSGYK'PC/PPLFGVLSWQN 

CWRVYPFCLLFGGPLSVMDPE 

GSPSGC/SNSLGLGADSVTLSTG 

GVFQPNVRGLNCNGKIVMGRC 

PLEFVPI PATSP1 SRKKPERSTA F 
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SfcQID 

NO: 


SKQ II) NO: 
of peptide 
sequence 


Mel 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


19851 


50219 


A 


19967 


239 


737 


RPSFKTPENSPTLVPTWTTLFYA 
LFFSYPHLPTSLIRPKYFNQ1ICF 
PDYSWSTATSHCCPSSQSK/CLL 
CV/SLTSPQYQPLPQDLPSA*SLP 
L*VPTPPLIPLEAALRNIAHSLS1 
PPPKNFRRSNTSTLFCFICl INIR 
ROECOASFPRPOHRIPCDI HVYI 
QMA 


19852 


50220 


B 


19968 


] 


1321 




19853 


50221 


A 


19969_ 


1 


1069 




19854 - 


50222 


B 


19970 


758 


6451 ^ 




19855 


50223 


A 


19971 


53 


319 


CSGSMPSSSSVSRPTSPFGSPLLS 
S P ATSSS PKTPPTS ATSG SSCPTT 
G L* M WT WSGFTGP VKA AT WR 
WTSATYPRWSWRPRAPLCPP 


19856 


50224 


A 


19972 


1427 


2103 


RPVHGHLHAVPVWRDSVRGLA 

PSSSPRVPGRDLIKQTPRLRARV 

VLSPFKTADAAHSHPGLTQPGR 

GRMKADISAATPGPFMCRVTPL 

ALGVSTEPSPARLVLNFVLFCF 

VLRRSLALSPRLEVLWLDLG\SL 

QPPPP\GFKQFSCLSLPSSW\DYR 

CMPPWAG\QFLEF* VEDG V* H\I 

ITGVSNXRAQPQVSECGHGVAL 
RRQ 


19857 


50225 


A 


19973 


3 


320 


VRMVIIKKSENNRCWRKCGEIG 

MLLNCW*ECKJLVQPVWKTA^D 

PAIPLLGIYPKDYISFYGKDTCT 

HMFIVALFTIAKTGNOPKCPSMI 

DW1KKMWHIYTMEYYAA1 


19858 


50226 


A 


19974 


2 


79 




19859 


50227 


A 


19975 


308 


630 


G REKA REQ V DLTL FTI A KT WN 

QPKCPSVIDWIKKIW/HIYTMGY 

YAAIKJCDEFVSFAGT\WMKL*T 

VSVEADPHIEGRFFRFKNYASK 

TPSLKLQRQSRPFQETSHPTGIE 

KRSPPNLQKATQPHIMSAKEYA 

FSRXMYGKTGRKKGEVKVRER 

KGKGAGRSDTIYNSKDLEPTQ 

MPISDRLDKENMDIYTMGYYA 

AIKKDEFVSFAGTMDEAVNQG 

YSSRARTRHWSMKKILLQLAR 

CLPKWPLSFVLESQGLGGVGS 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hud 


SEQ II) NO: 
in USSN 


Nucleotide 
location of first 

CvQun lur pcpiiuc 
sequence 


Nucleotide location of last 
codon for last amino acid 

oi pcpiiuc sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
uciciiuii, »~|H/joiinc rucicuiiuc inscriionj 


19860 


50228 


A 


19976 


2 


508 


KTTMRYYLTPVRMAIIKKSENN 
RCWRGCGETRMIXHCWFECKL 
VQLLWKT\W*FLKDVELKIPFD 
PAI PLLG V YPKDYKSC Y Y KDTC 
TRMFI AALFTI A KTWNQPKCPS 
VIDWIKKMWH1YTMEYYAA1K 
KDEFVSFAGTWMKLETIILSKL 
SQGQKTKHRMFSLISGS 


19861 


50229 


A 


19977 


1926 


2448 


DFIAV1TTRKQLKTKYNAHHSK 

QAITKHFSPKISDLILCLKKKIM 

N RH FSKEDI Y AA KKH MKKCSP 

SLAIREMQIKTTMRYHLTPVRM 

AIIKKSGNNRCRRGCGE1GTLLH 

CWWDCKLVQPLCKSMWRFLR 

DIADPAIPLLGIYPKDYKSCCYK 

DTCTRMFIAALFTIAKTWNQP 


19862 


50230 


B 


19978 


1 


1899 




19863 


50231 


A 


19979 


1 


2142 


MIILIDAEKAFDKIQQPFMLKTL 

NKLGIDGTYLKITRAIYDKPTA 

NIILNGQKLEAFPLKTGTRQGCP 

LSPLLFNIVLEVLAQA1RQEKEI 

KGIQLGKEEVKLSLFADDMILY 

LENP1VSAQKLLKLISNVSKVSG 

YKINVQKSQAFLYTNNRQTESQ 

1 MSEFPFTI ATKRI KYLGIQLTRD 

VKDLFKKYKPLLNKIKEDTNK 

WKNIACSWIGRINIMKMAFPR 

W ELNNENT WTQEG EHHTLG P V 

VGWGKRGGIALVDIPNVNDKL 

MVLEVLARAIRQKKEIKGIQLG 

KEEVKLSLFADDMIVYLENSIV 

SAQNLKLISNFSKVSGYKINVQ 

KSQAFLYTNNRQTESQIMSEFP 

FTIATKRIKYLG1QLTRDVKDLF 

KENYKPLLKEIREDTNKWKNIP 

CSRJGRJNIMKMAILPKVIYRFN 

DIPI KLPMTFFTELEKTTLKFI W 

NQKRACIAKTILSKKNIAGGITL 

PDFKLYYKATVTKTAWYWYQ 

N RDIDQ WNRTE A SEVTSH 1 YNH 

LIFYKPDKNKKWGNDSLFNKW 

CWENWLAICRKLKLDPFLTPYT 

KIHSRWIKDLNVRPKTIKTLEEN 

LGNTIQDIGMGKDFMTKTPKA 

MATKA K V DK. WD V 1 K LK.SFCTA 

KETTIRVSRQPTEWEKIFAIYPS 

DKGLISRIYKELKQIYRKKVTNN 

PIKKWAKNMNRHFSK.EDIYAA 

NRQMKKCSSSLVIREMQIKTTM 


19864 


50232 


A 


19980 


! 


5127 
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SEQ Il> 


SEQ ll> NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unkno\vn, 


NO: 


or peptide 


hod 


in USSN 


location or first 


codon for last amino acid 


*=Slop codon, /^possible nucleotide 




sequence 




09/540,217 


codon Tor peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


19865 


50233 


A 


19981 


209 


3816 


qgrptfrfrkyrehhkdtpr.ee 
qlqdt*ssdspklk*rkkc*gq 
perkvklptkgspsd*krisrq/ 
ktlqarrqswffekrnkidrpq 
arl1kkkreknqidtikndkgd 
ittdpteiqitireyykhlyank 
lenleem dkfldtytlprlnqe 

EVESVNRP1TGSE1EAITNSLPTK 
KSPGPDGFTAEFYQRYKEELVP 
FLLKLFQPIEKEGILPNSFYEASII 














LIPKPGRDTTKKGNFRPISLMNI 
DAKIL 


19866 


50234 


A 


19982 


1 


1698 


MELKAKAQELREECRSLRSRC 

NQLEESVS VMEDEMNEMK REG 

KFREKR1KRNEQSLQE1WDYVK 

RPNLRLTGVHESDGENGTKLEN 

TLQD1 IQENFPNLARQANIQIQE1 

QRTPQRYSSRRATPRHIIVRFTK 

VEMKEKMLRAAREKGWVTHK 

GKPIRLTVDLSAETLQARREWG 

PIFNILKEKNFQPRISYPAKLSFI 

SEGEIKSFTDKQMLTDFVTTRP 

ALQELLKEALNMERKNRDTHR 

LKIKGWRKIYQANGKQKKAGV 

AILVSDKTDFKPTK1LKDKEGH 

YIIVKGLIQQEELTILNTYAPSTG 

APRFIKQVRSDLQRDLDSHTLII 

GDFNTPLSTLDRSTRQKVNKDT 

QELNS ALHQ ADL1D1 Y RTLHPK 

STEYTFFSAPHHTYSKIDH1VGS 

KALLSKCKRTEIITNYLSDHSAI 

KLELRIKKLTQNHSTTWKLNNL 

LLNDYWVHNEM KA EI K M FFET 

NENKDTTYQNLWDTFKVVCTG 

KFFALNAHKRKQERSK1DTLTS 

QLKELEKQEQTHSKASRRQEIT 

KIRAELKEIETQKTL/QKINESRS 

WFFERINKIDRPL 


19867 


50235 


A 


19983 


1 


3450 




19868 


50236 


B 


19984 


1 


2265 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Slop codon, /^possible nucleotide ' 
deletion, V=possi bit nucleotide insertion) 


19869 


50237 


A 


19985 


1 


2526 


MFFETNENEDTSYQNLRDTFKV 

VFRWKHALNAHKRKQERSKID 

TLTSKLKELEKQQQTNSKASRR 

HEITN1RAELKE1ETQKTLQKIN 

ESVN WFFEK1 IK1 DRLL A RLIKK 

KREKNQIDS1KND1EDITTDPVE 

TQTTVREYFKHLYANKLENLEE 

MDKFLDTY1LPSLSQEEVEPLN 

RPITGSEIEAIINSLPTKKSPGPD 

RFTAKFYQRITNTEKCLKELME/ 

PESQSSRTT* RMQKPQESMRST 

GRKGFSDGR*NE*NE*RGEWN 

QVGKHSAGYYPGELPQTSKAG 

QHSDSGNTENATKILLEKSNSK 

TYNCQIHQS'NEGKNVKGSQRE 

RNTNYHQRJLQTPLRK*TRKS\K 

EMDKFLDTYTLPRLNEEEVESL 

NTPITGSEIVAIINSLPTKKSPGP 

DGFTAELYQRQTESQ1 MSELPF 

TIASKRJKYVGIRLIRDVKDLFK 

ENYKPLLSEfKEDTNKWKNIPC 

SWVGPJNIVKMAILPKVIYRFN 

AIPIKLPMPFFTELEKTTLNFIW 

NQKRAHIANSILSQKNKAGGIT 

LPDFKLYYKATVTKTAWYWY 

QNREIDEWNTTEPSEIMPHIY1M 

YLIFDKPEKNKQWEKDSLFNK 

WCWENWLAICRKLKLDPFLTP 

YTKINSRWIKDLNVRPKTIKTLE 

ENLGNTIQD1G1GDDFMSKTPK 

AMATKAKIDRWDLIKLKSFCT 

AKETTIRVNRQPTKWEKJFATY 


19870 


50238 


A 


19986 


1 


3723 




19871 


50239 


A 


19987 


1 


1023 




19872 


50240 


B 


19988 


91 


1596 




19873 


50241 


B 


19989 


1 


3171 




19874 


50242 


A 


19990 


1 


2952 


MLLNQGRKLPRVFAEETLKFK 

GTSN KPQTLEQ1 STSII AQKEAT 

VMVPGSNQE1PSGAYA 1 RALGF 

KHKTGRLFEQTLNYLQEFLFTP 

QWHLECQQERTVHSPGKAAEA 

REPSVIDRHLIQESSNWHLVGA 

ALGQSFQRKEQAAIFAVLQPLL 

VIPRQTGSGVDLQKTPTDLQQR 

GLIVRRKTNKQKGIVHNSTTRE 

QN WTEN EFDKLTEGG FKRWVI 

TNSSELKEHVLTQCKEDKNLEK 

SAIKLELRJKNLIQN 


19875 


50243 


A 


19991 


1 


1797 
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SEQII) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possiblc nucleotide insertion) 


19876 


50244 


A 


19992 


1 


2367 

"i - -■: ■ 


MVKGSIQQEELTNLNMYAPNT 

GAPRFIKQVLSDLQRDLDSHTLI 

MGDFNTQLSTLDRSMRQKVNK 

DTQELNSALHQADLIDIYRTLH 

PKSTEYTFFSAPHHTYSKJDHIV 

GSKALLSKCKRTEIITNYISDHS 

A I KLELRIKNLTQNCSTTWKLN 

NLLLNDYWVHNEMKAEIKMFF 

ETNENKDTTYQNLWDTFKVVC 

RGKFIALNAHKRKQERSKTDTL 

TSQLKELEKQEQTHSKASRRQE 

ITKIRAELKEIETQKTLQKINESR 

SWFFERINKIDRPLARLIKKKRE 

KNQ1DAIKNDKGDITTDPTE1QS 

TIREYYKHLYTNKLENLEEMD 

KFLDTYTLPRLNQEEVESLNRPI 

TG A E I V A I I/NN LPTKK SPG PDGF 

TAEFYQRK\EG 1 LPNSF YEASI ILI 

PKPDRDTTKKENFRPISLMNID 

AKILNKILANRIQQHITKL1HHD 

QVGF1PGMQGWFN1RKSIRVIQ 

HINRTKDKNYMIISIDAEKAFD 

KIKQCFMLKTLNKLGIDGTYFK 

1IRAIYDKPTANIILNGQKLEAFP 

LKTGTREGCPLSPLLFN1VLEVL 

ARA1RQEKEIKGIQLGKEEVKLS 

LFADDMIVYLENPIVSAQNLLK 

LISNFSKVSGYKINVQKSQAFL 

YTNNRQTESQIMSELPFTIASKR 

1KYLGIQLTRDRKDLFKENYKP 

LLKEIKEDTNKWKNIPCSWVEK 

INIVKMAILPKVIYRFNAIPIKLP 


19877 


50245 


A 


19993 


2 


2910 


WRKIYQANGK/QKKAGVAILVS 

DKTDFKPTKIKRDKEGHYIMVK 

GSIHQEELT1LNIYAPNTGAPRF1 

KQVLSDLQRDLDSHTIIMGDFN 

TPLSTLDRSMRQKVNKDTQEF 

NSALHQADLIDIYRTLHPKSTE 

YTFFSAPYHTYSKIDHIVQSKAL 

LSKCKRSEI ITNCLSDHSAIKLD 

LRI KK LTQN H STTWKLNN LLLN 

NYWVHNEMKAEIKMFFETNEN 

KDTTYQN L WDTFKA VCRG I F 1 A 

LNAHKRKQETS 


19878 


50246 


A 


19994 


l 


4729 




19879 


50247 


A 


19995 




1566 




19880 


50248 


B 


19996 




2796 




19881 


50249 


B 


19997 


127 


2479 




19882 


50250 


B 


19998 




2907 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 

sequence 


Nucleotide location of last 
codon Tor last amino acid 
nf nf ntirie seouence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \— possible nucleotide insertion) 


19883 


50251 


A 


19999 


1 


3210 


MVKGSIQQEELTILN1YAPNTG 

ALRFIKQVLRDLQRDLDSHTIIM 

GDFHTPLSTLDRSTRQKVNKDI 

QELNSALHQEDLIDIYRTLHPKS 

TEYTFFSA PHHTYSKIDH I VGSK 

ALLSKCKRTEI1TNCLSDHSAIK 

LELRIKNLTQNRSTTWKLNNLL 

LNDYWVrTNEMKAElKMFFETN 

ENKDTTYQNLWDTFKAVCRGK 

FIALNAHKRKQERSKIDTLTSQL 

KELEKQEQTHSKASRRQEFTKIR 

AELKEIETQ 


19884 


50252 


A 


20000 


1 


2052 


MGDFNTPLSTLDRSMRQKVNK 

DTQELNSALHQADLIDIYRTLH 

PK.STEYTFFSAPHHTYSK.IDHIV 

GSKALLSKCKRTEI1TNYLSDHS 

AIKLELRIKNLTQNRSTTWKLM 

NLLLNDYWVHNEMKAEIKMFF 

ETNENKDKTYQNLWDAFNAV 

CRGKFVALNAHKRKQEGSK1D 

TLTSQLKELEKQEQTHSKASRR 

QEITKVRAELKEIETQKTLQKIN 

ESRSURLIKKKREK.NQI/DAIKN 

DKRDITIDPTEIQTTIREYYKHL 

YANKLENLEEMDKFLDTYTLP 

RLNQEEVESLNRPITGSEIVAIIN 

SLPTKKSPGPEGFTAEFYQRYK 

EELVPFLLKLFQSTEKEGILPNS 

FYEASHLIPKPGRDTTKKENFRP 

ISLMNIDAKILNKJLAKRIQQHI 

QKLIHHDQVGFIPGMQGWFNIC 

KSINVIQHINRTKDKNHMIISID 

AEKVFDKIQQRFMLKTLNKLV 

LEVLARAVRQEKKIKGIQLGKE 

ELKLSLFADDMIVYLENPIVSA 

QNLLKLI SNFSKVSE Y K.IN VQKS 

QAFLYTNNRQTESQIMSELPFTI 

ASKRIKYLGIQLTRDVKDLFKE 

NYKPLLKEIKEDVNKWKNIPCS 

WVGRJNJVKMAILPKVIYRFNAI 

P1KLPMTSFTELEKTTFKFIWNH 

KGARJAKS1LSQKNKAGG1TLPD 

FKLYYKATVTKTAWY 
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SEQID 


SEQ ID NO: 


Met 


SEQID NO: 


Nucleotide 


Nucleotide location of Inst 


Amino acid sequence ( X=l)nknown, 


NO: 


of peptide 


hod 


in USSN 


location or first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 








W7/MU,X 1 / 


cuiion iut pcpiiuc 
sequence 


ui pcpiiuc 5C(|uciivc 


deletion, \=possible nucleotide insertion) 


19885 


50253 


A 


20001 


1 


2314 


MDKFLDTYTLPRLNQEEVESLN 

RSITGSEIVAfLNSLPTKKSPGPD 

GFTAEFYQRYKEELVPFLLKLF 

QSIEKEGILPNSFYEASIILIPKPG 

RDTSKKENFRPIPLMNIDAKILN 

KILAKRIQQHIKKLIHHDQVGFI 

PGMQGWF1MIRKSINVIQHTNRA 

KDKNHMIISIDAEKAFDKIQQLF 

MLKTLNKLGIDGMYLKIRRAIY 

DKPTANI1LNGQKLEAFPLKTGT 














RQGCPLSPLLFNIVLEVLARAIR 

QEKEIKGIQLGKEEVKLSLFAD 

DMIVYLENPIVSAQNLLKL1SNF 

SKVSGYKfNVQKSQAFLYTNNR 

QTESQIMSELPFTLASKRJKYLG 

IQLTRDVKDLFKENYKPLLNEI 

KEDTNKWKNIPCSWVGRINIVK 

MAILPKVIYRLNAIPIKLPMPFF 

TELEKTTLKFIWNQKRARVAKS 

ILSQKNKAGGITLPDFKLYYKAI 

VTKTAWYWYQNRDIDQWNRT 

EPSEITPHINNYLIFDKPDKNKQ 

WGKDSLFNKWCWENGLAICRK 

LKLDPFLTPYTKINSRWIKDLN 

VRPKTRKTLEENLGITIQDIGMG 

KDFMSKTPKAMATKDKJDKW 

DLIKLKSFCTAK£TTIRVNRQPT 

KWEKIFATYSSDKGLISRIYNEL 

KQIYKKKTNNPIKKWAKDMNR 

HFSKED1YAAKKHMKKCSSSLA 

IREMQIKTTMRYHLTPVRMAII 

KKSGNNXRLFTVAKTWIQPKCA 
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si:q id 

NO: 


SKQII) NO: 
of peptide 

AC I] UCIIvC 


Met 
hod 


SEQ ID NO: 
in USSN 
09/^40^17 

V// »H»Uj* 1 1 


Nucleotide 
location or first 

rruinn fnr n^nfirlf 

sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lfnknown, 
*=Slop codon, /= possible nucleotide 

deletion. V=DOS^ihl* mirtmtirtr incprtinn^ 


19886 


50254 


A 


20002 


1 


2685 


MGDFNTPLSTLDRSTRQKVNK 

DTQELNSAPHQADLIDIYRTtH 

PKSTEYTFFSAPHHTYSKTDHIL 

GSKALLSECKRTEI1TNYLSDDS 

A 1 K.LELR1 KNLTQN RSTT WKLN 

N LLLDD YW VHNEMKAEI KMFF 

ETNENKDTTYQNLWDAFKAVC 

RGKFVALNAHKRKQGRSKIDT 

LTSQLKELEKQEQTHSKASRRQ 

EITKIRAELKEIETQKTVQKINES 

RS WFFERINKIDRQLARL1 KKJCR 

EKNL1DAIKNDKGDITTDPTEIQ 

TTIREYYKHLYANKLENLEEM 

DKFLDTYTLPRLNQEEVESLNR 

P1TGSEIVAUNSLTTKKSPGPDG 

FTAEFYQRAIRQEKEIKGIQLGK 

EEVKLSLFADDMIVYLENPIVS 

AQKLISNFSKVSGYKINVQKSQ 

AFLYTNNRQTESQ1MSELPFTIA 

SKRIKYLGIQLTRDVKDLFKEN 

YKPLLKEIKEDTNKWKNIPCSW 

VGRIN1VKMAILPKVIYRFNAIPI 

KLPMTFFTELKKTTLNFIWNQK 

VRAHIAKS/VLSQKNKAGGITLP 

DFKLYYKATVTKTAWYWYQN 

RDTDQ WNRTEPSEI M PRI YN Y L 

IFDKPEKNKQWGKDSLFNKWC 

WKNWLAICRKLKLDPFLTPYT 

KJNSR WIKDLN I RPKTI KTLEEN 

LGITIQDIGMGKDFMSKTPKAM 

ATKAKIDKWDLIKLKSFCTAKE 

TTNRVN RQPTK WEKIFATYSSD 
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SEQID 
NO: 


S£Q ID NO: 
of peptide 
sequence 


Mel 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \-possible nucleotide insertion) 


19887 


50255 


A 


20003 


I 


2502 


MTELTGIQQPQIVLFEHKGHKL 

VQGSSSDAGKVNRJYQHYEAS 

DKFNYTTGLAWKTAPEQTGKT 

VRKQQIKLNVKJKMESRSKMQE 

HSSSPPMEQSWRENDFDELREE 

AFRRSNYSELQEEIQTKGQEVK 

NFEKTLDEYITRITNTEKCLKEL 

MELKAKARELREECRSLRSRCD 

QLEERVSVMEDEMNEMKREG 

KFREKRJKRNEQSLQEKWDYV 

KTPN LRJLIG VPESDG ENGTKLE - 

NTLQDIIQENLPNLVRQANIQIQ 

EIQRTPQR YSSRRATPRH 1 1 VRFT 

KVEMKEKMLRAAREKJEIQTTIR 

EY YKHL YANKLENLEEM DKFL 

DTYTLPRLNQEEVESLNRP1TGS 

EIVA1INSLPTKKSP/GPVGFTAE 

FCQRKVEGILSISFCEASIILIPKL 

GRDTTKKENFRPISLMTIDTK1F 

NK1LANQIQQHIKKLIHHDQVG 

FIPGMQGWFNICKSINVIQHFNR 

TKDKN H M 1 1 S I D AE KA F DKIQQL 

FMLKTLNKLGIDGTYFKHRAIY 

DKPTAN11LNGQKLEAFPLKTGT 

RQGCPLSPLLFNIVLEVLAGAIR 

QEKEIKGVQLGICEEVKLSLFAD 

DMIVYLENHIVSAQNLLKL1SNF 

SKVSGYKINVQKSLAFLYTNNR 

QTESQIMSELPFTIASKRIKYLGI 

QLTRDVKDLFKENYKPLLNEIK 

EDTNKWKNIPCSWVGRINIVK 

MA I LSK V I YRFN AIPIN LPI TVFT 


19X8X 

I 7000 




R 
i_> 


20004 


-j 


2115 




19X89 

I 7007 


S02S7 


A 


2000 S 


■J 


2382 




19X90 

I 70/V 


S02SX 


A 


20006 


-j 


2742 




1 707 1 


50259 




20007 


- 


2250 




19X9? 


S0260 


A 

/V 


2000X 


"j 


2982 




19X9^ 

1 707J 


S0261 


A 


20009 


"j 


4791 




19X94 

1 707" 


S0262 


A 


20010 


■j 


2499 




19895 


50263 


A 


2001 1 




3259 




19896 


50264 


A 


20012 




3654 




19897 


50265 


A 


20013 




2391 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 

hod 


SEQ ID NO: 
inUSSN 


Nucleotide 
location of first 

ccHJuii iur pcpnuc 
sequence 


Nucleotide location or last 
codon Tor last amino acid 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /^possible nucleotide 
deletion \=nn^«;iWf nucleotide incertinnt 


19898 


50266 


A 


20014 


326 


1158 


LWICEVMVKQRSRILKICLQKQ 

WQKTLAMWLKPCMGTFLLQL 

C*LD1AWV/RA1AVHTASSNLVP 

SLLGLCMIDVVEGTAMDALNS 

MQNFLRGRPKTFKSLENAIEWS 

VKSGQIRNLESARVSMVGQVK 

QCEG1TSPEGSKSIVEGIIEEEEE 

DEEG SES I S KRKK EDDM ETK KD 

H PYTWRJ E LAKTEK Y WDG WFR 

GLSNLFLSCP1PKLLLLAGVDRL 

DKDLT1GQMQGKFQMQVLPQG 

GHAVHEDAPDKVAEAVATFLI 

RHRFA EP1GGFQC VFPGC 


19899 


50267 


A 


20015 


1 


2860 




19900 


50268 


A 


20016 


1 


2956 




19901 


50269 


A 


20017 


1 


3359 


MNNSIKJEKVKLSLTKWEMQTK 

PNNNTVDLKDAQEVNLTSTDY 

RXQHVMLPTEINSDDSLLK1GVI 

RLANWIKSQDPSVCCNQETHLT 

CRDTHRLK1KGWRK1YQANGK 

QKKAGVAILVSDKTDFKPTKIK 

RDKEGHY1MVKGSIQQEELTIL 

NTYAPNTGAPRF1KQVLSDLQR 

DLDSYTL1MGDFNTPLSTLDRS 

TRQKVNKDTQELNSALHQVDL 

1D1YRTLHPKSTEYTFFSAPHHT 

YSKIDHILGSKALLS 


19902 


50270 


A 


20018 


-> 


3130 




19903 


50271 


B 


20019 


8 


2398 




19904 


50272 


A 


20020 


3 


3398 


SNSHITILTLNVNGLNAPIKRHR 

LANWIK\SQDP\SVSCIQETHLTC 

RDTHRLKIKGWRK1YQANGKQ 

KKSTWAILVSDKTDFKPTKIKR 

DKEGHYIMVKG*IQ*EELTILNI 

Y APNTG A PRF1KQ VLRDLQRDL 

DSHPIIMG DFNTPLSTLDRSMR 

QKVNKDIQDLNSALHQADLTD1 

YRTLHPKSTEYTFFSPPHHTYSK 

TDH1VGSKALVSKCKRTEIITNC 

LSDHS A I KJLELRI KKLTQNRSTT 

WKLNNL 


19905 


50273 


B 


20021 


483 


2210 
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SEQID 


SEQ II>NO: 


Mel 


SEQ ID NO: 


Nucleotide 


Nucleotide location or last 


Amino arid sequence ( X=l)nkno\vn, 


NO: 


of peptide 


hod 


in USSN 


locution of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


19906 


50274 


A 


20022 


1 


5316 


MVKGSIHQEELTILNIYAPNTG 

APRFIKQVLSDLQRDLDFHTLI 

MGDFNTPLSTMDRSTRQK.VNK 

DIQELNSALHQADLIDIYRTLHP 

KSTEYTFYSAPHHTYSKIDHILG 

SKALPSKCKRTDI ITNYLSDHSA 

1 K LELRI K.N LTQN H STT WKLNN 

LLLNDYWVHNEMKAEIKMFFE 

TNENKDTTYENLWDAFKAVCR 

GKFIALNAHKRKQERSK1DTLT 








JO"'" • 






SQLKELEKQEQTHSKASRRQEI 
TKIRAEQINKIDR 


19907 


50275 


A 


20023 


2 


2712 


W RK.I YQ ANGKQKKAG V A 1 L VS 

DKTDFKPTKJKRDKEGHYIMVK 

GSIQQEELTILN1YAPNTGAPTF1 

QQVLSDLQRDLDSHTLIIGDFN 

TPLSTSDRSTRQK VN KDTQELN 

SALHQADLID1YRTLHPKSTEYT 

FFSAPHHTYSKIDHILGSKALLS 

KCKRTEIITN YLSDHSA 1 KLEL M 

1KNLTQNHSTIWKLNNLLLNDY 

WVHKEMKAEIKMFFETNENKD 

TTYQNLWDTFKAVCRGKF1AL 

1MAHKRKQERSKIDTLTSQLKEL 

EKQEQTLSKASRRQEITKI RAEL 

KEI ETQKTLQKINESRSRFFERIN 

KIDR*\TLARVIKKKGEKNQIDTI 

KNDKGDITTDPTEIQTTIRESYK 

HLYANKLENLEEMDKFLDTYT 

LPRLNQEEVESLNRPITGSEIVAI 

VNSLPTKKSPGPDGFTAEFYQR 

YKEELVPFLLKLLQSIEKEGILP 

HSFYEASIILIPKPGRDTTKK\EN 

FRPISLMNIDAKILNKILANQIQ 

QHI KXLIH HDQVGFIPGMQG WF 

NTCKSrNVIQHINRTKDKNHMII 

SIDAEKAFDKIQQPFMLKTLNK 

LVLEVLARAIRQEKEIKGIQLGK 

EEVKLSLFADDMIVDLENPIVS 

AQNLLKLISNFSKVSGYKINVQ 

KSQAFLYMNNRQTESQIMSELA 

FTIASKRJKYLGIQLTRDVKDLF 

NENYKPLLNEIQEDTNKWKNIP 

CSWVGRINIVKMAILPKVIYRF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Slop codon, /=possible nucleotide 
deletion, \=|K>ssible nucleotide insertion) 


19908 


50276 


A 


20024 


1 


4461 


MVASRSSRVGVFYGGQNSVDG 

VSRRSDGSLNELCLYRPPTGAY 

LAYDTLDVLPSGQFTVNTPPID 

VNGKSLLALLWEHTSLLTSMG 

GGRWAMQPLGQLGQLEHLGD 

RRDQVLDRSGRSRRLDAAQHL 

RHRPDRRPQGMVGVLTNQKEP 

RTRWIHSRILPEVQGGTGTVPSE 

Tl PI DRKEGI LPN LFDE ASHLIPK 

RGRDTTKKENFRPISLMNIDAKI 

LNKILANRNQQHIKKLIHHDQV 

GFIPGMQGWFN1CK 


19909 


50277 


B 


20025 


1183 


4247 




19910 


50278 


A 


20026 


1 


2671 


MVKGSIQQEELTILNIYAPNTG 

A PRFI KQ V LSDLQRDLDSHTLI 

MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADLIDINRTLH 

PKSTE YTFFSAPHHTYSKIDH I V 

GSKALLSKCKRTEIITNYLSDHS 

AIKLELRJKNLTQSRSTPWKLN 

NLLLNDYWVHNEMKAE1KMFF 

ETNKNKDTTYQNLWDAFKAV 

CRGKFIALNAYKRKQERSKIDT 

LTSQLKELEKQEQTHSKASRRQ 

EITKJRAELKEIETQKTLQKINES 

RSWFFERINKIDRPLARLIKKKR 

EKNQIDTI KNDKGDITTDPTEIQ 

TTIREYYKHLYANKLENLEEM 

DTFLDTYTLPRLNQEEVESLNR 

PITGSEIVAIINSLPTKKSPGPDG 

FTAEFY/PESYL*QTHSQYHTEW 

AKTGSIPFENWHKTGMPSLTAP 

IQHSVGSSGQGNQAGEGNKGY 

SIRKRGSQIVPVCR*HDCLSRKP 

HRLSPKSP*ADKQLQQSLRIQN 

QCTKITSILIHQKQTNREPTHE* 

TPIKNCFKENKIPRNPTYKGCEG 

PLQGELQTTAQRNKRGHKQME 

EHSMLMGRKNQYRENGHTAQ 

GNLQIQCHPLQATNDFLHRIGK 

NYFKVHMEPKKSPHRQVNPKP 

KEQSWRHHTT*LQTILQGYSNQ 

NS\MVLVPKQRYRSMEQNRAL 

WNAAYLHYSD\L\*QT*EKQA 

WGKGIP\IYICM\AL\GKLAS\PM* 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lusi 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


19911 


50279 


A 


20027 


1 


3159 


MGDFNTPLSTLDRSSRQKVNK 

DTQELNSTLHHADL1DIYRTLHP 

KSTE YTFFSA PHHTYSK I DH V V 

GSKALLSKCKRTENTNCLSDHS 

AIKPELRJKKLTQNRSTTWKLN 

NLLLNDYWVHNKMKAEIKMFF 

ETNENKDTTYQNLWDTFKAVS 

RGKFIALNAHKRKQKRCK1DTL 

A SQLKE VE KQEQTH S KA SRRQ 

FITKIRAF! KFIFTOKTI nXWKP^ 

WSWFFEKINK1DRPQARLIKKK 
REKNQIDTIKND 


19912 


50280 


A 


20028 


2 


3767 


HRLANW1KSQDPSVCCIQEAYL 

TCRDTH RLK1KG WRKI YQANG 

KQKKAGVAILVSDKTDFKPTKI 

KRDKEGLYIMVKGS1PREELTIL 

N1YAPNPEAPRFTKQVLSDLQR 

DVDSHT1ILGDFNTPLSALDRSM 

RQKVNKDTQELNSALHQADLI 

DIYRTLHPKSTEYTFFSAPHHTY 

SKIDHRVGSKALLSKCKRSEI1T 

TTWKLNN LLLN D Y WVKN EM K 
AEIKMFFETNEN 


19913 


50281 


A 


20029 


3311 


9648 


KLYVCITRJTNAEKYLKJELMEL 

KAKAQELCEECRSLRSRHDQLE 

ERVSVMEDQMNEMKQEEKFRE 

KRRKRNEQSLQEIWDYVKRPN 

LRLIGVPESDGENGTKLENTLQ 

DIIQKNFPNLARQANIYIQEIQE1 

QRTPQRYSPRRATPRH 1 1 VRFTK 

VDMKEKMLRAVREKGFKPTKI 

RRDKEGHY1MVKGSIQQEELTI 

I NIVAPNTfifiPRRIK'nVI <sni A 
L/i> l I r\ r in i r rvi 1 rv V LoULy 

RDLDSHTIIMGDFNTPLSTLDRS 
MRQKINKDIQEL 


19914 


50282 


A 


20030 


2031 


6332 


QDSNSHITILTLNI\NGLNAPI*R 

HDVRNCNWIKSQDPSVCCIQET 

H LTCR DTHRLK 1 KG WRK 1 YQA 

NGKQKKKAGVAI\LVSDKTDFN 

PTKIKRDKEGHYIMVKGSIQQE 

ELTILNIYAPVNTGAPRFIKQVLS 

DLQRDLDSHTLI\MGD\FNTPLS 

TLDRSRRQKVNKDTQELNSAL 

HQADL\IDIYRTLHP\KSTEYTFF 

^APHHTYSKinHIVflQk' Al T 51^ 
jai nn i i orwiuni vu oivnLLoN 

KNLTQSR 


19915 


50283 


A 


20031 


2 


178 




19916 50284 


C 


20032 


88 


228 
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SKQ ID 

NO: 


SKQ II) NO: 
or peptide 

can ||«nr^ 


Met 
hod 


SEQ ID NO: 
in USSN 
OQ/S40 2 1 7 


Nucleotide 
location of first 

VUUUII lUr |7C|HIUC 

sequence 


Nucleotide location of last 
codon Tor last amino acid 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /=possible nucleotide 

ucieuon, \— possioie nucicoiiuc insertion) 


19917 


50285 


A 


20033 


-» 


382 


VDRTIMSDSLVVCEVDPELTEK 

LRJCFdFRKETDNAAIlMKVDKD 

RQMVVLEEEFQ\FVVYSYKYV 

HDDGRVSYPLCFIFSSPVGCKPE 

QQMMYAGSKTRLVQTAELTK 

VQTG M WLQS V RER WCG S WV 


19918 


50286 


A 


20034 


89 


633 


KTAELRKEEACGQNNHALPGS 

LRQSDSLVVCEVDPELTEKLRK 

FRFRKETDNAAIIMKVDKD/RG 

QMVVLEEERQN1SPQRELAKMG 

FPRRDKPR\FVVYS\YKYVHD\D 

G\RVSYP\LCFIFPPRPVGCKPE\Q 

QMMY\AGS\KNRLV\QTAELTK 

GVPKSRTT*LTSLRPWL\QEKLS 

FLSLISGAGD 


19919 


50287 


A 


20035 


78 


638 


WLDLTWKESSADSQLFLEKMD 

HSHHMGMSYMDSNSTMQPSH 

HHPTTSASHSHGGGDSSMMM 

MPMTFYFGFKNVELLFSGLVIN 

TAGEMAGAFVAVFLL\AMFYE 

GLKIARESLLRKSQVSIRYNSMP 

VP\GQNG\TILYGRTHKTVG\QQ\ 

MLSFPHLLQTVLHIIQVWISYFL 

MLIFMTYNGYLCIAVA 


19920 


50288 


A 


20036 


1 


849 


MSQKMENLIGNAHISAYEIIKEF 

QKEQHQAGLPGTTVPCSCQVY 

KCSK RPERV A REG PSEDLEPLP 

QTVRKCGQGCTLHGAGGSQGQ 

VGARPFGIGGVEALWFLASPSY 

WAPLIPQCQLGKLLVVRLVQL 

QARRELAPMLAPGAACPMVAT 

ACLTVQWPDPMLTHTPLTIPHL 

TCSLLGGNVELLFSSLVFNTAGE 

MAGAFVAVIILAVFYEGIAIAQE 

SLL * PNGTILM * TH KTVGQQM L 

SFPH LLQTVLH 1 1 Q V V I S Y LLMLI 

FMTYNGSSELLFRGERPR 


19921 


50289 


B 


20037 


308 


568 




19922 


50290 


A 


20038 


394 


528 




19923 


50291 


A 


20039 


186 


856 


TWGKGDILRRPRRKMSSY/SHF 

FVQTCRGG\HKKKHPRLLQVN\ 

FSEFVSKEVLQRGWRPMSCLKR 

KGKILKIWAKAGQGPFLERELK 

TLYPLPKGEDQKJCKFKDPNCTP 

RGPPSVAFFPLLALEYPPQKSKG 

EHPWPVPLVDVAEENWETMW 

ELTLLQMDKQP\YEKKA\AKLK 

EKYEKDIACISSLKGKPDAAKK 

RELSRPEKSKKXKEEEEDEEDE 

EDEEEEEDE* DEEDEEEEEDE 
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SEQIl) 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19924 


50292 


A 


20040 


1 


413 


GAMRGDRGRGRGGRFGSRGGP 

GGGFRPFVPHIPFDFYLCEMAFP 

RVKPAPDETSFSEALLKRNQDL 

APNSAEQASILSLVTK1KNGNE 

KLWGSPGTLKAHIEKFTRGIPY 

KRGTVSRGHNVADLGGKLKIL\ 

PPLEAV 


19925 


50293 


A 


20041 


70 


1451 


GAMRGDRGRGRGGRFGSRGGP 

GGGFKPFVPHIPSDFYLCEMAFV 

PRVKPAPDETSFS*GLA*RRNQ 

D\LAPNSAEQ\ASILSL\VTKI\NN 

VMDNLTCGSQGHFEVAKLEENA 

RQVGDPIKRGTMTTGHNVAVL 

WVVIPQEFWQRLEAWACPGGN 

KVVESLR/SHQDPSESFKPCLTN 

E\TGFEISSSDATVKILITTWPP\N 

LRKLDPELHLDIKVLQSALAAI 

RHARWFEENASQSTVKVLIRLL 

KDLRIRFPG\FEPLTPW\ILDLLG\ 

HYVAVMNNPTRQPLGLKRWHN 

RAL A WQISGL AGT VSCQG\S VG 

YSIDPCESWQL* ELHTVMTLEQ 

Q\DMV\CYTAQ\TFVRILP\HGGF 

RKILGVQEVDASYLASEISTWD 

GVIVTPFRKRLYEKP\PEK\KEG 

EEEEENTEEPTSRRGRRK\HGN\ 

SGVT1PLPLLFPNPRGKTGALSC 

PAYWALHGDRHFPWDREDSRK 


19926 


50294 


A 


20042 


253 


379 




19927 


50295 


A 


20043 


284 


1062 


APRNYLPQRATASVRRQQISFS 

NEHTPHQSLHEIPNVRQRHSGL 

MKLNTMGAMTTSTTSAVANH* 

PSNKRTPLVSV/MQSASPEQRQ 

AVRERMQTNPK1QQRREAARE 

RIQSASPEQRQAVREKMQTNPQ 

NQQRRDAARERIQSASPEQRQV 

FKEKVQQRPLNQQQRDNARQR 

VQSASPEQRQVFREKVQESRPQ 

RLNDSNHTVRLNNEQRSAVCE 

RLSERGARRLESLYGRHMQAN 

PEPPKKNNDKSKKISRKPLAAK 
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SEQID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


19928 


50296 


A 


20044 


1 


2269 


MSPDIPQVSPEVGLYPVANHSS1 

VVPTCHSLSEEDTEAQRNHELD 

TVKALREDAQVLKJPNQSPKDT 

LVTALQLAQKGTKAAAIRLGA 

KVGQKQSRQAKSSPALVVPGL 

LSFPRARFFEWQSPGLPNTAAM 

ENGTGPYGEERPREVQETTVTE 

GAAKIAFPSANEVFYNPVQEFN 

RDLTC A V ITEF A RJQLG AKG 1 Ql 

KVPGEKDTQKVVVDLSEQEEE 

KVELKJESENLASGDQPRTAAV 

GEICEEGLHVLEGLAASGLRSIR 

FALEVPGLRSVVANDASTRAV 

DL1 R RN V QLN D V A H L VQPSQ A 

DARMLMYQHQRVSERFDVIDL 

DPYGSPATFLDAAVQAVSEGG 

LLCVTCTDMAVLAGNSGETCY 

SKYGAMALKSRACHEMALRJV 

LHSLDLRANCYQRFVVPLLSIS 

ADFYVRVFVRVFTGQAKVKAS 

ASKQALVFQCVGCGAFHLQRL 

GKASGVPSGRAKFSAACGPPVT 

PECEHCGQRHQLGGPMWAEPl 

HDLDFVGRVLEAVSANPGRFH 

TSERIRGVLSVITEELPDVPLYY 

TLDQLSSTIHCNTPSLLQLRSAL 

LHADFRVSLSHACKNAVKTDA 

PASALWDIMRCWEKECPVKRE 

RJLSETSPAFR1\LSVEPRLQANFT 

\l REDVAN PSSRQRGLKRFQA\NP 

EA\NWGPRPRSRP\GGKAADEA 

MEER\RRLLQNKRKEPPEDV\A 


19929 


50297 


A 


20045 


1578 


2356 


PLRRWACNHKLRQNAHQLSSTI 

HCNTPSLLQLR\SALLHADFR\V 

SLSHACK\NAVKTDAPASALW\ 

DIMRCWEKJECPVKRERLSETSP 

AFRJLSVEPRLQANFTMREDANP 

SSRQRGLKRFQANPEANWGPR 

PRARP/GVSGGKVGVGLSQGKK 

G*RADGVPPTPSPSHRGKAADE 

AMEERRRLLQNKRKEPPVEDVA 

QRAARLKTFPCKRFKEGTCQRG 

DQCCYSHSPPTPRVSADAAPDC 

PETSNQTPPG PG A A A G PG I D 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


19930 


50298 


A 


20046 


1 


791 


mgpssihhssqhatapqilpkvr 

agprssgcrisecrreekppk.gr 

rg lkdatrpg vn wg pdgg vqs 

gagaqpwsltplppgsvspagr 

aqrrsmraaaaqerspgrrrl 

gkeplireswtrsapwrclsqd 

agragsqvcgsspqtrgaaae 

kvavtgakscsgrgkkaaaar 

aksrggggrktqkaaaaksrg 

c/agqrspksrgsrg*iprgrgq 

KAAVAGAESNGGGGKKSRRibl 
HKAAKTRSSGGKNPWROKAAS 
AGAK 


19931 


50299 


C 


20047 


76 


327 




19932 


50300 


A 


20048 


336 


814 


ANFSLEDPSCSPPPRLLAGSFVD 

SPQSLSCMRSKNPLLGSGSGPLS 

PTY1L*ATTPHFLLPQPLITTSPSS 

PSPPSPPLPPPPPSFSSSYSSSSFF 

E/NRVPLCCPCFGSAIRKPSPSVS 

TKARPOGETGRSLALLFLPORP 

SSSLHRSDTLYRDCVHRJ 


19933 


50301 


A 


20049 


I 


310 




19934 


50302 


A 


20050 


1 


1482 




19935 


50303 


A 


20051 




2455 




19936 


50304 


A 


20052 


3 


1441 





2534 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540.217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkitown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


19937 


50305 


A 


20053 


1 


2322 


MAEGKGEAGTFFTGQQDRLLF 

VFFUTIVYGLFRCSVFSSSSSSSS 

LSSSSSSSSSSSLSSSFLHLFFIFIF 

VFFVFIFFVFIFVFVFAFFFIFFVF 

VVFFVFFFFVLLVEILMRPTIS1R 

GQKJLKISDEMSKDCLS1LY1MTC 

VCTEGVTKRLAEKNDFVIFLFT 

LMTSKKTFLQTATLIED1LGVK 

KEMIRLDEVPNLSSLVSNFDQQ 

QLANFCRJLAVT1SEMDTGNDD 

KHTLLAKNAQQKKSLSLGPSA 

A EINQ AALLSI PG FVERLCKL AT 

RKVSESTGTASFLQELEEWYT 

WLDNALVLDALMRVANEESEH 

NQAS1VFPPPGASEENGVLAHTS 

ARTAQLPQSMKIMHEIMYKLEV 

LYVLCVLLMGRQRNQVHRMIA 

EFKL1P\G\LNNLFDKLIWXHS 

ASALVLHGHNHY\CDCSPDITL\ 

KIQFLRLLQSFSDHHENKYLLL 

NNQELNELSAISLKANIPEVEAV 

LNTDRSLVCDGKRGLLTRLLQ 

VMKXEPAESSFRFWQARAVEE 

FPSRGTTSYADQMFLLKR\GLL 

EHILYCIVDSVECKSRDVLQSYF 

DL\LGEL\MKFNVDAFKRFNKYI 

NTDAKFQVFLK\QI\NSSLVDSN 

MLVRCVTLSLDRFENQVDMKV 

AEVLSECRLLAYISQWPTQMSF 

LFRLINIIHVQTLTQENVSCLNTV 

SLVILML\ARRKERLPL\YLRLL\ 

QR\M EHSKK YPG LLVLNNFHN L 



2535 
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SEQII) 


SEQ ll> NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Uoknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /= possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, ^possible nucleotide insertion) 


19938 


50306 


A 


20054 


237 


2033 


TSPTPLPLPATMPKTISVRVTTM 

DAELVEFAIQPNTTGKQLFDQV 

VKTIWLEGKFGFFGLQNQDT\K 

GFST\WLKLNRKVD*PRNVRKE 

\SPLLFK\FRAKFYP\EDVSEELIQ 

DITQRLRFLQVKEGILNDDIYCP 

VPETAVLLASYAVQSKYGDFNK 

EVHKSGYLAGDKLLPQRVLEQ 

HKLNRD\QWEERJQVW\HEEHR 

GML/RGEDAVLEISERLLQDLE 














MYGVNYFS1\KNKKGSELWLG 

VDALGLNIYEQNDRLTPKIGFP 

W\SEIRNISFNDKKF\VIKP1DKK 

APDFVFYAPRLRINKRILALCM 

GNHELYMRRRKPDTIEVQQMK 

AQAREEKHQKQMERAMLENE 

RKKREMAEKEKEKIEREKEEL 

MERLKQIEEQTKKAQQELVEEQ 

TPRAPGTLSQERKRAQSEAEKL 

AKERQEAEEAKEALLQASRDQ 

KKTQEQLALEMAELTARISQLE 

MARQKKESEAVEWQQKAQMV 

QEDLEKTRAELKTAMSTPHVA 

EPAENEQDEQDENGAEASVADL 

RA * S\MA KDRSEEERTTEVAEKN 

ERVQKHLKALTSELANARDES 

KKTANDM I H A ENM RLG RDK Y 

KTLRQJRQGNTKQRIDEFESM 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 

OI pCpiIUC ^Ct|UCHtC 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /^possible nucleotide 

uciciiuii, \~*pu»iuic iiucicutiuc insertion^ 


19939 


50307 


A 


20055 


2 


2230 


PRVRLGAHGCPPGPRRCGCCW 

ANGLRSSERCVLESLRPCVQSA 

TRGLRCGCDSAANLDTMAKPP 

QGAGDRGSIHDFPGFDPNQDAE 

ALYTAMKGFGSDKEAILDIITSR 

SNRQRQEGCHSYK\SLYGK\DLI 

ADLK\YELTGKF\ERLIVRLMRP 

PAYCDAKEIK\DAISG\IGTDEK\ 

CLIEILASRTNEQMHQLVKRITK 

MPTERDLEADIIGDTSGHFQKM 

LVVLLQGTREEDDVVSEDLVQ 

QDVQDLYEAGELKWGTDEAQF 

IYILGNRSKQHLRLVFDEYLKT 

TGK.PIEASIRGELSGDFEKLMLA 

VVKCIRSTPEYFAERLFKAMKG 

LG\TRDNTLIR1MVSRSELDMLD 

IREFFRTKY*/EKSLYSMD/IKND 

TSG/QSYKKTLLKLSGGDDDAA 

DQFFPK A AQ VA YQM WELS A V 

ARVELKGTV\RPANDF\NP\DAD 

AKALR\KAMKGLGTDEDTIIDII 

THRSNVQRQQIRQTFKSHFGRD 

LMTDLKSEISGDLARLILGLMM 

PPA H YDAKQLKKAM EG AGTDE 

KALIEULATRTNAEIRAINEAYK 

\EDY HKSLEDALSSDTSGHFRRI 

LISLATGHREEGGENLDQARED 

AQVAAE1LEIADTPSGDKTSLET 

RFMTI LCTR\SYPH VRRVIQEF1R 

LTNYDVEHTIKK\EM\SGDI RDA 

F\ V A I VQ\S AKTKPLFFPDKXL YK. 

SMKG\AGTDEKTLTRIMWSR\G 


19940 


50308 


A 


20056 


3 


368 




19941 


50309 


A 


20057 


1 


936 


MM KCEEQKEEEEET V RMFSA A 

SQPLDPDGTLFRLRFTAMVWW 

AITFPVFGFFFCIIWSLVFHFEYT 

VATDCGVSASSPAPGSGPG\PN 

YLPSVSSAIGGEWPQRYVWRFC 

IGLHSAPRFLVANFAYWNHYLS 

CTSPCSCYRPLCRLNFGLNVVE 

NLALLVLTYVSSSEDFTIHENAF 

IVFIASSLGHMLLTCILWRLTKK 

HTVSQEVRS1PSGGSKAAQKKI 

KDICPQDSGNGEDRKSYSWKQ 

RLFIPNFISFFSALAVYFRHNMY 

C EAG V YTI FA 1 L E YT V VLTN MA 

FHMTAWWDFGNKELLITSQPE 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in VSSW 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lasl 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknowii, 
*=Slop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


19942 


50310 


A 


20058 


119 


930 


ESLFPSLAFLSPSKPLFSHPPSFH 

LSNKQDTSPCSCVLSSPFSLRTE 

ASIGVPG1KMDGGNAQEHGHFL 

RLPQVPNYLPSVSSAIAREVPQR 

YVWRFC1GLHSAPRFLVAFAY 

WNHYLSCTSPCSCYRPLCRLNF 

GLNVVENLALLVLTYVSSSEDF 

/TWVPG*GRSGEVFPEGTGLPLP 

HSDLPTSWCGHSLQCGSQSSFP 

PAIHENAFIVF1ASSLGHMLLTCI 

LWRLTICKHTVSQEVRSIPSGGS 

KAAQKKIKD1CPQDSGNGEVGT 

EF 


19943 


50311 


A 


20059 


3 


206 




19944 


50312 


B 


20060 


80 


304 




19945 


50313 


A 


20061 


1 


2111 


MAATGTAAAAATGRLLLLLLV 

GLTAPALALAGYIEALAANAGT 

GFAVAEPQIAMFCGKLNMHVN 

IQTGKWEPDPTGTKSCFETKEE 

VLQYCQEMYPELQITNVMEAN 

QRVSIDNWCRRDKKQCKSRFV 

TPFKCLVGEFVSDVLLVPEKCQ 

FFHKERMEVCENHQHWHTVV 

KEACLTQGMTLYSYGMLLPCG 

VDQFHGTEYVCCPQTK1IGSVS 

KEEEEEDEEEEEEEDEEEDYDV 

YKSEFPTEADLEDFTEAAVDED 

DEDEEEGEEVVEDRDYYYDTF 

KGDDYNEENPTEPGSDGTMSD 

KEITHDVKVPPTPLPTNDVDVY 

FETSADDNEHARFQKAKEQLEI 

RHRNRMDRVKKEWEEAELQA 

KNLPKAERQTLIQHFQAMVICA 

LEKEAASEKQQLVETHLARVE 

AMLNDRRRMALENYLAALQS 

DPPRPHRJLQALRRYVRAENKD 

RLHTIRHYQHVLAVDPEKAAXQ 

MK\SQVMTHL\HVIEERRNQSLS 

LLYKVPYVA\QE\IQEE1DDVLQ 

EQRADMDQFTASISE\TPVDVR 

V\SSDESEEIPP\FHPFHPFPAPT* 

ERRILGVGRAGWGGLIGAEEK 

VFNSK\NKVDE\NMVH*TRLLD 

VKEM 1 FN A ER VGGVLEEERES V 

GPLREDFSLASSSALIGLLVIAVA 

IAT\VIVISLVMLRKRQYGTI\SH 

GIVE/VVDPMLTPEERHLNKMQ 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 


Nucleotide 
location of first 

cuuun lor pcpiiuc 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 

tlHptinn V=nrKciKI^ ntirlmtiffp incprtinnl 


19946 


50314 


A 


20062 


61 


2634 


SQPAEGKWSTGNAATATAGVL 

LLPAACGA*TAPALAL\AGY!EA 

LAANAGTGFAVAEPSNSPMFC 

GKLNMPCETFQTGK\WEP\DPN 

QAPKSCF*NQKEEVSSSYF\QEM 

YPRAYRSQNVMEAKPAGLR1D 

N\WC\RRDKKQ\CKSRFCYTFSS 

CLVG*IL*SDVPAKFPEKVPSFF 

HK\ERMEVCE\NHQ\HW\HTVSQ 

KJCAMS*PPGK*PL1IANGMPASP 

CGGRTSFHGTEVYVC^PSAQRLL 

GSCV/TKEEEEEEE\EKEEEEDE 

KGD\YAVYKGNFLL*ADLEDST 

EAVAVDEDDEDEREGEDVVEDR 

EYYYDTFKGDDYNEENPNXDPG 

SAATMSD\KEITHD\VKAVCSQE 

AVMTGPCRAVMPLWYFYLSKG 

KCVRFIYGGCGGNRNNF*SEDY 

CMAVCKAMIPPTPLSTNDDDVF 

F*TSKDDNEHARFHKAKEHVVI 

RPRNRMDRLK*EW*YAQL\QLK 

\NLPKAERQ\TLIQHF\QA\MVKA 

LEKEAA\SEKQQLVET/HTLARV 

EAMLND\RCLMALENY\LAALQ 

SDP\PRPHR\ILQALRRYVRAEN 

KDRLHT1RHYQHVLAVDPEKA 

AQMUCSQ V M\TH L\H V 1 EERRN Q 

SLSLLYKVPYVAQE1QEEIDELL 

QEQRADMDQ\FTASISE\TPVDV 

\RVS\SEGRGEIPPFHPFHPFPALP 

ENEDTQPVXLYHPMKKGSGVGE 

QDGGLIVAEEK\VFNSK\NKVDE 


19947 


50315 


A 


20063 


734 


1049 


CCPPGGTGRCLGTCGYHN/CGC 
SI*SSDLPQR/CCVSGRR*TFWM 
VWSACVCASGCLPGGNRCCCP 
VSLSPERIAVLGGLLPRKPPCRV 
VGERRSVLTLQATSQCPR 


19948 


50316 


A 


20064 


6 


1174 




19949 


50317 


A 


20065 


285 


567 


SRRRSSSYERSGSYSGRSPSPYG 

RRRSSSPFLSKRSLSRSPLPSRKS 

MKSRSRSPAYSRHSSSHSKKKR 

SSSRSRHSSISPVRLPLNSSLGAE 

LSRKKKERAAAAAAAKMDGK 

ESSYERSGSYSGRSPSPYGRRRS 

SSPFLSKRSLSRSPLPSRKSMKS 

RSRSPAYSRHSSSHSKXKRSSSR 

SRHSSISPVRLPLNSSLGAELSR 

KKKERAAAAAAAKMDGKESK 

GSPVFLPRKENSSVEAKDSGLE 

SKKLPRSV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


19950 


50318 


A 


20066 


214 


805 


LGLQAANDLHLEYAMGICRYFC 

DYCDRSFQDNLHNRKKHLNGL 

QHLKAKKVWYDMFRDAAAIL 

LDEQ1MKRPCRKFLL\TGQRDFG 

SN\CRFS\HMSER\DLKEL\S1QVE 

EGRGEPREWLL\DAPELP\EGHL 

GGLGLEERRAKRLELQPQVSQ 

G*NPFRTT/VSFQ*PRRVGQPSS 

GSLPPNSCG HPPPGG LALLQPR 

V\QWG . 


•19951"'- 


50319 


A 


20067 


2 


418 1 ♦ 


i - i.. . . ..... ,i • ; 


19952 


50320 


A 


20068 


1 


1134 


ATTARRRGAPGTPSLAAEGNGL 

SARVDEGVEEFFSKRLIQQDRJL 

WAPEEDPATEGGATPVPRTLRK 

KLGTLFAFKKPRSTRGPRTDLE 

TSPG A APRTRKTTFG DLLRPPT 

RPSRGEELGGAEGDTSSPDPAG 

RSRP\PTQEIARPTR*YCCLPRRR 

QRWVPDPTSGGP WSG EKQNWL 

HPLNSGYK*CCRG*ASAEAAGV 

PKARGSKAKMARSRKLAQMV 

TLWTVPRRPLPSRSSPA PT/PVS 

ADPSCRPGPGSQGPESATWKTL 

GQQLNA ELRSRG WGQQDGPG P 

PSPGQSPSPCRTSPSPDSLGLPED 

PCLGPRNEERPLRLORSPVLKR 

RPKLEAPPSPSLGSGLGTEPLPP 

OPTEPSSPERSPPSPATDORGGG 


19953 


50321 


A 


20069 


3 


206 




19954 


50322 


A 


20070 




349 




19955 


50323 


A 


20071 


226 


610 




19956 


50324 


B 


20072 


18 


1306 
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SEQ ID 

NO: 


SEQ II) NO: 
or peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 

rrulnn fnr fv** n f i rt 

viHJUii iur pcjuiuc 

sequence 


Nucleotide location of last 
codon for last amino acid 

nf npntirfe crritifnrf 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 

deletion V=no<icihle niirlrtftirfp inc^rfinnt 


19957 


50325 


A 


20073 


*> 


1665 


LRPQGREGGDWEGGRSPFSLPY 

GSLRGRVVSTAQFRVPMPSASA 

SRKSQEKPREIMDAAEDYAKER 

YGISSM1QSQEKPDRVLVRVRD 

LTIQKADEVVWVRARVHTSRA 

KGKQCFLILRQQQFNVQALVA 

VGDHASKQMVKFAANINKESI 

VDVEGVVRKVNQKIGSCTQQD 

VELH VQ\K I YVISLVA EPRLPLQL 

DDAVRPEAEGEEEGRATVNQD 

TRLDNRVIDLRTSTSQAVFR1AQ 

SG1CHPLRETL1NKGFVEIQTPKI 

ISAASEGGANVFTVSYFKNNA\ 

YLAQSPQLYKQMCICADFEKVF 

SIGPVFRAEDSNTHRHLTEFVG 

LDIEMAFNYHYHEVMEEIADT 

M\VQIFKGLQER\FQTEFQTVNK 

QFPCEAISNFWEPTLRLEYCEAL 

AMLRGKLESEMG\DEDDLSTPN 

EK\LLG\HLVKEKYDT\DFYILD 

KYPIGL*RPF/HLYPCP*PPRNPQ 

QVPTLTNMFHEREKKYLSGAQ\ 

RIH\DPQL\LTERALH\HGIVDLEK 

IKAYIDSFRFGSPSP/HAGGGIGI/ 

ENRVTMLFLGLHNV\RQTSHVP 


19958 


50326 


A 


20074 


3 


424 




19959 


50327 


A 


20075 


178 


859 




19960 


50328 


C 


20076 


304 


592 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X-Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Slop codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \-possible nucleotide insertion) 


19961 


50329 


A 


20077 


1381 


2936 


PTNPRPSPGLARWAESYEAKCE 

RRQEIRESRRCRPNVTTCRQVG 

KTLRIQQREQLQRARLQQFFRR 

RNLELEEKGKAQHPQAREQGP 

SRRPGQ VTVLK EPLSCARRI SSP 

REQVGRVKGHTAVCSGTLSGQ 

GGWV/R/RPPSLHRACRES*DNC 

PSSLALTLSHP1HSSLERTQ*1/SH 

ALTFWNSMIYPRSSRL1LPQASD 

SSW/KGKGMKFFLNKAWASMC 














SHL1FLSTGKHSEGYFHLRNLEL 

NEKNVFEPAKAKESLQKVLEEK 

MNAEQQLQSTQVWGCHIDMG 

LGTPGSLGNKGSQLQRTLGTQH 

RELESQLHVLQSKLQVPGTGGG 

EGRQGMGRRDGDERSCSAKIE 

CLQGDRDLCSLDTQDLQGTLLL 

GGLECMAAMAK*AKKKETEAF 

QILKVHRVFLGSWPTKGTQVW 

SPKSFPNEVEPEGTGKEKDWDL 

RDQLQKKTLQLQAKEKEVRG* 

PEIVRAHLRNSRETWEAVKNCR 

EELNQSQQLPPRVRGSLLPIKP 

WMMGRFLL*PSFAHKDNLM1 


19962 


50330 


B 


20078 


1 


1173 




19963 


50331 


A 


20079 


16 


1584 


SSRFLFSLGWLWEAPEVGTRSG 

WLQRRPGLGAG\LGG\QEKQFL 

PALLSFFIYNPRFWPREGEEENK 

ILFYHPNEVEKNEKIRNVGLCE 

AIVQFTRTFSPSKPAKSLHTQKN 

RQFFN\EPEENF\WMVMVVRCPI 

1 EKQSKDGKPV1 E YXQEEELLDK 

VYSSVLRQCYSMYKLFNGTFPE 

SHGRRRWKLLKERLEKFFHRY 

LQTLHLQSCDLLDIFGGISFFPL 

DKMTYLK1QSFIN\RMEESLNIV 

KYTAFLYNDQLIWSGLEQDDM 

RILYKYLTTSLFPRHI\EPELAGR 

DSPIRAEMPGNLQHYGRFLTGP 

LNLNDPDAKCR\FPKIFVNTDDT 

YEELHLIWYKAMSAAVCFMID 

AS1HPTL\DFCRRTGTASLGPQL 

HSGWASGHLVEQFXNfNKGDVP 

GLRK\EPQFKFI\YFNHMNLVEK 

STVHIEENAPACPLTSVHPDLAM 

KIPR*PSNSDLYPRV\DEDEGDH 

C*RALSDYW\VVGK\KSDPAGS 

LYV1FEIQKNAKP*LKVK*KRSK 

KPLCNASSNNILPSLD 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


19964 


50332 


A 


20080 


85 


420 


LSNLFLH ATN DG A LTSTT1 PH PP 

MRQPTS/S/GDGSEIFLHTELKLL 

EPPHAWPQSCPPRL*MTRQQLL 

PMTFLLKAHSKAGIESPGLNPR 

PGFSLHPVLPAASSAAFLLPSFR 


19965 


50333 


A 


20081 


220 


563 




19966 


50334 


B 


20082 


I 


576 




19967 


50335 


A 


20083 


111 


3586 


TMFGLKPPLYFLPGSSLSSESSP 

VSSPATNHSSPASTPKRVPMGPI 

IVPPGGHSVPSTPPVVTIAPTKT 

VNGVWRSESRQDAGPRSSSGG- 

RERLIVEPPLPQEKAGGPAIPSH 

LLSTPYPFGLSPSSVVQDSRFPP 

LNLQRPVHHVVPPSTVTEDYLR 

SFRPYHTTDDLRMSSLPPLGLD 

P ATA A AY Y H PS YL A PH PFPHP A 

FRMDDSYCLSALRSPFYPIPTPG 

SLPPLHPSAMHLHLSGVRYPPE 

LSHSSLAA 


19968 


50336 


A 


20084 


576 


1261 


GDDLCSVGAPCRSTWACSTPLR 

CVRRSREFPGLPHAAGAARGFR 

LPAGRPVPARPGAAAARAAAA 

GEAHRPLPCGRRPGPVRRAAVP 

PRPRPPRRGLRGRREGPAAPAG 

PGGPSLLCASAGRHGPPGLRAG 

QGLRDSAGEAGGEPAP/AGPRP 

EASP*RSSLCENTCTEAGLGPRR 

AAGDLGSPWLTSGLLWGSFFLF 

FLFFFVILRQSLLLSPKTEVAVA 

QLMSHCSL 


19969 


50337 


A 


20085 


248 


356 


EGEEEGDEENDPD\MTQRRJKT 
QQSASSSEAGCMWP 


19970 


50338 


A 


20086 


1043 


1191 


NFYFSCKNKNKANKQQITWK\ 

KGLSNGCKFILSGGRQKGRTLP 

QRERMA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
cod on for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \-possiblc nucleotide insertion) 


19971 


50339 


A 


20087 


287 


1401 


CQN PQ! PCSPFKKRLDG/L WVET 

PT\GYIESLP\RVVKRR\VNALKN 

LQVKCAQIEAKFFE/EKVHGFFE 

RKYAVL\YQPLFD\KRF\E1INAI 

YEPTE/EK£CEWETR*RKDEDF 

GGNWKEKGQIEDEKKDEVEKE 

DPKG/IFPEFWLTVFK\NVDLLS 

DMVQEH\DEPILKH\LKDIKVKF 

SDA\GQPMSFVLEFHF\EPNE\YF 

TNEVL\TRTYRMRSEP/DTRL1L 

DPFSFDGPEIMGCTGCQ1 D WKK 

GKNVTLKTY*GGGRKHKGRGT 

\VRTVTKT\VS\NDSFSNFFPP\PE 

IPE/DVGDLDDDAGSLFLAGRLS 

EIWFTFYRER1IPRSSVNILPGEA\ 

IEDDDDDYDEEGEEADEEGEEE 

GDEENDPRLLTQR\RIKTQQSAS 


19972 


50340 


A 


20088 


1 


350 


DNLEAEAVAPCTAAARAVAPD 

LFVFAA*PESVSAGGPQQPCRSP 

1 VKPG LPSFRPSSCTQPWLTHS W 

AEDVDLRVNFAMNVGKARGFF 

KKGDVVIVLTGWRPGSGFTNT 

MRVVPVP 


19973 


50341. 


A 


20089 


1 


399 




19974 


50342 


A 


20090 


1 


394 




19975 


50343 


B 


20091 


82 


351 




19976 


50344 


A 


20092 


3 


789 


CGTSRMCHTTEELA/SDPIL/YRP 

LAVALDTKEPEI/RNGLIKGSGT 

SEVELKKGATLKFTRNNAY/ME 

KCDENILWLDYKNICKVVEVG 

SKIYVDDGLISLQVKQKGADFL 

VTEVENGGSLGSKKGVNLPGA 

AVDLPAVSEKDIQDLKFGVEQD 

VDMVFASFIRKASDVHEVRKV 

LGEKGKNIKIISKIENHEGVRRF 

DEILEALGHWAVVPLKPTLALA 

LTCFSSSLGLSSLHLSPPSTQLSC 

SKHSTLHLPFSPTTAAPPGLLL 


19977 


50345 


A 


20093 


3 


424 




19978 


50346 


A 


20094 


2 


173 


IYHLQLFEELR/RLAPITSDPTEA 
TAVGAVEASFKCCSGAIIVLTK 
SGRSAHQQELGP 


19979 


50347 


B 


20095 


1 


1362 





2544 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
uy/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown f 
*=Stop codon* /= possible nucleotide 
deletion, \ = possible nucleotide insertion) 


19980 


50348 


A 


20096 


1 


1982 


QRDNLEAEAVAPCTAAARAVA 

PDLLPXCSVRPSRSAPEDRQQP 

CLFSHSEAGTAFIQTQQLHAAX 

MADTF/LWEHMCRLAD1DSPPIT 

A RNTGM I C\TI G PG LPDQ V ETLK 

EDD*SLGMKCGSVLNFSSWEL 

HGVTMRET1QGMWRTANGKA 

FAFLTPFLLPGPLAVGFRTLKGP 

El PN WGSSKGNGTVA EVGA*RK 

GATLKFTL\DNAYM\EKC\DENI 

L\WLDYKNICKVWEVG\SK1YV 

DDGLISLQGKQK\GADRLVTEV 

ENGG S LG I\MKG VN LP\G A A V D 

FACLCRRKDIQDLKFG\VE\QDV 

DMVFVASFIPQSILMFHEVRKVL 

G\EKGKDHQGLSSKIRESMRGF 

RRFD\EIL\EASDGI/LWVARG*F 

♦ALFUPAEKWRLAQKMIDLDRF 

NRAVGKPWICATQMLESMIKKP 

RPTRA\EGSD\VAM\AVLDWKPT 

CIMLSWEKQPKGDYPL\EAV\R 

MQHL\IAREARWLPSYH\LQLF\ 

EELRPPGAQLTSDPTEATAVGVA 

VEASFKCC\SGAII\VLTKSGKVC 

SPRL A R Y RPRA PI I A VTRN S PG K 

LVRAHLAYRGIFPGWCQGPDSR 

RA W A* D I GVLRVKLCHGM FG K 

ARGFFQERGDVVHCA*PEWRP 

WLPAPPNMMRVVPCCRDGPRG 

PSSSRPCSHPFFPKPIPFRPSNGL 

VELHSGAVNVATG 



2545 



WO 01/075067 PCT/US01/08631 



SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


or peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=$iop codon, /^possible nucleotide 




sequence 




0V/540,2I7 


codon Tor peptide 


of peptide sequence 


deletion, \=possiblc nucleotide insertion) 


















50349 


A 


20097 


215 


1893 


TVTFSOCRFGKMLPLEKAFASP 














QELPSPAGSAHAGVSSRSSSRK 














NPRPSLRGPLLTLEFSRLRFREF 














VYXQEAAGPHQTLARLHELCRQ 














WLMPEARSKEOML/ESLLVLEO 














FLG1LPDKVRPWVVAOYPESCR 














SSLLVEGLADVLEEPGPSTVDR 














DAAGLPCGLILNS*RWSVREAH 














GPSAATRRAREPQPGPWSWGD 














PGTF* DTL AFSGPPVSGTEEGQ/ 




. ( t ■ ^ 1 - 










M KORPKRTALP/HTEOVGGH E 














QVGGRSQ/RTTNVSEAEVLSRG 














PSAPGGVGPPGPCVEENLKSYRK 














LLLWEGGRROESAGCACEEAA 














PAGVGCLSCLRRRPLGTPLPIPRR 














A\H*GGGRAAWEGPGPAGPPGR 














GVRLCHRJAEAVRHPAACP/ET 














GARRNWEPRGRTPRMGTGRAS 














RA/CSSSGDSAGLEAGQGPGAD 














EPGLSRGKPYACGECGEAFAW 














LSHLMEHHSSHGGRKRYACQG 














CWKTFHFSLALAEHOKTHGVKE 














KSYALGGARGPQPSTREAQAG 














ARAGGPPESVEGRGSPRTPRGA 














EVSRCAVPFRRGRFAGRESQTR 














HWAFPRPWVAASCGVCGRPLP 


19982 


50350 


A 


20098 


5 


372 




19983 


50351 


A 


20099 


I 


129 




19984 


50352 


A 


20100 


1 


627 




19985 


50353 


A 


20101 


1 


441 




19986 


50354 


B 


20102 


I 


477 




19987 


50355 


A 


20103 


2007 


2156 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unk«own, 
*=Stop codon, possible nucleotide 
deletion, V=possible nucleotide insertion) 


19988 


50356 


A 


20104 


1 


717 


MKLRTLAVSVTALKVARLGSA 

PSDVQMCLEFLPSDSGAQLASP 

SGSRTGAAGGAACQSGAVRSY 

SSALGWSMGLGAVEQGVVLV 

GDARAAQEPMEWMGGSGMAG 

CRSRALHRGKAAKARREIEHSA 

GRKGLFGSARL1PATAMAPRSR 

LLSLGRRGNFRSRVLRRKSRPL 

EEAARRWRDCPTGFGALVAGA 

GSGRAPGVPPKRLPARTKAQVS 

RETRGSGEVTAQGGKGPRGLW 

ILLWGFYNLLPTTSHAESYPERL 

IQKVVSEK1ARALARYLHLPFG 

LLGGN KTI V YS WEA LRFH HQLT 

PSVITNTVI K V YEEPKLSQQKSR 

TLDVSTDEEDKIHHSSESKDDQ 

GLSSDSSSSLGEKELSSTVKIPD 

AAFIQAARRKRELARAQDDY1S 

LDVQHTSS1SGMKRESEDDPE1S 

RNEETSEESQEDEKQDTWEQQ 

QM RKA VKJ I EERDI DLSCGNG S 

SKVJCKFDTSISFPPVNLEIIKrCQL 

NTRLTLLQETHRSHLREYEKYV 

QDVKSSKSTIQNLESSSNQALN 

CKFYKSMKIYVENLIDCLNEKII 

NIQEIESSMHALLLKQAMTFMK 

RRQDELKH EST YLQQLSRKDET 

STSGNFSVDEKTQWILEE1ESRR 

TKRRQARVLSGNCNHQEGTSS 

DDELPSAEMIDFQKSQGDILQK 

QKKVFEEVQDDFCN1QNILLKF 

QQWREKFPDSYYEAFISLC*RQ 


19989 


50357 


A 


20105 


154 


744 


SQ RN LC LG R V WY I LFFLF A FLQ 

TLELVSHERRGRTGITNA*VSNS 

PRRELGFHVL*R*QFLLLFLFSH 

RLRSPAGFT* Wl PH RGCRWSCL 

PVLRHALAFLSPWVVDGTGRR 

GAGGGARRGGSGHTGAHGVG 

GRLRHGRLQVPSPLRARSPFLLS 

CTLSCQLDSPCLTCSQGHQYKY 

QHSDKGKRLTIVTKSFDFIPS 


19990 


50358 


B 


20106 


1 


531 




19991 


50359 


C 


20107 


99 


323 




19992 


50360 


A 


20108 


305 


658 




19993 


50361 


B 


20109 


79 


936 
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SLQID 
NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of First 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*-Stop codon* /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


19994 


50362 


A 


20110 


381 


1169 


LPSRGAGLGTCSPPCLSLPPTPW 

APVRPEPPQGAPPPAPRRPVPST 

TQGLRSASARHGTGRQLHLQP 

WCGIHWVKLAGLLSLVGSQHL 

RGQGSRAAAALTHMHS/PHAC 

THAHTRAEPLRLPPPPRPLPPPL 

SPPPLRLCCLRSLFPCPLTESAA 

KAGSKKFHSVQEIPSPAVCELG 

VGT V LH I DPEK WRAG REN VET 

GGKRTGSGKDSTGRGWGOTD 

YG LG'KK ERTEE ASRSC ICL VC V 

SMRRDALCGQSVGSHFCQWSL 


19995 


50363 


A 


20111 


3 


4804 


KRLENIQKTLEVAFSEAVWMQ 

PS V VLLDDLDLI AG LPA VPE H E 

HSPDAVQSQRLAHALNDMIKE 

FISMGSLVALIATSQSQQSLHPL 

LVSAQGVH1FQCVQHIQPPNQE 

QRCEILCNVIKNKLDCDINKFT 

DLDLQHVAKETGGFVARDFTV 

LVDRAIHSRLSRQSISTREKLVL 

TTLDFQKALRGFLPASLRSVNL 

HKPRDLGWDKIGGLHEVRQIL 

MDTIOLPAKYPELFANLP1RORT 

GILLYGPPGTGKTL 


19996 


50364 


A 


20112 


2 


1844 




19997 


50365 


A 


20113 


746 


1215 


PN rN RFLK H Y REP V PKKRERlsi Y 
STLWPLCPSTLNKIYTIMSYLSP 
ATKE YPFFLLLLEQEC* AE* LL A 
LA VSQPLLSSTTNCLKN* M VT W 
NGSLIPWSPCKINLTP*/PAVVL 
ONRRA LDLLTA ESGGTFLFLEE 
KCCCYVNOSGI ITEKVKEIOGRJ 


19998 


50366 


A 


20114 


1 


1338 




19999 


50367 


B 


20115 


\ 


4935 




20000 


50368 


A 


20116 


3 


421 




20001 


50369 


C 


20117 


33 


571 




20002 


50370 


A 


20118 


3 


323 




20003 


50371 


A 


20119 


146 


809 


EKCRHMCSSRVWQSLVSQSVW 

ATEG Q YG RTKN A RP VQ V K\DS 

ASFPYQRRYPLRLEAQQGLQKI 

VKDLKAQGL VKPFNSPCNTPI L 

GVQKPNGQWKLVQDLR1IMEAI 

VPLYPAVPNPYTLLSQIPEEAE 

WFTVLDLKDAFFCIPVHRESQF 

LFAFEDPSNPTSOLTWTVLPOG 

FRNSPHLFGOALAODLSOFSYL 

NTLVLRYLDDLLLAAHLETLCH 


20004 


50372 


A 


20120 


3 


1147 




20005 


50373 


A 


20121 


2 


1658 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


20006 


50374 


A 


20122 


2 


211 


MGIYDFSYFPPGCCLKSRRKSS 
RGSQE*LALSPGFSGSFGSIQDL 
TQV*CIQDSTPATLTAVGVDKM 


20007 


50375 


B 


20123 


86 


586 




20008 


50376 


A 


20124 


66 


433 


SSSRTEGARGKRQPMPSP/STEP 

RVCLTIEGQEVNCLLDTGAAFS 

VLLSCPGQLSSRSVTI*GVLGQP 

VTRYFPQPLSCDWGTLLFSNAF 

LIMPESPTPLLGRGILAKAGA1IH 

HAVLVTAAL 


20009 


50377 : 


A 


20125 


1 ' - * 


459' " 


MAVRYTDENVLRKGTREAGT 

MMRLRGTTECCADFAAWDVT 

HDALRATGGELPGAQVMLTTT 

ECGRHVDFCDRAVWLPRMWG 

YPLALPGEMRKLYTVRMAGRD 

ILAKAGAIIHLNIGEGTPVRCPL 

L/EG1NPEVWKTEGQYRQAKNA 

RPVQVKL 


20010 


50378 


A 


20126 


260 


392 


VEVV1LPMPVPNLPSIPARITKG 
RMGTLLLRGLGTT* LYKSCS V 


20011 


50379 


A 


20127 


1 


1740 




20012 


50380 


A 


20128 


1 


858 


MEWEDNLPLELGRTVAKLLSD 

HSQTPLGIQMFLLFSLSLRKSPL 

VCLSYLFNFRFTLESEVQHLSG 

A1TLTAWPKIPFLGIREAKSPRS 

ENTRLATILEAGHRHLGTSVSK 

DHPVTFWRPRRDLQSDL1CQIK1 

DLGKFSDNPDGY1DVLQELGQS 

FDLTWRDIMLLLNQTLTPNERS 

AT1TAAREFGDLWYISQVVAAV 

AGLVSEAVKIIQG\LTVWT/SHD 

VNGILTAKGDLWLSDNHLLKY 

QALLLEGPVLRLRTCATLNPAT 

FLPDNEEKIEHNCQQVIAQTYA 


20013 


50381 


A 


20129 


1 


6530 


MWGSDRLAGAGGGGAAVTVA 

FTNARDCFLHLPRRLVAQLHLL 

QNQAIEVVWSHQPAFLSWVEG 

RH FSDQG EN V AEIN RQ VGQKL 

GLSNGGQELHAVSLEQHLLDQI 

RJVFPKAIFPVWVDQQTYIFIQI 

VALIPAASYGRLETDTKLLIQPK 

TRRAKENTFSKADAEYICKLHS 

YGRDQKGMMKELQTKQLQSN 

TVGITESNENESE1PVDSSSVAS 

L WTM I G S I FS FQS E K KQETS WG 

LTEFNAFKNMQSKVVPL 


20014 


50382 


B 


20130 


1231 


2065 




20015 


50383 


A 


20131 


68 


372 




20016 


50384 


A 


20132 


1 


1461 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


20017 


50385 


A 


20133 

-. t t 


1 


806 


AVWCTHCCAPTPSGPVLPHSAA 

MSFLKSFPPPGPAEGLLRQQPD 

TEAVLNGK.G LGTGTLYI A ESRL 

SWLDGSGLGFSLEYPT1SLHALS 

RDRSDCLGEHLYVMVNAKFEE 

ESKEPVADEEEEDSDDDVEPITE 

FRFVPSDKSAF*FPCSVEAMFTA 

MCECQALHPDPEDEDSDDYDG 

EEYDVEAHEQGQGD1PTFYTYE 

EGLSHLTAEG\QATLERLEGML 

SO\S VSS\OYNMAG\VRT\EdSi R 

DY\EDGDGRLDTTP\TVCLGQF\ 

EDADV 


20018 


50386 


A 


20134 


225 


420 


RLLGDVCGRLRPRGHEEORPG 
GPGARSHSRSGPRMGRDCAGA 
VPRVTPK*SACAAGGRGGPAT 


20019 


50387 


A 


20135 


1 


687 




20020 


50388 


A 


20136 


1 


2979 


MLRRKKQEDWAAKGSSHACG 

Q1PEEREKGFAVGNVVANLGLD 

LGSLSARRf RVVSGASRRFFEV 

NRETGEMFVNDRLDREELCGT 

LPSCTVTLELVVENPLELFSVEV 

V1QDINDNMPAFPTQEMKLE1SE 

AVAPGTRFPLESAHDPDVGSNS 

LQTYELSRNEYFALRVQTREDS 

TKYAELVLERALDREREPSLQL 

VLTALDGGTPALSASLPIHIKVI 

DANDNAPVFNOSLYRARVI FD 

APSGTRVVOVLATD 


20021 


50389 


A 


20137 


2 


296 




20022 


50390 


A 


20138 


1187 


1292 




20023 


50391 


A 


20139 


2 


3250 


LTSRWRPWPRPPTSASSAGWFC 

ASTGPWTAAPAKAPPSWASWT 

SRALRSSRPQTSRLWRR*PRSR 

AATPSSSGRGTCGIRPTSVFSTT 

RA RSTTRPTSG * * KT WTL* MTT 

SQ/RLLHQSTDRLTAEIWKDVE 

G1VGLEQVSS\RATAHQVAAPV 

GVCSGQWDSS/HKESLSRLMAT 

LSNTNPSFVRCIVPNHEKRAGK 

LE PRL V LDOLRCNG VLEG I RICR 

OG FPNRJ LFOEFROR YEILTPN A 

IPKGFMDGKQA 


20024 


50392 


B 


20140 


1 


1816 




20025 


50393 


A 


20141 


500 


866 


QVCLYPGWQHSPGRQRVSG*A 

HL HTA PL WICQ* SGDCD W HES * 

GGGM*CVR\FEPPRTSSPPSATS 

GSLLk^KEKTGLSNSPCSTSTSS 

GGRTPSTDRMGKTRRQYPSGA 

GNSEDKVGFPQVF 


20026 


50394 


A 


20142 


130 


226 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
inUSSN 

©9/540,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


20027 


50395 


A 


20143 


846 


1555 


GRKTPSQGRRWSSPRVFLLPGG 

PKPCY7YPLVGEKLLFRVLPLFP 

HKPSASNLEKVSHCPECGKTFS 

RSSYLVRHQR1HTGEKPSQVPV 

ECGKGF**ALPT/CTAH/HYGTH 

TGERPYQCGQCGKSFNQSSSLI 

V HQRTHTG E1CPYQCI VCGKRF 

NI\SSQFS A H RRIHTG ES P YKC A 

VCGKIFNNSSHFSAHRKTHTGE 

FCPYRCSHCERGFTKNSALTRHQ 

TVHMK A VLSSQEGRD A L " 


20028 


50396 


A 


20144 


93 


764 


AQERKALKSTPSHSSFSR/WLSR 

IILKNGSSSSSSSSSSSSSSSSLRE 

RERKSCENVNITRNRR/LTAET1 

ADT!DTSNGSVFLIWTER*EWN\ 

WLPKPWHQYQLQARASLSEEIL 

NNRWEQDPEAFRQDPEDQARS/ 

QWLPRGGSAPVXKQRLLLHHDS 

VPDHAFLRTRAAGQDLPWETV 

RRPPDNPDLAPADFSLFPCLGK 

LLAERRCFSLQRRVPWPPENQP 

PHRQ 


20029 


50397 


A 


20145 


1 


433 




20030 


50398 


C 


20146 


312 


443 




20031 


50399 


A 


20147 


1 


94 




20032 


50400 


A 


20148 


2 


122 


DLLCPQMG*GWKLTALSLQCS 
LQDGIERSRAKASQCCLSI 


20033 


50401 


C 


20149 


25 


328 




20034 


50402 


C 


20150 


157 


309 




20035 


50403 


B 


20151 


:>.> 


2996 




20036 


50404 


C 


20152 


167 


274 




20037 


50405 


A 


20153 


3 


130 


AGAVQFQALGVPNKDTKSLEL 
HQKPKPR*GQDDNHRMSPVYV 


20038 


50406 


A 


20154 


2 


453 




20039 


50407 


A 


20155 


1 


1317 




20040 


50408 


A 


20156 


1 


1350 
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sf;q id 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Uiikno\vn, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /-possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


20041 


50409 


A 


20157 


970 


2559 


FPLAYSLLFPP/CSRLSRELLEVV 

EPEVLQDSLDRCYSTPSSCLEQP 

DSCQPYGSSFYALEEKHVGFSL 

DVGE1EKKGKGKKRRGRRSTK 

KRRRRGRKEGEEDQNPPCPRLS 

RELLAEKEPEVLQDSLDRWYST 

PS V Y LG LTDPCQPCRS A F Y VLE 

OORVGL A VDMDFIFKYOFVFF 

DQDPSCPR*L*AITDA*FCVDT 

WRCQVQGKQECVQFHVFNEG* 














ITPTD1 A VG FHCSRC LG FH FFLP 

LSFTHLL*VDHTSKAVWQLHGI 

LSKFMENY'AHSFHDHCSLCVP 

RALTQSVL*PLHQCVTRPIR*AH 

FLLSLSLPLPVFLFHSFLPGPGLS 

QHKGNMSLPH * WICPFSF*TVPY 

VSHEI*LGLCGF*FPLAYSLLFPT 

/CSRLSRELLDEKEPEVLQDSLD 

RCYSTPSGYLELPDLGQPYSSA 

VYSLEEQYLGLALDVDRJKKD 

QEEEEDQGPPCPRLSRELLEVV 

EPEVLODSLDRCYSTPSSCI FOP 

DSCQPYGSSFYALEEKHVGFSL 

DVGE1EKKGKGKKRRGRR 


20042 


50410 


A 


20158 


2790 


5320 


LHLFCHKRQHGGISRALGSSKK 

PEMNILEISETLRPQLAEKKQQF 

RSLKEKCFLTQLAGFLANRQKK 

YKYEECKDLIKFMLRNERQFKE 

EKLAEQLKQAEELRQYKVVVH 

SQERELNQLREKLREGRDASRS 

LYEHLQALLTPDEPDKSQGQDL 

QEQLAEGCRL AQH L VQKLSPE 

NDEDEDEDVQVEEA EKVLESS 

APREVOKAEESKVPEDSLEECA 

ITCSNSHGPCDSNQPHKNIKITF 

EEDEVNSTLVVDRE 


20043 


50411 


A 


20159 


394 


3251 


GRRVCLFSEDEECKDLIKFMLR 

NE RQFKEEKL AEQ LKQ AEE L R 

QYKVLVHAQERELTQLREKLR 

EGRDASRVSLNEHLQALLTPDEP 

DKSQGQDLQEQLAEGCRLTQH 

LVQKLSPENDNDDDEGVS/QVE 

VAEKV\QKSSAPREMQKAEEKE 

VPEDSLEECAITCSNSHGPYDSN 

QPHKKTKITFEEDKVDSTLIGSS 

SHVEWEDAVHIIPENESDDEEE 

EEKGPVSPRNLQESEEEEVXPQT 

PWHE*LSHLSIL 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 

ui pcpiiuc acqucntc 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 

nflftiAn VsnrwciHIf* nitr*t#»*iliflf» inc<>rl!nn) 
UCICIIUII, l^|IU30lUIC IIUIICUIIUC IIIoClllUll J 


20044 


50412 


A 


20160 


245 


641 


ILSVLIAVLCVVGKIPLKEPLCP 
A AGS A A E AC VGQG MPV !Q V PC 
SQQRPSSMC WPRN ACQSSRA L 
GGDESYVPKNRKSFTKUPVSSC 
/PSPSLGWGRG'R/PGGPGRSPG 
LALGFPSFSGPAGFGQGTSSPRF 


20045 


50413 


A 


20161 


7 


194 


RPLVESRGIPRSPAASFSTACPR 
NTASIPSAPSWWETAWTQTSS* 
APPVA*RPS*PSPESPL 


20046 


50414 


A 


20162 


232 


509 


MGVLMHRRCTKAPAWAVATY 

EAPLHCQQLLGVVGVLAGDPS 

LLDLGGIHQQPQGLPITVLHQA 

EEADLVLLRAVTDAAALPVEQ 

HRP*GAPGLLPPPDGGQ*SGDP 

AAAGGYLQGPRGLGPQPGHPP 

HPGAAGSAGEPRKWLPPRRGL 

WCS AC A * G PPSTG PG EQRG PGD 

SG*FISASTSASRATSACRSAFIT 

SQTEPPTWPSLARPQSSGLARPP 

APGRTAAGRD**TLPPGK 


20047 


50415 


A 


20163 


3 


859 


SLGGNKSRPTRRCCSGSRCRCR 

DKSAAVSGALWRGCRESPRAP 

PPAPQTIPRAWPSPTAVLTHPLL 

AGPSRWGSSCTGAAPKPPPGRG 

PLRG S PA LP A A PGCG G CPG WG P 

KPLGPWRYPPAAAGSPDHCPPS 

GGGSRPGAPQGGNRCSRSARRT 

APPSCGCSEVGSL*WSPRSGPRP 

PGWFGWAGACGGSGGSFAASA 

ALAWEGPEQSQEALQPQSPQRP 

APAAAAAGAGPRLSSPRRRAW 

SSPG*/HGIPWPTHASAALPAAG 

HRGSFSGILP*RAGKRSAMLST 


20048 


50416 


B 


20164 


179 


438 




20049 


50417 


A 


20165 


1 


930 


MESPWRQWRLRKVARSGGGR 

LSNKRKLHLKKKKKGERGGGG 

AEREKAAAAVAPGCKAGAGN 

AKKFVQNGPGTKESSASQVPTG 

PSAAGLLEFARGPLQTLFAWVS 

AAVSAEPR1FM1RECCCLIVPLE 

VLSQRSTWPCEFLISDCCASNQ 

QDSMGVGPSEPGAGYNLLVRH 

FLSPSEKCSIRVGVARFSRVLPP 

PLLGISAARAAGGAARQAAQL 

REGSRCPRLTD1PHAPSTPPEQG 

HSAEGAAKEEPKRRSARLSAKP 

APAKVEAK/PKKAAAKDKSSD 

KQVQTKGKRGAKGKQAEVAN 

QETKEHLPAV 


20050 


50418 


A 


20166 


199 


419 
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SEQID 
NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


20051 


50419 


B 


20167 


969 


1313 




20052 


50420 


c 


20168 


481 


738 




20053 


50421 


B 


20169 


56 


3476 




20054 


50422 


A 


20170 


1 


2679 




20055 


50423 


A 


20171 


1 


1467 




20056 


50424 


A 


20172 


208 


379 


NPCKKGVLIFQF*LKIHKRQF1C 

ADLEFVISE*CTRYP1VAFNWCK 

PSLLRRSTPVK 


20057 


50425 


A 


20173 


1 


921 




20058 


50426 


A 


20174 


197 


355 




20059- 


50427 : - " 


A :l 


20175" 




3180 




20060 


50428 


A 


20176 




1309 




20061 


50429 


A 


20177 




2295 


MFYNDVKKQQQMAALTKEKD 

QLSQSIVMYKSLFEASQQLLNE 

MKCQVEEARLKEAQLRNELKI 

HNIDIPTTQQVPHIEALLKRKJLS 

EQEEL KKK PRRSCTLPN YTKG S 

G D VLG KI A H L AQ IED DRA AM V I 

SWHLASDMDCVVTLTTDAARR 

IYDETQGRQQVLPLDSIYKKTL 

PDWKRSLPHFRNGKLYFKPIGD 

PVFARDLLTFPDNVEHCETVFG 

MLLGDTIILDNLDAANHYRKEV 

VKITHCPTLLTRDGDR 


20062 


50430 


A 


20178 


3 


2550 




20063 


50431 


A 


20179 


256 


3680 


NRGLLFCFLFLHLHLKEHERHL 

ATVYVFPILSCTIYRSVLLTSSQ 

T1IYTHVGDREAQAALKLGRWS 

HPRTPNAVGAPGPPEGAGGGD 

AVTSQSALLTFSRTRFASGAHA 

GAHPVLLRNEEEKGAPALVAPI 

FSAEGPTCSLWWTLRPASTAGL 

KLPAAASTRPSQRGLTADGGGP 

GG AS VGTEEDGGG VGH RTVYL 

FDRREKESELGDRPLQVGERSD 

YAGFRAYETVKDGVTLYLLQS 

VNQLLLTATKERIDF 


20064 


50432 


A 


20180 


8 


267 


RGEMPGERLICAEVFLPPSPLSPT 
QVVGPLHRVWS*IGNASSQRGE 
AQVRS*VSFSLRLEDSTPWIPGT 
RALRGCWLWRDFQTLQSG 
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StQ ID 

NO: 


StQ ID NO: 
of peptide 


Mel 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \— possible nucleotide insertion) 


20065 


50433 


A 


20181 


1 

• 


3692 


MNPIREMQVSG1ALKGTMKGW 

TELPKSPVWTQGNKGRNYFTN 

LALSLLFEDDTKLNPYAGGDAI 

RVRJSVGPFKGERFTVPGLASEC 

GKNSFLRFPSNSRRKQLCGRVH 

GSFLWFSMMSQSMGGDNLSSL 

DTNEAEIEPEMMREKFFRSLAR 

LLENKSNMTKIFSKAKYCQLIK 

EVKEAKAKAKKESVDYRRLAR 

FDV1LVQGNEKLIEAVNGETDK. 

IRY YLHSEDLFDILHNTHLSIGH 

GGRTRMEKELQAKYK 


20066 


50434 


A 


20182 


24 


131 


PVHKRWS*NDECYRHCTV***Q 
PGSEENNPALENR 


20067 


50435 


C 


20183 


99 


281 




20068 


50436 


A 


20184 


1 


4200 


MVILKDFMKFEMNSEEGDFLR 

TCDFFFLRHLVAVKQLAHVKV 

DRFFPRRQSLAESRTAGIRLQTN 

VQKMVSSFTTSDRKQTSPSSYS 

VSFIPEFHFLGPPTHCPQTAVSQ 

CDLLFQLHSPAEALFPARTLPG 

GPRSPHLRVPAAPAPLQHDPRH 

TGPPLPPTANRGATPPLPLGPGA 

LERSGRLGELNSASSFRLRRDN 

PQSPAARPRGSHGLAGIEGERT 

LrNYYCQERYFHHVLLVASEGI 

KRYGSDPVFRFY 


20069 


50437 


A 


20185 


1 


1464 




20070 


50438 


A 


20186 


335 


855 


RIASMPRJLPPRTQGRGSARLPSR 

ARPGLHWHHRHTMLPPKPRRW 

R/RALGPAEAGMLEKLEFEDEG 

ECAPPAAGPALPRPGRPRTGTR 

GDPAPHLRRCPTASCVLRKPRG 

RGGNRGGDAGAGELGLRGPCD 

LPSQNFLCFLVDVLKNGLLALQ 

LFSSNPTASCAESLPMLRTPVI 



2555 
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SKQID 

NO: 


SKQID NO: 
of peptide 


Met 
hud 


SKQ ID NO: 
inUSSN 
AO/S40 2 1 7 


Nucleotide 
location of first 

cuuun fur pcpiiuc 
sequence 


Nucleotide location of last 
codon for lasl amino acid 


Amino acid sequence ( X=Unkno\vn. 
'-Stop codon, /=nossiblc nucleotide 
deletion, \ s possible nucleotide insertion) 


20071 


50439 


A 


20187 


2 


1160 


SARPAASPPAGERASQLMLIAV 

LLLPLRRRWRRA LGPA EAG M L 

EKLEFEDEAVEDSESGVYMRF 

MRSHKCYDIVPTSSKLVVFDTT 

LQVKKAFFALVANGVRAAPLW 

\ESK KQSF VGMLTITDFINILHR 

YYKSPMVQI/YMELEDHKNLET 

\WRELYLQ\ETFKPLVNISP\D\AS 

LFGWLYTSLIKNK1HRLPVIDPIS 

GNALYILTHKRJLKFLQLFMSD 

MPKPAFVMKQNLDELGIGTYHN 

I AFI H PDTPI 1 KALNI F V/EKDR1 S 

ALF7VLWDESGKSW*IFNSPNLN 

VN*ILACLEENIPNNLR*STVT\Q 

A\LQHRSQYFEGVVKCQLSWKF 

LETHRWTRJVRAEGPSGLVVVX 

NEADS1VG1ISLSDIL\QALIL\TP 

AGAKQKETETE 


20072 


50440 


A 


20188 


58 


205 




20073 


50441 


A 


20189 


347 


1581 


NPSPC/WAVFFQKDA1TSKIQTF 

LSM LHL YN * */SSPSKENTRTV E 

KLYKCSVDIRKIRRFKKDGVLL 

RR*KPYVERNCRJFYQELGAR* 

D\AVASI\LERCPEAIV\*SPTAVN 

TQRKLWQLVCKNEEELIKLIEQ 

FPESFFTIKDQENQKLNVQFFQ 

DVGTKKCGH\CRLLTA A PNCFS\ 

NPVEKNKQMV\EFFQESYLD\L 

GGSEANMKSFGLLKLFKPKPFY 

FVMSPTAIKETLEFLQEPRFPPA 

LKFLQLPIPNSKGFLFQLCPKKY 

TE* YFLL*KCLLN AQIFMDP/VS 

N*VLKWPCPFILFLFPVLEERM 

QGLLREG1SIAQIR\ETPMVLELT 

PQI VQYRIRKLNSSG YR1 KDGHL 

ANLNGSKKEFEANFGKIQAKK 

ALQNLLLRSLNYYDELTVGEC 

GNRKGRGTNVNTTL 


20074 


50442 


A 


20190 


3 


455 




20075 


50443 


C 


20191 


72 


218 




20076 


50444 


A 


20192 


3 


452 


LG 1 LL VDDF VN V LSSLA V Y AED 

SEPESDGEAGIEAVGSAAEEKG 

GLVSDAYGEDDFSRLGGDEDG 

YEEEEDENSRQSEDDDSETEKP 

EADDPKE\NSAQ*QRHPGLSKL 

MAQLVGLRGQKNHILNMIRDV 

TQQPQLSLAAHTPHTPFHLQ 


20077 


50445 


A 


20193 


1 


334 




20078 


50446 


A 


20194 


1 


687 
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sco in 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


20079 


50447 


A 


20195 


1 


1280 


RPGCGNKMAGKKNVLSSLAAY 
A\*ISEPESDGEAGIGAVGSAAD 
EKGGLVSDAYGEDDFSRLGGD 
EDGYEEEEDENSRQSEDDDSET 
EKPEADDPKDNTEAEKRDPQEL 
VASFSER VRNMSPDEI Kl PPEPP 
GVRCSNH LQDKI QKL YERK 1 ICE 
GMDMNYIIQRKK\EFRNPSIYRE 
/RL 1 QFC\A 1 DELGTN YPKDM FD 
PHG WSEDSY YE AL A KAQKIEM 
GQIG KRPKKERNQKFEFCDGAP 
KKGT/TRTNATS11 THCQAQL 
FADCFRRGKRQ VGIRA IPS ATKP 
KRTPPPKPPPNTLTTTATLPS/V 
VVTVTHPSASGSKDPPVISCCG 
API V K.ERPKQVTLRGPPLG LER 
DRA APVTHCPVGGAHFV Y FRT 
GTYSPRCHLRGASVWHSRWKD 
RQHGSQALWTGSVHAPPGVCR 
LLKVPYSYLLASQKK 


20080 


50448 


A 


20196 


1 


542 


MAYSAPEKSCTEGHESPH/HHT 

AGHSGWHGG*ALRQRGHSCPK 

EGTRGHPQTLAP/HHQCPQHAA 

GLPR/HNQLLHD/WFRHHHHRH 

WHHHHHHHQ*FPECQPSTSHQ 

ANPHHRPDLHDRQAPDSGYEG 

VSPKRVAEANFSLGSAPQAAQ 

GRSHGQSPGVHGFFSHGSPAAS 

SDIMKRLPPPGLF 


20081 


50449 


A 


20197 


45 


171 


RKTRERJGHDVICNLL*C**SS/C 
GCGLS/CIGS*IRHSKSSRKA 


20082 


50450 


A 


20198 


277 


467 


GLGPHDYLYSILSIERSCCC*CC 
CCCCRRRRCCCCC/CV*GCSRFL 
CSIAESTPSGA LRRLRGGR 


20083 


50451 


A 


20199 


1 


1080 




20084 


50452 


A 


20200 


34 


119 




20085 


50453 


A 


20201 


1798 


1894 




20086 


50454 


A 


20202 


363 


778 


GLGPHDYLYSILSIERSCCC*CC 

CCCCRRRRCCCCC/CV*GCSRFL 

CSIAESTPSGALRRLRGGRSGGS 

GGCCSPGGCREGGRGNTKPAT 

RCEVICGGGSGGGGARPAAPPG 

GPDASRVCWFSLNTSIVFFSCPF 


20087 


50455 


A 


20203 


1 


360 




20088 


50456 


B 


20204 


1 


3681 




20089 


50457 


A 


20205 


1 


293 




20090 


50458 


B 


20206 


38 


282 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540 217 


Nucleotide 
location of first 

sequence 


Nucleotide location of last 
codon for last amino acid 

VI pC|ll(UC Mi|UCllvl 


Amino acid sequence ( X=lInknown, 
*=Stop codon, /^possible nucleotide 
deletion, \— possible nucleotide insertion) 
i 


20091 


50459 


A 


20207 


! 


1124 


VDTVKRLLIKKLPPVLAIQLKRF 

DYDWERECAIKFNDYFEFPREL 

DMEPYTVAGVAKLEGDNVNPE 

SQLIQQSEQSESETAGSTKYRLV 

GVLVHSGQASGGHYYSYI1QRN 

GG DG ERN R WY KFDDG DVTEC 

KMDDDEEMKNQCFGGEYMGE 

VF\DHMMKRMSYRRQKRWWN 

AYILFYERMDT1DQDDELIRY1S 

ELA1TTRPHQIIMPSAIERSVRKQ 

NVQFMHNRMQYSMEYFQFMK 

KLLTCNGVYLNPPPGVAEKTQL 

LKLSVPATFMLVSLDEGPGPPIK 

YQYAELGKLYSVVSQLIRCCNV 

SSRMQSSINDAETAFNK1QHRF 

MLKILNKQGIEETY1KITRAIYD 

KPTANIILNGQMLEALPLRNRT 


20092 


50460 


A 


20208 


I 


1053 




20093 


50461 


A 


20209 


1 


7785 


MTATTRGSPVGGNDNQGQAPD 

GQSQPPLQQNQTSSPDSSNENS 

PATPPDEQGQGDAPPQLEDEEP 

AF PHTDL A KLDDMIN RPRWV V 

PVLPKGELEVLLEAAIDLSKKG 

LD VK SE ACQ R FFRDG LTI SFTK I 

LTDEAVSGWKFE1HVSLAFDFK 

GSDLHSDACEWEERCIINNTHR 

LVELWCGPSCPQDWRPLLELL 

AMALNPHCKFHIYNGTRPCESV 

SSSVQLPEDELFARSPDPRSPKG 

WLVDLLNKFGTLN 


20094 


50462 


A 


20210 


1201 


9141 


ADKIAKICPVSSMTATTRGSPV 

GGN DNQGQ APDGQSQ PPLQQN 

QTSSPDSSNENSPATPPDEQGQ 

GDAPPQLEDEEPAFPHTDLAKL 

DDMINRPRWVVPVLPKGELEV 

KLEANIDLSKKGLDVKSEACQR 

FFRDGLT1SFTKILTDEAVSGWK 

FEIHRCLVELCVAKLSQDWFPL 

LELLAMALNPHCfCFHIYNGTRP 

CESVSSSVQLPEDELFARSPDPR 

SPKG WL V DLLNKFGTLNG FQ1 L 

HDRF1NGSALNVQ 


20095 


50463 


A 


20211 


2 


710 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


or peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /-possible nucleotide 








217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


20096 


50464 


A 


20212 


1 


1703 


RPLDVGGPAAGTPGVLSRPCPS 

TAALAPKPFCAAPRPQPDAPAC 

AGATGGSCADFDSGVDFVRRR 

SSGLWGPQPPLFPVKNYTEDPV 

AFKDVAVNFTQEEWALLD1SQ 

KNLYREVMLETFWNLTSIGKK 

WKDQN1EYEYQNPRRNFRSVT 

EEKVNEIK.EDSHCGETFTPVPD 

DRLNFQKKKASPEVKSCDSFVC 

EVGLGNSSSNMNIRGDTGHKA 














CECQEYGPKPWKSQQPKKAFR- 

YHPSLRTQERDHTGKKPYACK 

ECGKNIIYHSSIQRHMVVHSGD 

GPYKCKFCGKAFHCLSLYLIHE 

RTHTGEKPYECKQCGKSFSYSA 

THR1HERTHIGEKPYECQECGK 

AFHSPRSCHRHERSHMGEKAY 

QCKECGKAFMCPRYVRRHERT 

HSRKKLYECKQCGKALSSLTSF 

QTHJR\MHSGERPYECKTCGKG 

FYSAKSFQRHEKTHSGEKPYKC 

KQCGKAFTRSGSFRYHERTHTG 

EKPYECKQCGKAFRSAPNLQL 

HGRTHTGEKPYQCKECGKAFR 

SASQLRJHRRJHTGEKPYECKK 

CGKAFRYVQNFRFHERTQTHK 


20097 


50465 


A 


20213 


3 


2413 
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SEQ M) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ 11) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20098 


50466 


A 


20214 


1 


2124 


MGKNTPM1QLSPPGPFHNSEYR 

FPVLSVSAFLLYTCEMFQDPVA 

FEDVAVIFTQEEWALLDISQRK 

LYREVM LETFRNLTSLG KRWK 

DQNIEYEHQNPRRNFRSL1EEK 

VNEIKDDSHCGETFTPVPDDRL 

NFQEKKASPEVKSCESFVCGEV 

GLGNSSFNMNIRGDIGHKAYEY 

QE YG PKPCKCQQPK KAFRYRPS 

FRTQERDHTGEKPNACKVCGK 

TFISHSSVRRHMVMHSGDGPY" 

KCKFCGKAFHCLRLYL1 H ER1H 

TGEKPCECKQCGKSFSYSATHR 

IHKRTHTGEKPYEYQECGKAFH 

SPRSYRRHER1HMGEKAYQCKE 

CG K. AFTCPR Y VRJ H ERTHSRKN 

LYECKQCGKALSSLTSFQTHVR 

LHSGERPYECK1CGKDFCSVNS 

FQRHEKIHSGEKPYKCKQCGK 

ALPHSSSLRYHVRTHTGEKPYE 

CKQCG KATHNG EKPY ACKECG 

KPFGSAQNLRJHERTQTHIMHS 

VERPYKCKICGRGFYSAKSFQI 

H EKS YTG EKPYECK.QCG KAF V 

SFTSFRYHERTHTGENPYECKQ 

FGKAFRSVKNLRFHKRTHTGE 

K/PL*IHEKTHTGRKHYECKQC 

GKAFTSSSSFQYHERTH/S/GEK 

PYQCKQCAKAFISSTSFQYHER 

THMGEKPYECMPSGKAFISS\SS 

LQ YH ERTHTG EKPYE YKQCG K 

AFRSASHLQMHGRTHTGEKPY 


20099 


50467 


A 


20215 


23 


265 




20100 


50468 


A 


20216 


40 


470 




20101 


50469 


A 


20217 


235 


392 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
rnrlrtn fnr oentide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^lJqknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


20102 


50470 


A 


20218 


7 


1439 


EGADKMATSVGHRCLGLLHGV 

APWRSSLHPCEMTALSQSLQPL 

RKLPFRAFRTDARKIHTAPART 

MFLLRPLPILLVTGGGYAGYRQ 

YEKYRERELEKLGLEIPPKLAW 

SLGSVALYKSVPTRLLASRAWG 

RLNQVGAAHTGLRRPRPTSL\YI 

WTFGVNMKEARVEDLHHYRN 

LSEFFRRKLKPQARPVCGLHS/V 

GEA*PFPPAGNRTFSCLPSTAPL 

VSSVSGRGRMTRGGGGCLLGG 

G DP A L PG S K PL LPFQI S PSDG RI L 

NFGQVKNCEVEQVKGVTYSLE 

SFLGPRMCTEDLPFPPAASCDSF 

KNQLVTREGNELYHCVIYLAPG 

DYHCFHSPTDWTVSHRRHFPGS 

LMSVNPGMARWIKELFCHNER 

VVLTGDWKHGFFSLTAVGAT\ 

NWGSTRJYFDRDRNTNNPRHSK 

GSYNDFSFVTHTNREGVPMRK 

GEHLGEFNLGSTIVLIFEAPKDF 

NFQLKTGQKIRFGEALGSL 


20103 


50471 


A 


20219 


170 


1144 


ARTRRLAPSPGCRRGPAVKKM 

RHEELLTKTFQGPAVVCGTPTS 

HVYMFKNGSGDSGDSSEEESH 

RVVLRPRVKERHKSGVHQPPQ 

AGAGDVVLLQRELAQEDSLNK 

LALQYGCKHSE*LTMA/NVADl 

KKVNNFIREQDLYALKSVKIPV 

RNHGILMETHKELKPLLSPSSET 

TVTVELPEADRAGAGTGAQAG 

QLMGFFKGIDQDIERAVQSEIFL 

HESYCMDTSHQPLLPAPPKTPM 

DGADCGIQWWNAVFIMLUGIV 

LPVFYLVYFKIQASGETPNSLNT 

TVIPNGSMAMGTVPGQAPRLA 

VAVPAVTSADSQFSQTTQAGS 


20104 


50472 


A 


20220 


1 


626 


RYSSTLTRPWTQTPRTRASPHS\ 

PVAGALTARPSPPRPTKPSRAG 

VHASRRPPQDLGPIGKGSAKTK 

GPRHQRKHHESITPPSRSPTKEA 

PPGLNDDAQIPASQESVAPLWIP 

VTAP*AHRVLSSCEFGAAFESA 

GEEEG EG E VS ASQ A A VQA\GTQ 

TRR*GATSAPCGPVPEGASVPA 

L*AAGAAGRAEAERPPCVPAQ 

AVGLSGQPLS 
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SEQID 
NO: 


SKQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SKQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


20105 


50473 


A 

~*j * ** 


20221 


2492 


4619 


WHSWRQQGWGAHLGSSATGP 

GC*QGRPTCVMRPAGT/TRPGE 

APIGSGTGAVEMPAREPGDEKP 

PAPFP*QRHFVPRAHLLFGTAL 

RSLPELMRRAVRNPRHHLSAEE 

SLLFSLPGSPWKGWSSWNGQA 

PPLAPPAQGPLLPVPLSAGPGV 

AGERTVPSSPRWWRPHLFLAPT 

APSPPPCPTVSAPGHLLGVAQK 

PDCHPPASQRPRRHPLPFLPGEA 

FAE/SAANS*ISSISASFtFS*SSS 

WSLDVSTKSSLPPLHLPTLTSRV 

PGKFSALLSQFSASFSSHGLPSE 

SVAIGTCST/PGERAHSRQTCGP 

GSSAQS*GQEEGQCPQCRDSAG 

TCGRPRCSRHPAGHAGSEPRPL 

QRRSLHCSHTG*GAGIGHKART 

CGRKAPPRCPSETGHHSGVGY* 

PWRQSQQPAARGRARCGRPCP 

GACPAMAPQTQSEEGRRAPR/T 

N PA V PS EPA RP/ST AG PRAG A S V 

PPSPGPRGPAGPGAPS\AGRRRR 

APGATACSGGAVESG*PSL/GSA 

LSAQVAPEAARAPA*GPGQAA 

GAREEGPAWPCRSPP\GPGPSQC 

A ALPQ K/G S A L RSGG RRTLG PL 

LSHPSFK1LLAGSGGVLDNSTSS 

ERSRATRSSICRPVVSESWTNN 

NGGDTGG\SSCDFYSPGPADGL 

SQGHSSDHTNLLLVLSSQKRHF 

PA*ALVQPHPAPSPTGTEPWPP 

AGPRTVPRPPSASSVAPSCWWV 


20106 


50474 


A 


20222 


103 


538 


PQLSLPLLSIRDRRRPSKCANLT 

LTLTVAARHGLQSLGKVGISRR 

MPPPANLPSLKAENKGNDPNV 

N I VPKDGTG WA S KQEQH EEEK 

TPEVPPAQPKPGVAAPPEVAPA 

PKSWASNKQGGQGDGIQVK*Q 

FQQEFPSLQAAGDQK 


20107 


50475 


C 


20223 


1 


569 




20108 


50476 


A 


20224 


1 


1095 





2562 



WO 01/075067 PCT/US01/08631 



SEO ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540.2 1 7 


Nucleotide 
location of first 

rnrinn far npntiilp 

sequence 


Nucleotide location oflast 
codon Tor Inst amino acid 
of nenfirir trouencc 


Amino acid sequence < X=Unknown t 
*=Slop codon, /= possible nucleotide 

deletion. \=no^«tihle nucleotide inverlinnt 


20109 


50477 


A 


20225 


1 


1970 


MWKGFT1LDSFKNISDSWEDVR 

ISTLTGVWK.KLSVTLMDDLEEF 

KTSVEEITLTQRKLFFVMESPV 

GPISPPQPPSVSAWNKPLTSFGS 

APSSEGAKNGQESGLEIGTDTIQ 

FGAPASNGNENEVVPVLSEKSA 

DKIPEPKEQRQKQPRAGPIKAQ 

KLPDLSPVDNK\EHKPGP1GKER 

SLKNRKVKDAQQVEPEGQEKP 

SPATVRSTDPVTTKETKAVSEM 

STEIGTMISVSSAEYGTNAK.ESV 

TDYTTPSSSLPNTV ATNNTKM E 

DTLVNNMESARKAWENSPNVR 

EKGSPVTSTAPPIATGVSSSASG 

PSTANYNSFSSASMPQIPVASVT 

PTASLSGAGTYTTSSLSTKSTTT 

SDPPNICKVKPQQLQTSSLPSAS 

HFSQLSCMPSLIAQQQQNPQVY 

VSQSAA/ATLTTACLS* WSTAQI 

PAFYMDTSHLFNTQHARLAPPS 

LAQQQGFQPGLS\RSQPAFMQS 

SLSQPSVVLSGTAIHNFPTVQH 

QELAKAQSGLAFQQTSNTQPIP! 

LYEHQLGQASGLGGSQLIDTHL 

LQVTVPLPASQLSLPNFGSTGQ 

PLIALPQTLQPPLQHTTPQAQA 

QSLSRPAQVSQPFRGLIPAGTQ 

HSM1ATTG1CMSEMELKAFGSGI 

DIKPGTPPIAGRSTTPTSSPVSGL 

LLQVRTASPAK 


20110 


50478 


A 


20226 


260 


8485 


VSTEMSEKSGQSTKAKDGKKY 

ATLSVLFNTSKGKSLETQKTTVA 

ARHGLQSLG K. VGI S R\RM PPPC * 

PPKFLKPE*QRANDPNVMVPK 

DGTGWASKQEQHEEEKMPEVP 

PA\QPKPGVAAPPEVAPAPKSW 

ASNKQGGQGDGIQVNSQFQQE 

FPSLQAAVDQEKK\EKETNDDN 

YGP*PSLRPPNVACWRDGGKA 

AGSPSSSDQDEKLPGQDESTAG 

TSEQNDILKVVEKRJACGPPQA 

KLNGQQAALASQYR 


20111 


50479 


A 


20227 


330 


485 


RQGDRVSLCCLGRS*TPGLK*F 
SHLDLLNCWDYRCETVHLAEI 
AQVSEKQI 


20112 


50480 


C 


20228 


1189 


1413 





2563 



WO 01/075067 



PCT/USO 1/08631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \-possible nucleotide insertion) 


20113 


50481 


A 


20229 


1 


407 


MPFSLADCDSQHCLLFAVVDL 

GTAKATSCMSDTFDFYSSSGNS 

ANLKEGGKSPPAGPGKGPRGA 

QKRKYSGPWNRKESCKKHEGV 

KGAEGRGGTVASVRES/REPRF 

KMAAFSMHPC*RLSRHRGHLA 

QRCFCFCR 


20114 


50482 


A 


20230 


1 


408 


HMDLAQPSQPVDELELSVLERQ 

PEENTPLNGADEVFPSLDEEVPP 

AEANK£SPWSSCNKNVVGRCK 

LWMHTSIFLGVITVII1GLCLAA 

VTYVDEDENEILELSSNKTFFIM 

LKIPEECVAEEELPHLLTERL**S 

L**HLGKWR**SST/GLHLPTTF 

LLQELQGLSLLASAGGTSSSKE 

GKTSSAPLRGVFSSGCRSSTESS 

SSSTGCEGWARSM 


20115 


50483 


C 


20231 


144 


383 




20116 


50484 


A 


20232 


1 


530 


AKDSESRRMLRGYNPQQMSEG 
HRQKSEFYNRTASESNVYLNSF 
HYPDHSYKDQAFDTLSLDSSDS 
METSISACSPDNISVSASTSNIARI 
EEMERLLKQAHAEKTRLLESRE 
REMEAKKRALEEEKRRREILEK 
RLQEETSQRQKLIEKEVKIRERQ 
RAQARPLTRYLPVRKEDFDL 


20117 


50485 


B 


20233 


10 


543 




20118 


50486 


A 


20234 


370 


556 




20119 


50487 


A 


20235 


3 


3160 


TELQQLGQKTADGSPGLKRAL1 

FALNFHSSPPGKDMAAVQRTL 

MALGSVAVTKDDGCYRGEPS 

WFHRKAQQNRRGFSEEQLRQG 

QNVIGLQMGSNKGASQAGMTG 

LSDPTPWTAHLGMYVQGNAKF 

VSPVRRIVVHEYYNSQTFDYDI 

ALLQLSIAWPETLKQLIQPICIPP 

TGQRVRSGEKCWVTGWGRRH 

EADNKGSLVLQQAEVEL1DQTL 

CVSTYG11TSRMLCAGIMSGKR 

DACKKRKLGTERPGTQAAP 


20120 


50488 


A 


20236 


231 


873 


KKFRALGSVGPGFRASGVQVA 

DEV\CR1F\YDMKVR\KCS\TPEE 

DQDKERSAVIRCLSADKKCHV 

E\EG\K£ILVGDVGWNP*TDPF\R 

HFVG\MLP*ftKIVRYAFVMDGK 

LLETKG FQK RKSLM FFF V/W A P 

EL\APLKJC*K*SYCKLQGMAFK 

KNFQG1KHECQA\NGPEDLNRA\ 

CIAEKLVGGSLIVAFEGCPCVDH 

HSVPQIEKLPMFNCYPLAI 



2564 



WO 01/075067 PCT/USOl/08631 



S£Q ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possiblc nucleotide insertion) 


20121 


50489 


A 


20237 


915 


1255 


GHGQKPAGKKKKILAVRSGSEP 

AGGFQGY/RGGHGTAS/GSPGD 

DDSPGALWEQSPGPL*AWPGA 

VSEEPMVCAEPVQEQSGPQLPP 

PRHSRSPSGDSGQPGVPAERRRJ 

MGMADA 


20122 


50490 


A 


20238 


3 


227 


LLMDTF/FQIVIYL/GETIAQWR 
KAGYQDMPEYENFKHLLQAPL 
DDAQEILQARFPMPVKLRIQPG 
NATVSDCVQNV 


20123.-, 


50491 •- 


A 


20239 


1 - 


642 


RRDT1ARNWANVQSQVRJHIEQ 

AFDQE A A A\ VLMA RLGWFE PK. 

SKEGPDVLRWLDRQLIRLCQK.F 

GQYTKEDPTSFRLSDSFSLYPQS 

MFHLRRSPFLQVFNNSPDESSY 

YRHHFARQDLTQSLIMIQPILYS 

YSFHGPPEPVLLDSSVRFPMPRYI 

NTEHGGSQARFLLSKVNPSQTH 

NNLYAWGQETGAP1LTDDVSL 

QVFMDHLKKLAVSSAC 


20124 


50492 


B 


20240 


20 


277 




20125 


50493 


A 


20241 


1 


3030 





2565 



WO 01/075(167 



PCT/US01/08631 



SEQID 


SEQ ID NO: 


Met 


SEQID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


or peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 






codon for peptide 
sequence 


nf r\Ahti/l a CAAiiikn^A 

Ol pcpiiuc actjuciicc 


deletion, \=possible nucleotide insertion) 


20126 


50494 


A 


20242 


I 


2677 


MAEVKVKVQPPDADPVEIENRJ 

IELCHQFPHGITDQVIQNEMPHI 

EAQQRAVAINRLLSMGQLDLL 

RSNTG LL Y RJ KDSQN AG KM KG 

SDNQEKLVYQIIEDAGNKGIWS 

RDIRYKSNLPLTEINK1LKNLES 

KKL1KAVKSVALGIPAGCSVCP 

KCG ASNHLSARFCGSCG 1C VKS 

LVKLSLDRSLALAAEEPRPFSES 














LNIPLPRSDVGTKRDIGTQTVGL 














FYPSGKLLAKKEQELASQKQR 

QEKMSDHKPLLTAISPGRENIG 

ENLQVIGLVKNFLSNIPQAPAT 

QAKMGKWDPRQRGAQSPLIFL 

YVVDTCLEEDDLQALKESLQM 

SLSLLPP\DALVGLITFGRMVQV 

HELSCEGISKSYVFRGTKDLTA 

KQIQDMLGLTKPAMPMQQARP 

\AQPQEHPFASSRFLQPWHKID 

MNLTDLLGELQRDPWPVTQGK 

RPLRSTGVALSIVAVGLLEGTFP 

NTGVAR1MLFTGGPPTQGPGMV 

VGDELKIPI\RSWHDJ\EKDNARF 

\MKKATKHYEMLANRTAANGH 

CI DI Y ACA LDQTGLLEMKCC AN 

LTGGYMVMGDSFNTSLFKQTF 

QRJ FTKDFNG DFRMA FG ATLDV 

KRVQVGERGREAKNKLWTVH 

AHSSWRALNTGLRSFDF1PGTV 

REP VK 1 LG RRLTSDLQI RN S PLE 

AAVQGGVSKTVSTVSLAHAMR 

A HPHLLM EDLR I L V IDLDPQSS 


20127 


50495 


B 


20243 


453 


3318 




20128 


50496 


A 


20244 


2 


1367 





2566 



WO 01/075067 PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
O9/S40.2I7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*-Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


20129 


50497 


A 


20245 


1 


1459 


M LEG K YG PPPGS FQTR RTA L A R 

SHTNTSPSTSPAANRLNALG1GE 

RDASPSWLGETQDQVKRQPGL 

SGSRKIPRCAMTYGSLGQQAA 

QAAGVHAPNVFVASLLCQFLQ 

FVYRNSMGWTGGADFSYSCQE 

GETKELWSSGHHLKACRAVAF 

SEDGQSEYWGRQPAMWWTCGA 

VSSTMTLGTFSPEL1TVSKDKAI 

HVLDVEQGQLERRVSKAHGAP 

INSLLLVDENVLATGDDTGG1C 

LWDQRKEGPLMDMRQHEEY1A 

DMALDPAKKLLLTAVTYCSTLY 

SGDGCLG1FNIKRRRFELLSEPQ 

SGDLTSVTLMKVQLVMWGKK 

VACGSSEGTIYLFNWNGFGATS 

DRF A LRA ESI DC M V P VT ESL LC 

TGSTDGVIRAVNILPNRVVGSV 

GQHIGEPVEELALSHCGRFLAS 

SGHDQRLKFWDMAQLASCGG 

G*LPSAQKKGRTTAGSEQQDLE 

HR*LLRRTEARGRSLHGSQKKR 

RRLGMTVTEGMN 


20130 


50498 


A 


20246 


221 


847 


RHIFSFFSGHVLAVSLGKF1FEST 

LFPS ERA A RRRRRP VQQ WP RFK 

ARDLRGKJCKEELLKQLDVDLKV 

E A V/SQLRV A K V TG R\ A ASKLS 

K1R\VVRKSIARVLTVI\NQTQKE 

NLRKFYKGKKYKPL\DLR\P*GR 

HRAMRPPASNQARRENLEGPK 

EAGSGKGAAFTRCGK*RGSRA 

LRGRLCQ*KHKENLKTKKQQR 

KERLYPLRKYAVKA 


20131 


50499 


A 


20247 


1 


415 


FFFF FECG * S FTN SFS VTI HRR1 H 

NGEKSYECSDCGKSFNVLSSVK 

KHMRTHTGKKPYECNYCGKSF 

TSN S YLS V HTRM HN/TAN VN SI 

TVGKAFIDLSCLR*HEQTLTRC 

MN H LLLCN K LPPK I L WLQTKTL 

VISKFL 



2567 
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SEQ ID 


SEQ 10 NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unkno\vn, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /-possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, V=possible nucleotide insertion) 










sequence 






20132 


50500 


A 


20248 


196 


1768 


RRSVLLPGCPVAVGVTGWRLSS 

CPQLPLCLPCSQPLSEKDTQRA 

ESWLMSS*KAG/YKGLVTFEDV 

AVEFTQEEWALLDPAQRTLYR 

DVMLENCRNLASLGNQVDKPR 

LI SQLEQEDK VMTEERG 1 LSGTC 

PDVENPFKAKGLTPKLHVFRKE 

QSRNMKMERNHLGATLNECN 

QCFK VFSTKSSLTRHRK YSI LGE 














RPYGCSECGKSYSSRSYLAVHK 


I t . 












RJHNGVKPYECNMCGKTFSSRS 

YLTVHKRJHNGEKPYDCSYCG 

KTFSNS*YLRPHLRIHTGEKPYK 

CNQCFREFRNQSIFTRHKRVHT 

GEGHYVCNQCGKAFGTRSSLSS 

HYSIHTGEYPYECHDCGRTFRR 

RSN LTQH I RTHTG EKP YTCN EC 

GKSFTNSFCLTIHRRIHNGEKSY 

ECSDCGKSFNVLSSVKKHMRT 

HTGKKPYECNYCGKSFT1GQGD 

GFEIVLPPPQLQQLIKAFFLGNT 

HCLSDRLSVQCIHYSIRYLHLNI 

HYLHYSIHYLHYSICYLHYSIM 

DPPQQSPHPLQHPLQNPLQ 


20133 


50501 


A 


20249 


2 


408 




20134 


50502 


A 


20250 


1 


280 




20135 


50503 


A 


20251 


2 


469 


RG I REGEEFDVDLAGME VA VG 

GWGRGLWLHRHQAGIRGQSLG 

WRCRPWVGAGGVQAASERPD 

LAGSIMGPEVGALRRASPVIVIQ 

SQAGAFLSSNTTCQQFRDPGFR 

GRYPASPHTLSLPPETAHL*LLL 

CLPAAGVLPHTWPLLDRQGWH 

RGHAR 1 



2568 
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SEQID 
NO: 


SEQII) NO: 
or peptide 


Met 
hod 


SEQ II) NO: 

in USSN 

AQ/c^A 217 


Nucleotide 
location of first 

rrwlnn finr r\t+r\t itl 
CUUUII l\JT |/v|IIIUC 

sequence 


Nucleotide location of last 
codon Tor last amino acid 

Ol pcjJllUC aC*|UCll*-t 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 

uciciiuh, v- puoMDic DUficuiiuc insertion) 


20136 


50504 


A 


20252 


1 


1762 


FRMAAPLVLVLVVAVTVRAAL 

FRSSLAEFISERVEVVSPLSSWK 

RVVEGLSLLDLGVSPYSGAVFH 

ETPLIIYLFHFL1DYAELVFMITD 

ALTAI ALYFAIQDFNKVVFKKQ 

KLLLELDQYAPDVAELIRTPME 

MRYIPLKAALFYLLNPYT1LSCV 

AKSTCAINNTLIAFFILTTIKGKA 

LKGEYKGSAFLSAIFLALATYQ 

SLYPLTLFVPGLLYLLQRQYIPV 

K M KSKAF WIFS WE Y AM M Y VG 

SLVVIICLSFFLLSSWDFIPAVYG 

FILSVPDLTPNIGVLFWYFFAEM 

FEHFSLFFVCVFQINVFFYTIPLA 

1KLKEHPIFFMFIQIAVIA1FKSYP 

TVGDVALYMAFFPVWNHLYRF 

LRNIFVLTCIIIVCSLLFPVLWHL 

WIYAGSANSNFF*GITLTFNVG 

QLPHELFIMVPEGGGPGALMA 

AIERNVDRAVPGGSAERDPIER 

STLHILLISDYFYAFLRREYYLT 

HGLYLTPQGIAPEAMLVLQSRP 

GWHRASWTLRGLVGPEAGPKL 

SSPELPAGECLGRRGSSPRVTSS 

LVPKRJDPWLTDSKAYGEELGA 

PQLGPPPCGSAHQGAPSQTGRR 


20137 


50505 


B 


20253 


102 


406 




20138 


50506 


B 


20254 


200 


408 




20139 


50507 


B 


20255 


347 


458 




20140 


50508 


A 


20256 


2 


430 




20141 


50509 


A 


20257 


3 


567 




20142 


50510 


B 


20258 


1 


1317 




20143 


50511 


A 


20259 


928 


2067 




20144 


50512 


A 


20260 


2 


4498 


VH ELQSLSEMLKPE VLSPTVKG 

KLLTGIKSPRSYTPKPNPVTHVI 

STGIQKIWIGATVGSTEVSVAV 

TPDGYADAVRGDRFMMPAERR 

LPLSFVLDVLEGRAQHPGVLYV 

QKQCSNLPSELPQLLPDLESHV 

PWASEALVHKHHYENLYCVVS 

GEKHFLFHPPSDRPFIPYELYTP 

ATYQLTEEGTFKVVDEEAMEK 

VSVLFLGSREGEGQKPGSEEQA 

QK1WGVEAAVQRLGMLEAGIL 

PQEGRFQALAE1ADI 



2569 
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SKQ ID 


SIZQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09040,2 1 7 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possibfe nucleotide insertion) 


20145 


50513 


A 


20261 


3 


3137 


DTPAWHGDANRTFCAALEAARS 

DYLEFPPAARELCVPLAVPYLD 

KPPTPLHFYRDWVCPNRPCI 1 RN 

ALQHWPALQKWSLPYFRATVG 

STKVSV\AVTPDGYADAVERGI 

RF/M*LPVERRLPLSFVLDVLEG 

RAQHPGVLYVQKQCSNLPSELP 

QLLPDLESHVPWASEALGKMP 

DAVNFWLGEAV*VTFLHKDHY 

ENLYCVGSGEKHFLFHPPSDRP 














FIPYELYTPATYQLTEEGTFKVV 
DEEAMEKAEVSRTC 


20146 


50514 


A 


20262 


164 


1236 


AQSRRSRDRGQAFSNHHAAEH1 

TCTPGSGSGSRVSSGQAARRRL 

SGRAGLWAAVTNPPPHPTWLE 

VSRSAAATARAALCRRSACLLP 

RTPHLSAMISASRAAAARL/VG 

AAASRGLRAARHQIRSNQGTV 

VGIDLGTTNSCVAVMKKNVPF 

KIVRASNGDAW/VEAHGKLYSP 

SQIGAFV/LMKMKETAD**LFLS 

SEPPQPGQRAGFLQPSCCGAYY 

LYPWLRERQSS1LWSGGAAAPQ 

RKSG PLGRSDQPPPSPH V VGG F 

QKRCRHRSRSSLPSERLFAASYS 

SFIRHDKCQPSCSSPSRGAAASR 

GLRAARHQIRSNQGTVVGIDLG 

TTNSCVAVMKKNVPFKIVRAS 

NGDAWVRLMGNCILRVRLEHL 

CDEDERDCRLIVALPEGMEEPE 

FDYQNDMGNSQDLERRRGCAA 

EP WEEG VGQSL A L PL VS LC LKC 

RWYRSPCTQGQHPATFSGPAEG 

VISERSMLEHWHEEINQCKAYN 

EDVFSTMRTNPARJSSEAMAPA 

DIIDHSSQRPDFTSGKMLADEF 

GTASNIKSRVNAFQSWEPLHLY 

NKDSNL 


20147 


50515 


A 


20263 


216 


728 
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SEQID 

NO: 


SEQID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location or first 

^rwlrtn fnr rw*nfliftp 
luuun lur pc|tiiuc 

sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknoun, 
*=Stop codon, /=possiblc nucleotide 

dflptinn \=nft^?ihlp ntif lisitiflp invrrtinnk 


20148 


50516 


A 


20264 


1 


2519 


MAPSSRSGAGNTSTPGGCARAR 

APPGNAGVHSGTQTGAVRDTA 

FISPSSPGLFLSSEPPQPGQRAGF 

LQPSCCGAYYLYPWLRERQSS1 

LWSGGAAAPQRKSGPLGRSDQ 

PPPSPHVVGGFQKRCRHR1AQL 

FAVGALVCCLVLLHLSAMISAS 

RAAAARLVGAAASRGPTVAAR 

HQDSWXNGLSHEAFRLVSRRDY 

\AS\EAIKGAVVGI\DLGTTNSCV 

A VMEGMQAKWLEN AEG A KTT 

PS V V AFT A DG ERLGG M P AKRQ 

AVTNPNNTFYATKRLIGRRYDD 

PEVQKD1KNVPFKIVRASNGDA 

WVEAHGKLYSPSQ1GAFVLMK 

MKETAENYLGHTAKNAVITVP 

AYFNDSQRQATKDAGQISGLN 

VLRVINEPTAAALAYGLDK.SED 

KVIAVYDLGGGTFDISILEIQKG 

VFEVKSTNGDTFLGGEDFDQAL 

LRHIVKEFKRETGVDLTKDNM 

ALQRVREAAEKAKCELSSSVQT 

DfNLPYLTMDSSGPKHLNMKLT 

RAQFEG 1 VTDLI RRTI APCQKA 

MQDAEVSKSDIGEVILVGGMT 

RMPK VQQTVQDLFG RAPSKA V 

NPDEAVAIGAA1QGGVLAGDV 

TDVLLLDVTPLSLGIETVHGAVF 

SKLINRKTNIPTKKSQVFSTAAD 

GQTQVEIKVCQGEREMAGDNK 

LLGQFTLIGIPPAPRGVPQ1EVTF 

Dl DANG 1 V H VS AKDKGTG REQ 


20149 


50517 


A 


20265 


1 


168 


LERERRKRSRKELLNFYAWQH 

RESKMEHLR/QLRKKFEEDKQR 

IELLRAQRKFRPY 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


20150 


50518 


A 


20266 


3 


1085 


ARAGAEPQLPATPALPGGKMV 

ARSLAGLSSG*PGHPSPPISFPAI 

PIKFSEKQQASHYLYVRAHGIQ 

QGTKWREALGWP/SRMLTLGF 

P/PPCS/EESLSCLQSTCGLVQSV 

ELKFPDLPHPCTSCLAFSVPC*S 

SRTVSAGHLQGLPRLPSCFPTE 

GAPSPGLGAGSPGALLFRDLVP 

DVGRSPQPLTSLSLQGFQVAYV 

VFQKPSG Y S A A L A VG PKCQ A * 

GSPVSLAPFSSEWISDYADSVPD 

PGWRLREVPGAHRTMGSPSLQ 

EEAKAKEEEGVPDEEGWVKVT 

RRGRRPVLPRTEAASLRVLERE 

RRKRSRK\ELL\NFYAWQHSRE/ 

SKMEHS*GKCARSFEEDKQRIR 

ACCGPKRKIPDRN 


20151 


50519 


A 


20267 


2 


334 


SLQVQPFASLISKAPLSTPRLLIN 
KEKAGQSDPFLGMIMGLGGGM 
DFDSKKA/YAELLGWKKELEDL 
V RREHA S I DAQSG A G V PNPSTS 
ASPKKSPPPAKDEARTTEREKP 

Q 


20152 


50520 


A 


20268 


124 


407 


QSDPFLGMIMGLGGGMDFDSK 

KAY/RVRPRRGLGQPGMDRVR 

WERGHEGR*EEQAGASPPGNS 

DLLLHRRDVAWLGECDQGCLA 

LAELLGWKVRS 


20153 


50521 


A 


20269 


193 


458 




20154 


50522 


A 


20270 


55 


1165 


RDRAVGDSLKGFSTAPMAEPD 

PSHPLETQAGKVQEAQDSDSDS 

EGGAAGGEADMDFLRNLFSQT 

LSLG\SQKERLLDELTLEGVA\R 

YMQSERCSQSSSCLVGAGISTS 

AGIPRLFASPSTGLLLNNLEK*P 

SFPNP E A I F* DS A I FK KH\PEPFF A 

LAK\EL\YPGAVSRPTICS1ISCGL 

LERDKGGLLLR/CVKRREH*VT 

WERJAGVLEQEDLVEAHGTFYT 

SHCVSASCRHEYPLSWMKEKIF 

SEVTPKCEDC\QSLVKPD\1VFFG 

ESLGARFFSCYCSSDFLKV\DLL 

LWMGTSURDVAWLGECDQGC 

LALAELLGWKKELEDLVRREH 

ASIDAQSGAGVPNPSTSASPKK 

SPPPAKDEARTTEREKPQ 



2572 



WO 01/075(167 PCT/US01/0863I 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEO ID NO: 
in USSN 


Nucleotide 
location of first 

sequence 


Nucleotide location of last 
codon for last amino acid 

nf npnlirl^ crntif nee 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 

dplptinn \=?nnccihlf* nnrleAtirlf* invf»rtifin\ 


20155 


50523 


A 


20271 


-> 


357 


FGFNGCSKR1IKLQELSDLEERE 

NEDSMVPLPKQSLKFFCALEVV 

LPSCDCRSPGIGLVEEPMDKVE 

EGPLSFLMKRKTAQKLAIQKAL 

SDAFQKLLIVVLG/QDCLDHP*S 

TSVSVSK 


20156 


50524 


A 


20272 


696 


1123 


1PLKMMMFLQSLKSPQLSHQLR 

L*LPQEVEPSLTQQNFPAQTP/V 

PPMEAEPSPNQQEATVQASEPP 

KNIELSSQQMVPENIFPPTMENS 

NQLPEPPTEVVAQLPPRYEVTIP 

TQGQDQAQLSTLASVTLQPLDL 

GFIITPESTTEIELSPTMQETPTQ 

PPKEFVPQPPV/LSRESSEETGPL 

PVQQETSAESPEPTKDENPSPIQ 

♦EAAFSEISSQGSSWHQT 


20157 


50525 


A 


20273 


1 


727 


G1PAADR\EASLEL1KLDISRTFP 

N LCIFQQGGPYH DMLHSI LG A Y 

TCYRPDVGYVQGMSFIAAVLIL 

NLDTADAFIAFSNLLNKPCQMA 

FFRVDHGLMLTYFAAFEVFFEE 

NLPKJLFAHFKKNNLTPDIYL1D 

W1FTLYSKSLPLDLACRIWDVF 

CRDGEEFLFRTALGILKLFEDIL 

TKM DFI HM AQFLTRL PEDLPA E 

ELFAS1ATIQMQSRNKKWAQVL 

TALQKDSREM EKGSPSLRH 


20158 


50526 


A 


20274 


3 


435 


CGG1PKMEESAEYEAARHKRE 

KRMENINLAGSKRGKEDGKDS 

EFAAIENLPGFELLSDREKVLCS 

SLNLSPARYVTVKTIIIKDHLQK 

RQG1P/CQKPPS*LPGQSPKEKD 

FEFPHRKRLDLQGRVLKLRRFE 

SQGDAQTVCQPK 


20159 


50527 


A 


20275 


46 


513 





2573 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 



SKQ ID NO: 
of peptide 
sequence 



Met 
hod 



SKQ ID NO: 
in USSN 
09/540,217 



Nucleotide 
location of first 
codon for peptide 
sequence 



Nucleotide location of last 
codon for last amino acid 
of peptide sequence 



Amino acid sequence ( X=Unkno\vn, 
*=5top codon, /^possible nucleotide 
deletion, \=possibte nucleotide insertion) 



20160 



50528 



20276 



1084 



nqewkrsppitvakatqgayl 

nilkdtlraqkeqkegkeevih 

kgaklhpngyrmaqgsetlvaJ 

rggpcrsvepsaaspqelrgw 

weaqalkrwglmggvwvme 

vdpswlgaisaivsssasrllks | 

vwhipcphflllrpqlkeaqrr 

kxqleercrveesignavltw 

nneilpnwetmwcsrkvrdlwj 

wqgippsvrgkvwslaignelnj 

JTHELFDliCLARAKERWRSLSTG 
GSEVENEGLC VA VCAQQGH VG 
VMGFGSDEPSA VSPCEKGKSLA | 
AWLIFVDFRVGLQKSFQKRK 
ERESTKLQQL WS WCLMLTYFA 
AFEVFFEENLPKLFAHFKKNNL 
TPDIYLID/W*FRLLVGC 



20161 



50529 



20277 



60 



556 



edsemappapgpasggfgevyel 
jlfdvknafyigsyqqcineaqr f 
vklssperdverdvflyrayla 
rrdsi vaeldremsrsvdvtnt i 
tfllmaasiylhdqnpdaalra 
lhqgdslectamtvqillkldrJ 
ldlarkelkrmqdldedatlt 
qlatawvslatgg 



20162 



50530 



20278 



628 



ffyksvlaqkevrcvlde/ispl 
gppelkpvrmfadl/lphesrr 
dssvpelaekmsrsvdvptpps 
llmaasiylhdqnpdaalral 
hqgdslectamtmqdayyifq i 
emadkcsptllllngqaachm 
aqgrweaaegllqealdkdsg| 
ypetlvnlivlsqhlgkppevt 
nrylsqlkdahrshpfikeyqa i 
Ikendfdrlvlqyapsa 



20163 



50531 



20279 



884 



RKFGVVLDEIKPSSAPELQAVR\ I 

mfadylahesrrdsivaeldre 
msrsvdvtnttfllm aas! ylh 
dqnpdaalralhqgdslaecta 
mtvqillk\ldrl\dlark£lkr 
mqdudedatltqlatawwsl 
Katggeklqdayyifqemadkc 
sptllllngqaachmaqgrwe 
aaegllqealdkpphgcscerk 
lvspfmveteaqkspvckkvpcj 
hgppwagralgassldsgype 
tlvnlivlsqhlgkppevtnry 
lsqlkdahrshpfifceyqaken | 
dfdrjl vlq y a psa 



20164 



50532 



20280 



903 



20165 50533 



20281 



18 



2574 



WO 01/075067 PCT/US01/0863! 



SEQID 

NO: 


SEQ II> NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, Y=possible nucleotide insertion) 


20166 


50534 


A 


20282 


1 


1195 


MKHPN1NSALQAPHPFVPGRPH 

LVAGVAPPALSNHPQARATAA 

AGKPHPRCA E A AG 1 G L A CT A PG 

SH WLKMGELPLDIN IQEPRWD 

QSTFLGRAP\HFFTVTDPRNLLL 

SGAQLEASRNIVQNYRAGVVTP 

GITEDQLWRAKYVYDSAFHPD 

TGEKVVLIGRMSAQVPMNMTI 

TGCMLTFYRQGSKDEGHCRRG 

RSECLCSLRKTPTVVFWQWVM 

QSFNAIVNYSNRRW*HFPSLVR 

QLGT\AYVSAT\TGAVATALGL 

KSLTKHLPPLVGRFVPFAAVAA 

ANCFNIPLMRQRELQVGIPVAD 

EAGQRLGYSVTAAKQGIFQVVI 

SRICM A I PAMA 1 PPL1MDTLEKK 

DFLKRRPWLGAPLQVGLVGFC 

SIHISNLEPELRAQIHEQNPSVE 

VVYYNKGL 


20167 


50535 


B 


20283 


24 


51 




20168 


50536 


C 


20284 


1 


1182 




20169 


50537 


B 


20285 


1 


372 




20170 


50538 


A 


20286 


1 


4610 


ELAQNHSRPAPASAPGGGGGG 

DPNMATARTFGPEREAEPAKE 

ARVVGSELVDTYTVYIIQVTDG 

SHEWTVKHRYSDFHDLHEKLV 

AERKIDKNLLPPKXIIGKNSRSL 

VEKREKDLEVYLQKLLAAFPG 

VTPRVLAHFLHFHF\YET*V1HA 

A\LAEELFEKGEQLLGAGEVFAI 

GPLQLYAVTEQLQQGKPTCAS 

GDAKTDLGHILADFTCRLKYLK. 

VSGTEGPFGTSNIQEQLLPFDLS 

IFKSLHQVEISHCD 


20171 


50539 


A 


20287 


1 


4670 


MAAQRAAGATGGGGRGASAP 

GGGGGGDPNMATARTFGPERE 

AEPAKEARVVGSELVDTYTVYI 

IQVTDGSHEWTVKHRYSDFHD 

LHEKLVAERKIDKNLLPPKKIIG 

KNSRSLVEKREKDLEVYLQKLL 

AAFPGVTPRVLAHFLHFHFYEI 

NGITAALAEELFEKGEQLLGAG 

EV F A IG PLQL Y A VTEQLQQGKP 

TCASGDAKTDLGHILDFTCRLK 

YLKVSGTEGPFGTSN1QEQLLPF 

DLSIFKSLHQVEISH 


20172 


50540 


A 


20288 


2 


227 


ERFRPPIARVIDVSNGKVHVAE/ 
SCLEETGGLGVDIVLDAG\LDPP 
DSHCLFLKGATLAFLNDEVWN 
LSNVQQGRYL 


20173 


50541 


A 


20289 




487 





2575 



WO 01/075067 



PCT/US01/08631 



SEQID 
NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=UnUnown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 

i 


20174 


50542 


A 


20290 


2 


222 




20175 


50543 


A 


20291 


1 


296 


HLSPGKSV\LIMDGASA\F\GTIAI 

QLAHHRGAKVISTACSLEDKQC 

LERFRPPIARVIDVSNGKVHVA 

ESCLEETGGLGVD1VLDAGGYI 

FQHSSYIFT 


20176 


50544 


A 


20292 


353 


512 




20177 


50545 


A 


20293 


2 


396 


VRLYSKDDEPAVICLQLLPHKH 

DIITLLGVGGHWVTTEENLQLD 

PPDSHCLFLKGATLAFLNDEVW 

NLSNVQQCKYLS*QSFQLRILK 

DVMEKLSTGVFRPQSDEHIPVF 

E AR1\S LEI VEKNQG R*N KLHF 


20178 


50546 


B 


20294 


1 


1182 




20179 


50547 


A 


20295 


1 


1189 


PTRPDQWEQGAGSLTKDWKV 

A V VK VQ A VG A AQRQ VTM KG L 

YFQQSSTDEEITFVFQEKEDLPV 

TEDNFVKLQVKACALSQINTKL 

LAEMKMKKDLFPVGREIA\GIV 

LD VG SKVSFFQP\DDEV VGI LP\ 

LDS*KTPGL\CESLLRVHEPLLG 

FINPEKVTWYTEAAGSISGMGV 

RAYYSFLHLS/YLHLLSWGKSV 

LIMGGS/ASAFGTIAIQLAHHRG 

AKVISTACSLEDKQCLERFRPPI 

ARVIDVSNGKVHVAESCLEETG 

G LG VDIVLDAGVRLYSKDDEP 

AVKLQLLPHK.HDI1TLLGWGGH 

WVTTEENLQLDPPDSHCLRLK 

GATLAFLNDEVWNLSNVQQGK 

YLC1 LKDVMEKLSTG VFRPQLD 

EPIPLYEAKVSMEAVXQKNQGR 


20180 


50548 


A 


20296 


3 


115 


FFKFSFFNGC*S1KRQSQGQALD 
RDIICFVDICTKDC 



2576 



WO 01/075067 PCT/US01/08631 



SfcQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkhown, 
'-Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


20181 


50549 


A 


20297 


1 


1401 


MKEEELTRQIVLVQEAGKGVV 

RTKDGACAEVWQALEELEKGL 

CAG1VRVEGMAAAPPSYCFVAF 

PPRAKDGLVVFGK.NSARPRDE 

VQEVVYFSAADHEPESKVECT 

YISIDQVPRTYA1MISRPAWLW 

GAEMGANEHGWCIANEAINTR 

EPAAE1EALLGMDLVRIAGLER 

GETAKEALDVIVSLLEEHGQGG 

NYFEDANSCHSFQSAYLIVDRD 

EAWVLETIGKYWAAEKVTEGV 

RCJCSQLSLTTKMDAEHPELRS 

YAQSQGWWTGEGEFNFSEVFS 

PVEDHLDCGAGKDSLEKQEES1 

TVQTMMNTLRDKASGVCIDSE 

FFLTTASGVSVLPQNRSSPC1HY 

FTGTPDPSRSIFKPFIFVDDVKL 

VPKTQSPCFGDDDPAKKEPRFQ 

EKPDRRH EL YKA H EW ARA 1 1 ES 

DQEQGRKLRSTMLELEKQGL* 

AMEEILTSSEPLDPAEVGDLFY 


20182 


50550 


A 


20298 


1 


356 


QTPK1VADKDYSVTANS\KIVV 

VTAGVRQQEGESRLNLVQRNV 

NVFKFI1PQIVKYSPDCIIIVVSNP 

VDILTYVTWK/ARFRYLMAEKL 

GIHPSSCHGWILGAHGDSSVAV 

WSGVNLAG 


20183 


50551 


A 


20299 


1 


322 




20184 


50552 


A 


20300 


25 


1086 




20185 


50553 


A 


20301 


1 


864 




20186 


50554 


A 


20302 


13 


190 





2577 



WO 01/075067 



PCT/US01/08631 



SEO ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possib!e nucleotide insertion) 


20187 


50555 


A 


20303 


1 


1350 


MEKPKRLRWLWGPAPSSLLAE 

PAPEETHAADFVFSARJLLQRSP 

EPSLSWGGRALAEEQKAEGSSC 

GSAERLVAFAAKTRPYLSLCK 

MATLKEKLIAPVAEEEATVPNN 

KJTVVGVGQVGMACAISILGKS 

RAMEHTTAGAPYTPRQQTCQC 

NMMSLADELALVDVLEDKLKG 

EMMDLQHGSLFLQTPKIVADK 

DYSVTANSKIVVVTAGVRQQE 

GESRliNLVQRNVNVFKFIIPQIV 

KYSPDCII\!VVSNPRDI\LTYGT 

WKLSGLPKHRVIGSGCNLDSAR 

FRYLMAEKLGIHPSSCHGWILG 

EHGDSSVAVWSGVNVAGVSLQ 

ELNPEMGTDNDSENWKEVHK 

MVVESA\YE\AIQA*KGYTH\WA 

IGLSVA/EILNESMLKNLSRMHP 

VSTMVKGMYGIENEVFLSLP\CI 

\LNAGGLTSVINP\KVKDDEVAQ 

LKKSADTLWDI\QKDLKDL 


20188 


50556 


B 


20304 


1337 


1706 




20189 


50557 


A 


20305 


178 


344 




20190 


50558 


A 


20306 


2 


297 


TKMTVNMLHPRVTEEDIV/GQP 
M KCN LH MNG N V ITSDQPI L LRL 
SDSPSMKKESELPRRVNSASSS 
NPPAE VDPDTI LKALFKSSG AS 
VTTQPTEFKIKL 


20191 


50559 


B 


20307 


8 


478 




20192 


50560 


C 


20308 


146 


391 




20193 


50561 


A 


20309 


3 


735 


HRQKDARFRIKGKVQDAREML 

NSRKQQTTVPQKPRQVADARE 

KISLKRSSPAAFrNPPIGTVTPAL 

KLTKTIQVPQQKAMAPLHPHPA 

G M RIN V VNNHQ AKQN L Y\DLD 

EDDDGIASV\PTKQMKFAASGG 

FL\HHM\AGLSSSKLSMSKALPL 

TKVVQNDAYTAPALPSSIRTKA 

LTNMSRTLVNKEEPPKELPAAE 

PVLSPLEGTKMTVNNLHPRVTE 

EDIVELFCVCGALKRARLVHPG 

VAEVG 



2578 



WO 01/075067 PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of firs 1 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 

OI pep HUC SCqUCMvC 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
uciciiuiit wpu»ioic nuciconuc insertion^ 


20194 


50562 


A 


20310 


I 


1763 


ME1ASFVGPNVNTVGNLRPAQS 

AAGDGDEVQSVHSQRQDCQAT 

GSLSNGENNEKNAFTTYQQET 

KNTTTPQSVYFLGVNKMSSQH 

REGSRGTSPPLPVLACFELAVA 

RVGPRTPEVVRRSLAAEGAGSR 

GLDCFRLARRIKMAD1SLDEL1R 

KRGA\AAKGRLNARPGVGGVR 

SRVG IQQGLLSQSTRTATFQQR 

FDARQK1GLSDARLKLGVKDA 

REKLLQKDARFRJKGKVQDAR 

RDV*TFRKQQTT\VPQKPRQV\A 

D\ARER1QLGRGRSPAAFLNPPI 

GTGTPALKLTTTIQRMHVDPVG 

WILTTECFQVPQQKAMAPLHP 

HPAGMRINVVNNHQAKQNLY 

DLDEDDDGIASVPTKQMKFAA 

SGG FLHHMAG LSSSKLSMSVKA 

LPLTKVVQNDAYTAPALPSSIR 

TKALTNMSRTLVNKEEPPKELP 

AAEPVLSPLEGNKMTVXNNLHP 

RVTEEDIV\EVFCVCGGL/RRRA 

RLVPSGG*PKVVFCEKRDDAIT 

AYKKYNNRCLDGQPMKCNIAH 

MNGNVITSDQP1LLRLSDSP\SM 

KKESELPRRVNSASSSNPPAEV 

DPDTILKALFKSSGASVTTQPTE 


20195 


50563 


A 


20311 


1 


915 




20196 


50564 


A 


20312 




3238 


LDTDDDLNSDDYEYEDEAKLVI 

FPDHYEIALPNIEELPALVSECA 

RLLARCAWLCVSLKLSTLLTDD 

TGLLTVRNKEE VLA RSAKVTI A 

CDAVLSSKSPYRKQDPDTWEN 

ELP VSKY ANN LTQLDNG VRIPP 

SGWKCARCDLRENLWLNLTDG 

SVLCGKWFFDSSGGNGHALEH 

YRDMG\YPLAVKLGTITPDGAD 

VYSFQEEEPWLDPHLAKHLAH 

F\GID\MLHMHGTENGLQ\D\NDI 

KLRVSEWEVIQES 



2579 



wo 



01/075067 



PCT/US01/08631 



SEO ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in VSSW 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=llnkno>vn, 
*~Stop codon* /= possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


20197 


50565 


A 


20313 


2 


2716 


A E FRG I PRRRRRQTPRSG SG S A R 

SAPVRAEAMQRRGALFGMPGG 

SGGRKMAAGDIGELLVPHMPT1 

RVPRSG DRVYKN ECAFS YDSPN 

SEGGLYVCMNTFLAFGREHVE 

RHFRKTGQSVYMHLKRHAREK 

VRGASGGALPKRRNSKIFLDLD 

TDDDLNSDDYEYED\*AFLVIFP 

DHYEIALPNIEELPALVTIACDA 

VLSSKSPYRKQDPHTWENELPV 

SKYANNLTQLDNGVRJPPSGW 

KSARCDLRENLWLN 


20198 


50566 


A 


20314 


2 


322 




20199 


50567 


A 


20315 


1285 


3331 


GAGAPRDWRLRRRGGAALCLK 

VLFDVRSFPREAAALTPHRLLQ 

FPRSSESPGDQMMAAARLLPVP 

A G PQPLSFQA KLTFED V A V LLS 

QDEWDRLCPAQRGLYRNVMM 

ETYGNVVSLGLPGCKPDIJFHLE 

LRGISLGPVPEWG*EEPGPVE*L 

L/ENVETKGESQNTDLSPKPLIS 

EQTV1LG KTPLG RI DQENNETK* 

SFCLSPNSVDHREVQVLSQSMP 

LTPHQAVPSGERPYMCVECGK 

CFGRSSHLLQHQR1HTGEKPYV 

CSVCGKAFSQSSVLSKHRJllHT 

GEKPYERNRACISLYSE\PHLAH 

LSLfHTGEKPH*CLECPKAFTQL 

SHLIQHQRIHTGERPYVCPLCG 

KA FN HSTVLRSHQR VHTG EKP 

HRCNECGKTFSVKRTLLQHQRJ 

VHTREKPYTCSECGKAFNDRSV 

LIQHHN V HTREKP Y ECS ECG KT 

FSHRSTLMNHERIHTEEKPYAC 

YECGKAFVQHSHLIQHQRVHT 

GEKPYVCGECGHAFSARRSLIQ 

H ERI HTGEKPFQCTECG K A FSL 

KATLIVHLRTHTGEKPYECNSC 

GKAFSVRTQLLIQHQRJHTGEKP 

YECGECGGAFNQHGHLIQHQK 

SAQKSCDPWLTQE/CPFSQKLH 

VEPTSSLQPKRSLC*LYRKLFFG 

DSVSQNTsISRJCKHLACCSCGKTS 

ETTCF1FLNHLEV/HVGE*SYNC 


20200 


50568 


A 


20316 


1 


319 




20201 


50569 


A 


20317 


1 


2433 




20202 


50570 


A 


20318 


2 


293 


GELAGTQCTRGACPHSP*PLHR 

Q/HTTVTHITAFDPDSTGQQVW 

QDLLQDGQLDSPTGDGGSDWE 

MVGREVVPVLGPGVGGLVISRP 

CFHVRDPYPWG 



2580 



WO 01/075067 PCT/US01/086J1 



SKO ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
inUSSN 
09/n40 217 


Nucleotide 
location of first 

mrinn fnr rt^nfirlr 

sequence 


Nucleotide location or last 
codon Tor last amino acid 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /= possible nucleotide 

delation \— nr»Q^i hit* niirlpnfirfp incf*rt*rtnl 


20203 


50571 


A 


20319 


1 


537 


GGGTITRGWRGQFCRWQLNPG 

MYQHRTVIADQMRTLRSREV** 

HAQGHKFTVCLRREGQTVYQQ 

VLSLERPSVLRSWNWGLCGYF 

AFYHALYPRAWTVYQLPGQNV 

TLTCRQITP1LPHDYQVRPPHLY 

LPLPSLPQDLPLLETAWPARRG 

SHACNPNTLGGKAGGSRDQEIE 

TILANT 


20204 


50572 


C 


20320 


3 


170 




20205 v. 


50573 < 


A-- 


20321 


278 


1018 


R VG VSRRPEVRN WATRDCRAQ 

ERMTHCLLHGMGRAGAASLTP 

KPMSLISAYCGGLWLAAVAVM 

VQMAALCEGTGQSRISFLLSSA 

GAKKPMRDCCGMVSSGSLSSL 

KAAERTPGALFFSSSTPGRYYN 

YDSSSRPQSRSVMSDQVCWTV 

GVPEGLWP*EKGDTEVREEEEQ 

PERKMGFPWRWEVFPTQHVVR 

ALQTIFELNVQAFAGGAMGAV 

NGMQPHGVPDKSSVQSDEVW 

VGVVYGLAATMIQE 


20206 


50574 


A 


20322 


3 


627 





2581 



WO 01/075067 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


20207 


50575 

r2s&*±j % : 7." 


A 


20323 


270 


2945 


NTSSFKLSPTTGPPGRYLTTTGA 

RIWNRLARYLVSEGSGLGAIEV 

MGTQDPGNMGTGVPASEQ1SC 

AKEDPQVYCPEETGGTKDVQV 

TDCKSPEDSRPPKETDCCNPED 

SGQLMVSYEGKAMGYQVPPFG 

WRICLAHEFTEKRKPFQANNVS 

LSYMIKHIGMGLRYLQWRDRK 

THVEKKTPFJDMNKSVPPIQSYF 

WPLGGLRGGTSTRGWRGQFCR 

WQL'NPGKl YQHkTVI ADQFTVC 

LR\REGQTVYQQVLSL\ERPSVL 

RSWNWGLCGYFAFYHALYPRA 

WTVYQLPGQNVTLTCRQITPIL 

PHDYQDSSLPVGVFVWDVENE 

GDEALDVSIMFSMRN/GTGWW 

RRCPRGFVGMSPSVWSVGVQT 

VRGLLLHSSNPSKPLHDGLWLA 

RSSRAATTVNPH/CTAFDPG\RT 

GAAWWQDLLQDGQLDSPTGQ 

RTPTQKGVGIAGAVCVSSKLRP 

RGQCRLEFSLAWDMPRIMFGA 

KGQV H Y R R YTR VFG AG\G DA P 

PALSHYALCRYAEWEERISAW 

QSPWLDDRSLPAWYKSALFNE 

LYFLADGGTVWLEVLEDSLPEE 

\RAETSVTSAPTLRDYRRFG*LE 

GQEY\RMYNTYDVHFYASFALI 

MLWPKLELSLQYDMALATLRE 

DLTRRRYLMSGVMGTCEKEGT 

FIPHDIGGPRWMEPWASAFNAY 

\LIHDTADW\KDLNLKFVACRFI 


20208 


50576 


C 


20324 


123 


359 




20209 


50577 


A 


20325 


1 


259 


KPVGEKDTWSGMRTTGQLRPA 
HGVRLKANKDSLYKPILRQKK 
HFNSLHIPKALQKALPFKNKPK 
TQAKAGKVPKDRRR*TVSNITV 


20210 


50578 


A 


20326 


297 


585 




20211 


50579 


A 


20327 


182 


374 


PDFR1AAT*VVLDLDKSIKIVKX 
LKLTGFPYKIFKNTSFIKAC1SIY 
SH1YKSPYCLRKGMJCYL 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in IJSSN 
no/din in 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
ui pcpiiuc sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /^possible nucleotide 

f%£*t frit f\+% \— rk/\Oe ft It 1 * nili^luihN i n^A^i! n mV 

ucictinn, v— possiDic nucicuiiuc insertion) 


20212 


50580 


A 


20328 


1 


1267 


MAANRKDFIHRRCGPELSQSEA 

VPQGLCRAERSSALAMLSGSVP 

RRTQLRPCKGTQRRCRRGGEA 

DSGGEAVGGGAAERRSAAARR 

RGGRRRGGGEAVGGGAAERRS 

AAARRRRGGRRRRGGGEAGGG 

GAAEARRAAAARRAAAARRA 

AAARRAAAARRAAAARRJAES 

GGEAHSRGEAHSGGEAHSGGA 

GAERRRPRLHSPALKTHPGQSS 

EG H V E YKJLN H VEFE DQDDE A R 

VQYEGFRPGMYVRVEIENVPCE 

F VQN FDPL Y PI I LGG LGNS EGN V 

GHVQMRLKKHLWYKKILKSQ 

DPIIFSVGWRRFQTILLYYIEDH 

NGRQRLLKYTPQHIHCGAAFW 

DIVFMRTVWYLVSIPAFYNPVTS 

LLKPVGEKDTWSGMWTTGQL 

RLAHGVRLKTTKDSLYKNJHMI 

V ETDTYSDH EEINTS 


20213 


50581 


A 


20329 


66 


1414 


KEELYGDEEDLETGDVHKGKS 

GPDTQNEDVEKAKEEIDPDEEES 

AKKKHLDKKRKLKEMFDVEY 

DEGESTYFDDLKGEMQKQAQV 

N/RHTRFPPRAPRHVQLNHAEF 

EDQDDEARVQYEGFRPGMYVC 

VEIENVPCEFV*NLDPRYPIILG 

GLGNSEGNVGYVQVGPFAAYL 

VPEALWISPPSI1LPSHPPQMRLK 

KHRWYKKILKSRDP11FSVGWR 

R FQTI PLC Y 1 EDHNG RQRLLK Y 

TPQHVHRGAAFRSSSSSSSSSSS 

SSSSSSSSSSSSSSSSSSSSSSSSSR 

IAATGVVLDLDKSIKVVKKLKL 

TGFP Y K 1 FKNTS F I KGMFN S A LE 

VAKFEDAVIRTVSGIRGQIKRA 

L*APEGAFQDSLEDKLRMSDIV 

FMRTWYPVSIPAFYNPVTSLLK 

PVGEKDTWSGMWTTGQLRLA 

HGVRLKTNKDSLYKVLVVCVL 

VEMKPVLYRQ 
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SEQII> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQH> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


20214 


50582 


A 


20330 


4210 


5099 


AKDQKKHRKKNSGPKAAKKK 

KRLLQDLQLGD\EEDAWKRNP 

KAFVAFQSAVWMARSFHRTQD 

LKTKKHHIPVVD\RTPLEPPP1\V 

VVVMGPPKVGKSTL1*CLI\RNF 

TRQKLTE1\RGPVTIVSGKKLRL\ 

TIIDCGCDINMMIDLGNEVADLV 

LMLIDASFGFEMETFEFLNICQV 

HGFPKIMGVLTHLDSFKHNKQL 

KKTKKRLKHRFWTEVYPGAKL 

FYLSGMVHGEYQNQEIHNLGH 

FITVMKFRPLTW 


20215 


50583 


A 


20331 


56 


467 




20216 


50584 


A 


20332 


282 


452 




20217 


50585 


A 


20333 


1 


1356 




20218 


50586 


A 


20334 


80 


1096 


GLGVRVLRCPGVYRGPCTRAA 

YLGWLWTTLSPYCCLRSADMN 

PIVLVHGGGAGPISKDRKERVH 

HGMVRATTVGYGILREGGSAV 

DAVQGAVVALEDDPEFNAGCG 

SVLNTNGEVEMDASIMDGKDL 

SAGAVSAVQCIANPIKLARLVM 

ENFPHCFLTDQGAAHFAGAMG 

VPEIPGKKLVTERNKKRLEKEK 

HEKGAHKTDCQKNLGTVGAV 

ALDCKGNVAYATSTGGIVNKM 

VGRVGDSPSLGAGGYADHDF* 

AVSTTGHGE\SFLKVNLARLTLF 

HIEQGKTLEEAADPIG/CG* MKS 

RVKGLGGLIVVSKTGDWVAK 

WTSTSMPWAAAKDGKLPLRN 


20219 


50587 


A 


20335 


1 


1416 




20220 


50588 


A 


20336 


~» 


277 
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SEQID 
NO: 


SEQID NO: 
of peptide 


Mel 
hod 


SEQ 10 NO: 
in USSN 
09/540 217 


Nucleotide 
location of first 

sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 

deletion Vssnnccihl^ mirlnilid^ incj*rtinni 


20221 


50589 


A 


20337 


235 


2811 


VKMEAPLRPAADILRRNPQQD 

YELVQRVGSGTYGDVYKARNV 

HTGELAAVKIIK.LEPGDDFSLIQ 

QE1FMVKECKHCNIVAYFGSYL 

SREKLWICMEYCGGGSLQDIYH 

VTG PLSELQI A Y VCRETLQG LA 

YLHTKGKMHRDIKGANILLTD 

HGD VKL A DFG V A A K1TATI A KR 

KSFIGTPYWMAPEVAAVEKNG 

G YNQLCDI WA VGITA 1ELGELQ 

PPMFDLHPMRALFLMSK.SNFQP 

PKLKDKTKWSSTFHNFVK1ALT 

KNPKKRPTCLKDF* HHTFW AQ 

PGLSRALAVELLDKVNNPDNH 

AHYTEADDDDFEPHAIIRHTIRS 

TNRNARAERTASEINFDKLQFE 

PPLRKETEARDEMGLSSDPNFM 

LQWNPFV* W WQITGKSTSKR\A 

IPPPLPPKPRISSYPEDNFPDEEK 

ASTIK.HCPDSESRAPQILRRQSS 

PSCGPVAETSS1GNGDGISK.LMS 

ENTEGSAQAPQLPRKNDKRDFP 

KPAINGLPPTPKVLMGACFSKV 

FDG CPLK1NCATS W1HPDTKDQ 

YIIFGTEDGIYTLNLNELHEATM 

EQLFPRKCTWLYVINNTLMSLS 

EGKTFQLYSHNLIALFEHAKKP 

GLGCP1FQTHRFPDRILPRKF A L 

TTKIPDTKGCHK\CCIVRNPYTG 

HKYLCGALQSGIVLLQWYEPM 

QKFMLIKHFDFPLPSPLNVFEM 

LVIPEQEYPMVCVAISKGTESN 


20222 


50590 


C 


20338 


365 


389 




20223 


5059) 


A 


20339 


1 


350 


FDVTELCGQWLSRGGEIEGFRL 

SAHCSCDSRDNTLQVDINGFTT 

GRRGDLATIHGMNRPFLLLMA 

TPLERAQHLQSS/RAPCCVPQAL 

EPLP1 VYYVGRKPKVEQLSNMI 

VRSCKCS 


20224 


50592 


A 


20340 


1 


708 




20225 


50593 


B 


20341 


229 


1249 




20226 


50594 


B 


20342 


49 


375 




20227 


50595 


A 


20343 


42 


305 


G ARA HA P VL VQEEDLHG PH PL 
RPERL/PSVPSGRSSPPASR/PVG 
PGG/DQLRPSPDRQQQ VSGM E 
WC/PWSGRSPGLSPTVGPRGGC 
HPTST 


20228 


50596 


B 


20344 


8 


1990 




20229 


50597 


A 


20345 


1 


1512 
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SEQIl) NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


20230 


50598 


A 


20346 


1 


1663 


SGRDRRGRAWRKRNREPPTRG 

RSPDPQGPSARPLPSLGARJSAA 

DRLSGLAARLIGNSRPVAGANA 

GVGPDLSHAGLVPTCARRLRR 

KNGLGRRRRRPPPSPPRPSLESS 

SRLTTLGTSQPLKFNFFPCDLR! 

FOTFNC\WGI\PVL*AKHR\AnR 

MRRFGRPF*TQESFDLALLEEV 

WSEHDFQYLRQKLSPTYPAAH 














HFRSG1 IGSGLCVFSKHPIQELT 














QHIYTLNGYPYMIHHGDWFSG 

KAVGLLVLHLNGMELNAYVTH 

LHAEYNRQKDIYLTHLVG\QA 

WELAQFIHHTSKKADVVLLCG 

DLNMHPEDLGCCLLKEWTGLH 

DAYLETRDFKGSEEGNTMVPK 

NCYVSQQELKPFPFGVR1DYVL 

YKAVSGFYISCKSFETTTGFDPH 

SGTPLSDHEALMATLFVRHSPP 

QQNPSSTHGPVAERSPL/MCVCL 

KEALDGSLGLGMA\QARWWA\ 

TFA\SYVIGLGL\LLLALLCVLA 

AGGGAGEAAILLWTPSVGLVL 

WAGAFYI FHVOFVNCiF YRAO 

AELQHVLGRAREAQDLGPEPQ 

LYALL\LGQQEGDRTKEQ 


20231 


50599 


A 


20347 


175 


544 


RLRCQKGIPPSLRGRAWQYLSG 

GKVKLQQNPGKFDQVLDMSPG 

DPTWLDVIERDLHRQFP\FHEM 

FVS/RGGH/GOODLFRVI DAYT 

LYRPEGSYCKTQAPIAAVLLMH 

MP\AEQAFWCLVQICEKYL 


20232 


50600 


A 


20348 


1 


434 


CAAGIRHELRRRARLGWRTAT 

ERMGRACPRPGKACREPGRA* 

ARALTPQPPTNSALSGLTRRPT 

ASPS\PHRQVRLDRGLAGRQGR 

AGGSTPGGAEAEGVOVAGHAO 

AMVVAAARDACPPQHVPPKDS 

A PKDS APQDLAPQ VS AH 


20233 


50601 


A 


20349 


3 


510 
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SEQID 
NO: 


SKQ ID NO: 
of peptide 


Met 
hod 


SfcQ ID NO: 
in USSN 


Nucleotide 
location of first 

rndnn fnr nrntidf 

sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


20234 


50602 


A 


20350 


1 

■ - _ 


1669 


MAKSNGENGPRAPAAGESLSG 

TRESLAQGPDAATTDELSSLGS 

DSEANGFAERRJDKFGFIVGSQ 

GAEGASILGQTVPSPHGRVGEG 

PPIRSYTASSTGTGNRLEEVPLE 

VLRQRESKWLDMLNNWDKW 

MAKK.HKK1RLRCQKGIPPSLRG 

RAWQYLSGGKVKLQQNPGKF 

DELDMSPG DPK. WLD V I ERDLH 

RQFPFHEMFVSRGGHGQQDLF 

RVLKAYTLYRPEEGYCQAQAPI 

AAVLLMHMPAEQAFWCLVQI 


20235 


50603 


A 


20351 


i 


243 




20236 


50604 


A 


20352 


70 


382 




20237 


50605 


A 


20353 


2 


322 




20238 


50606 


A 


20354 


86 


215 




20239 


50607 


B 


20355 


1 


735 




20240 


50608 


A 


20356 


92 


1104 


MSS PQAPEDGQGCG DRG A\PPG 

DLRSVLVTTVLNLEPLDEDLFR 

GRHYWVPAKRLFGGQMVGQA 

M\VAAATSV\SEDVHV\HS\LHC 

YF/VFRAGDP/KSLPVLYQVERT 

RTGVEA\FRLRSVKGP*NMGKPI 

F\1CQ\ASFQQA\QPSP\MQHQFS 

MP/TLLPTTEELV* 1 V RTLFDQY 

LRDPNLQKRYPLALNRI\AAQE 

VPIEIKPVNPSPLRPAAEEWEPK 

QMFW\VRARGY\IGKSTPWKM\ 

HOC V\A AY 1 SXDYAFLGTALAA 

LTQWPSTRCHFHGPPLD/HNPM 

W\FHAPFRAD\HWMLYECESPW 

AGG\SRGL\VHGRLWRQDGVLA 

VTCAQEGVIRVKPQVSESKL 


20241 


50609 


A 


20357 


*> 
3 


1106 


LRRQLQPLLPLPKSPPRSGAHL 

GSLFRSPQPSYPVRPPGSAGTPP 

PACLPPAQPCQGSPAMNLFRFL 

G DLS HLL A I ILLLLKI WKSRSCA 

G1SGKSQVLFAVVFTARYL\DLF 

TNYISLYNTCMNVWYIACSFTT 

VWLIY\TKFK\ATYDG\NH\DTFR 

SGSSRVV/VPQAILGVSWSNHD 

FTPL\EILW\TFSIYLGVSGPSLPQ 

LFHG*GKTGRGRETHSPATYLF 

CAKAFNPHALSLSNW\1WR\YHF 

\EGFFD\LIAIVAGPGPRQSSYCD 

FFXYLYYSPKFLKGERKFEFCRH 

RPRFLSISSPRAAAGRAGGKAG 

RKMKSFSHPRGDFFKNPTSLCS 

PI PPSCPG LKGNS A Rl PGL WG AQ 

RLGAVCSFLAF 
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SEQ ID 


SEQ II) NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in IfSSN 


location of first 


codon for last amino acid 


*=Stop codon, /= possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, V= possible nucleotide insertion) 

i 


20242 


50610 


A 


20358 


356 


1356 


TPTTSGRTRKM WPRPGT* PP/A 

NCSANINLTHQPWFQVLEPQFR 

QFLFYRHCRYFPMLLNHPEKCR 

GDVYLLVVVKSVITQHDRREAI 

RQTWARAAVRGWGPSAVRTLF 

LLGTASKQEERTHYQQLLAYE 

DALYGDILQWGFLDTFFNLTLK 

EIHFLKWLDIYCPHVPFIFKGDD 

DVFVNPTNLLEFLADRQPQENL 

FVGDYLQHARPIRRKDNKYYIP 










- • ...v.: 




GALYGKASYPPYAGGGGFLMA 

GSLARRLHHACDTLELYPIDDV 

FLG M CLE VLG VQPTA H EG FKTF 

GISRNRNSRMNKEPCFFRAMLV 

VHKLLPPELLAMWGLVHSNLT 

CSRXLQVL 


20243 


50611 


A 


20359 


221 


1579 


CCVDEGLEPTCFERTEDIGGVW 

RFKVSEIFLGLEQVVLLFQGESQ 

LMSCFSDFPMPEDFPNFLHTMSK 

LLEYFRJFAKKFDLLKY1QFQVL 

YFWGNGFLCISSAH1*IENTQSN 

GKEQSAVFDAVMVCSGHHILP 

HIPLKSFPGETRWDSQLFGVGF 

QVLYM*FEGKRILVIGMGNSGS 

DIAVELSKNAAQV*CSLLTMYL 

EGRKWGCHTGDWDSVFHTRFR 

SMLRNVLPRTAVKWMIEQQM 

NRWFNHENYGLEPQNK*SYFA 

FLMVYSLVSKVV*RCLKVKST 

VKELTETSA1FEDGTVEENIDVII 

FATGYSFSFPFLEDSLVKVENN 

MVSLYKYIFPAHLDKSTLACIG 

LIQPLGSIFPTAELQARWVTRVF 

KGLCSLPSERTMMMDIIKRNEK 

RJDLFGESQSQTLQTNYVDYLD 

ELALEIGAKPDFCSLLFKDPKLA 

VRLYFGPVCNSY 


20244 


50612 


A 


20360 


~* 


200 




20245 


50613 


A 


20361 


292 


570 




20246 


50614 


A 


20362 


2 


511 


RLRSGPLRLPGADSGSGPKAVC 
SPPF1VAPTGRGYCGDHESSFGA 
MEEPGVTPQPYLGLLLEELRRV 
SPGAMSVTWP/EGSREPPGEGSS 
RPALGSKPPWSEVPKPVLVCCP 
APAR\FEAVVRLVGRLSGFCVM 
EEDLGLWEGREKKLALMLSGLI 
EEKSKJLLEKFSLVQKE 
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SEQ ID 

NO: 


SEQ H> NO: 
or peptide 

SCt| UCtlCC 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
rfwtnn fnr ntid? 

sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /= possible nucleotide 
deletion, \— possible nucleotide insertion) 


20247 


50615 


A 


20363 


2 


3262 


FLSDLEENFENNIFSFQVCDVVL 

NHAPDFRRVYLPYVTNQTYQE 

RTFQSLMNSNSNFREVLEKLES 

DPVCQRLSLKSFLILPFQRITRL 

KLLLQNILKRTQPGSSEEAEAT 

KAHHALEQLIRDCNNNVQSMR 

RTEELIYLSQKIEFECKIFPLISQS 

RWLVKSGELTALEFSASPGLRR 

KLNTRPVHLHLFNDCLLLSRPR 

ESVTGVAGQGTRGEGDEERGG 

SEREREGSEKLRWISALAMPRE 

ELDLLECYTAE 


20248 


50616 


A 


20364 


2 


2339 


TGRGYCGDHESSFGAMEEPGA 

TPQPYLGLLLEELRRVVAALPE 

GMRPDSNLYGFPWELVICAAV 

VGFFAVLFFLWRSFRSVRSRLY 

VGREKKLALMLSGLIEEKSKLL 

EKFSLVQKEYEGYEVESSLKDA 

SFEKEATEAQSLEATCEKLNRS 

NSELEDEILCLEKELKEEKSKHS 

EQDELMADISKRJQSLEDESKSL 

KSQVAEAKMTFQIFQMNEERL 

KIAIKDALNENSQLQESQKQLL 

QEAEVWKEQVSELNKQKVTFE 

DSKVHAEQVLNDKESHIKTLTE 

RLLKMKDWAAMLGEDITDDD 

NLELEMNSESENGAYLDNPPK 

GALKKLIHAAKLNASLKTLEGE 

RNQIYIQLSEVDKTKEELTEHIK 

NLQTQQASLQSENTHFENENQ 

KLQQKLKVMTELYQENEMKL 

HRKLTVEENYRLEKEEKLSKV 

DEKISHATEELETYRKRAKDLE 

EELERTIHSYQGQIISHEKKAHD 

NWLAARNAERNLNDLRKENA 

HNRQKLTETELKFELLEKDPYA 

LDVPNTAFGRGSRGPGNPLDH 

QITNERGESSCDRLTDPHRAPS 

DTGSLSPPWDQDRRMMFPPPG 

QSYPDSALPPQRQDRFCSNSGR 

LSGPAELRSFNMPSLDKMDGS 

MPSEMESSRNDTKDDLGNLNV 

PDSSFPVAKKEATGPGFVPPPLA 

PVRGPLFPVDARGPFLRRGPPFP 



2589 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \= possible nucleotide insertion) 


20249 


50617 


A 


20365 


160 


2810 


GLRVPLSPSSPRSRLRSGPLRLP 

GADSGSGPKAVCSPPFIVAPTG 

RGYCGDHESSFGAMEEPGATP 

QPYLGLLLEELRRVVAALPEG 

MRPDSNLYGFPWELVICAAVV 

GFFAVLFFLWRSFRSVRSRLYV 

GREKKLALMLSGLIEEKSKLLE 

KFSLVQKEYEGYEVESSLKDAS 

FEKEATEAQSLEATCEKLNRSN 

SELEDEILCLEKELKEEKSKHSE. 

QDELMADISKRIQSLEDESKSL 

KSQVAEAKMTFQIFPMNEERLK 

IAIKDALNENSQLQESQKQLLQ 

EAEVWKEQVSELNKQKVTFED 

SKVHAEQVLNDKESHIKTLTER 

LLKMKDWAAMLGEDITDDDN 

LELEMNSESENGAYLDNPPKG 

ALKKLIHAAKLNASLKTLEGER 

NQIYIQLSEVDKTKEELTEHIKN 

LQTEQASLQSENTHFENENQKL 

QQKLKVMTELYQENEMKLHR 

KLTVEENYRLEKEEKLSKVDEK 

ISHATEELETYRKRAKDLEEEL 

ERTIHSYQGQ1ISHEKKAHDNW 

LAARNAERNLNDLRKENAHNR 

QKLTETELKFEL\LEEDPYALDV 

PNTAFGREHSPYGPSPLGWPSS 

ETRAFLSPPTLLEGPLTLSPLLP 

GGGGRGSRGPGNPLDHQITNER 

GESSCDRLTDPHRALSDTGFLS 

PPWDQDRRMMFPPPGQSYPDS 

ALPPQRQDRFCSNSGRLSGPAE 


20250 


50618 


A 


20366 


131 


461 
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SEQID 

NO: 


SEQID NO: 
or peptide 

dCt|UCIICC 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location or first 
rnrinn for npntirip 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of nentide seouence 


Amino acid sequence ( X=l)nknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


20251 


50619 


A 


20367 


1 


1761 


MARGYGATVSLVLLGLGLALA 

VIVLAVVLSRHQAPCGPQAFAH 

AAVAADSKVCSDIGRVAILQQQ 

GSPVDASIAALVCTSVVNPQSM 

GLGGGV1FTIYNVTTGKVEVIN 

ARETVPASHAPSLLDQCAQALP 

LGTGAQWIGVPGELRGYAEAH 

RRHGRLP WAQLFQPTI A LLRGG 

HVEAPVLSRFLHNSILRPSLQAS 

TLRQLFFNGTEPLRPQDPLPWP 

ALA1TLETVATEGVEVFYTGRL 

GQM L V EDI A KEGSQLTLQDL A 

KFQPEVVDALEVPLGDYTLYSP 

PPPAGGAILSFILNVLRGFNFST 

ESM A RPEG RVN V YH HL VETLK 

FARGQRWRLGDPRSHPKLQNA 

SRDLLGETLAQLIRQQIDGRGD 

HQLSHYSLAEAWGHGTGTSHV 

SVLGEDGSAVAATST1\NTPFGA 

MVY\SPRTGIILNNELLDLCERC 

PRGSGTTPSTVSGDRVGGAPGR 

CWPPVPGEPSPSSMEPSILINKA 

QGSNLVIGCAGGELIISAVAQA1 

MSKLWLGFDLRAAIAAPILHVN 

NKGCVEYEPNFSQEVQRGLQD 

RGQNQTQRPFFLNVVQAVSQE 

GACVYAVSDLRKSGEAAGY 
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SEQID 
NO: 


SEQ 10 NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO; 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


20252 


50620 


A 


20368 

• "A. " ' 


341 


2239 


LCASSCPFICPPIRPSVCPPAAPL 

LLGCRAMARGYGATVSLVLLG 

LGLALAVIVLAVVLSRHQAPCG 

PQAFAHAAVAADSKVCSD1GR 

AILQQQGSPVDATIAALVCTSV 

VNPQSMGLGGGVIFTIYNVTTG 

AQWIGVPGELRGYAEAHRRHG 

RLPWAQLFQPTIALLRGGHVVA 

PVLSRFLHNSILRPSLQASTLRQ 

LFFNGTEPLRPQDPLPWPALAT 

TLETVATEGVEVFYTGRLGQM 

LVED1AKEGSQLTLQDLAKFQP 

EV V DALE VPLG D YTL Y SPPPPA 

GGAILSFILNVLRGFNFSTESMA 

RPEGRVNVYHHLVETLKFAKG 

QRWRLGDPRSHPKLQNASRDL 

LGETLAQLIRQQ1DGRGDHQLS 

HYSLAEAWGHGTGTSHVSVLG 

EDGSAVAATSTIYTPFGAMVYS 

PRTGIILNNELLDLCERCPRGSG 

TTPSPV/SGDRVGGAPGRCWPP 

VPG ERSPSSM VPSIL1N KAQGSK 

LV1GGAGGELIISAVAQAIMSKL 

WLGFDLRAAIAAPILHVNSKGC 

VEYEPNFS/QETVSCFVALAVL 

KLLASSDPATLAPKWLRL*EVQ 

PACV/SQEGACV*RPSRT*RKSG 
EAAGLLKTLLCPELEVLAPP 


20253 


50621 


A 


20369 


203 


1518 


RCYLQFLALLLTSTSARAAAAI 

AAAEEPAGSPSVMTRAGDHN R 

QRGCCGSLADYLSSAKFHL*LG 

HSLSTWGDRM WHFA VS VFL VE 

LYGNSLLLTAVYGLVVAGSVL 

VLGAIIGDWVDKNARLKVAQT 

SLVVQNVSVILCGIILMMVFLH 

KHELLTM YHG WVLTSCYI LI ITI 

ANIANLASTATAIT1QRDW1VV 

VAG EDRSKLANMN ATI RRIDQL 

TNILAPMAVGQIMTFGSPVIGC 

GFISGWNLVSMCVEYVLLWKV 

YQKTPALAVKAGLKEEETELK 

QLNLHKDTEPKPLEGTHLMGV 

KDSNIHELEHEQEPTCASQMAE 

PFRTFRDG WVS Y YNQPVF/LG W 

HGSCFPLYDCPGL*LHHHRVRL 

i Ovj i cwrnryi ruvjoia I in win 
INUlNwOr I L-/r\ 1 OrwlVI W r vj OIV l\o L/ 

LRJGTAFLFDLVCDLCIHAWKP 


20254 


50622 


A 


20370 


1 


497 




20255 


50623 


A 


20371 


1 


1575 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


20256 


50624 


A 


20372 


251 


1351 


SLKSTDGVKCGLSINIFHKRREN 

iLFGMGNPLLDlSAVVDKDFLD 

KYSLKPNDQ1LAEDKHKELFDE 

LVKKFKVEYHAGGSTQNSIKV 

AQWMIQQPHKAATFFGCIGIDK 

FGEILKRKAAEAHVDAHYYEQ 

NEQPTGTCAAC1TGDNRSLIAN 

LAAANCYKKEKHLDLEKNWM 

LVEKARVCYIAGFFLHVSPESV 

LKVAHHASENNRIFTLNLSAPFI 

SQFYKESLMKVMPYVDILFGK* 

DRSWPTFAREQGFETKD1KEIA 

QKDTSPCPKMNSKGQRJRDLHP 

KG RDDTV 1 MATES E VTA FA G LG I 

KTQKEIUDTNEAGDAFVGGFLS 

QLWSDKPLTECIRAGHYAASIII 

RRTGCTFPEKPDFH 


20257 


50625 


A 


20373 


1 


201 




20258 


50626 


A 


20374 


15 


304 




20259 


50627 


A 


20375 


51 


283 


TWVKEAQNDGLC VCYI FI FNCQ 
MTGLDIEKD\Q1IEMACL1TDSD 
LNILAEVRDAHVIQSYFLKGTG 
NITIIFSSFFI 


20260 


50628 


A 


20376 


2 


520 


QRRLRDWGRGCWSRVMLGGS 

LGSRLLRGVGGSHGRFGARGV 

REGGAAMAAGESMAQRMVW 

VDLEMTGLDIEKDQ11EMACLIT 

DSDLNILAE/GNSVHEDKKFLD 

KYMPQFMKHLHYRIIDVSTVKE 

LCRRWYPEEYEFAPKKAASHR 

ALDDISESIKELQFYRN1M1FKKK 


20261 


50629 


A 


20377 


2 


206 


EFGTRRHVPPCLINFFKDQGSP* 
LARLVSNSWPQVIHPPWPPTVL 
GLRGVGHCPWPRLGNSSWVW 
GGH 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in 1ISSN 
uy/:>40,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /= possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


20262 


50630 


A 


20378 


1 


1401 


MRSQKTSLYFSLEAKFYCSLRN 

ERIASCDIINDAGIQTKTLMKRS 

HVAYALKKPVEQGDSFELESK 

GFMAITIAVCIEQNLRHSSSLF1C 

MSSTGQSGTTNNASSLIPSYVFT 

PPHFNLLDKQGRTAGKSHCGE 

DRK EHNN ACHQEEE APD VNPL 

HGLQASGSPGKTQRJKSQALEG 

TRLYSHSEETRSGLIRLLRLRQR 

RLRDWGRGCWSRDMLGGSLG 

SR\LLRGVGGSHGRFGARGVRK 

RGAAMAA\GESMAQRMVWVD 

LEITGLD1*KVQIIEMACLITDSD 

LIILAEGPNLII\KQPDELLDSMS\ 

DWCK\EHHGKSGLTKAVKEST 

NYHCQQAEWEFPALWYDQPD 

SLPGLCPTCQEIKFHE\DKKFP* 

QNTCPQFMKHLHYRJI\DVSHC* 

KELCQTAGYPEEYEFA\PKKAA 

FS1GPLDD\ISENL\KKVPFFPEN 

NHL PRXK 1 RMKRK EG KL* KMG 

ENEKTVS 


20263 


50631 


c 


20379 


180 


248 




20264 


50632 


A 


20380 


455 


1133 


GIEGWRGEADTLPAEGQDGGR 

RVSKGDIFSGGAETAQGWGVM 

GPFQAAPSKRAGREHRGGQRR 

VQHVGWYPRPGSDKGHGKGT 

QDSRVPQLPPHPPPIHLVSRHRG 

KLRHGFLRPMPEPRGLESGKTG 

NCFGELQH/RTSP*GRSGPREGG 

PRNIAQQGGCRGSACGRRSH\E 

ALRPRVWCGEGPQWTW\CAVC 

P\NRSAPGAGLAD\RQHPGESRA 

WGETRLGEAGGAE 


20265 


50633 


A 


20381 


214 


412 




20266 


50634 


A 


20382 


3 


257 


PATV1ITVNTTWSAALISRESAL 
RSFPVKAAALSPSREGGSVTAT 
PNVRSMTSAVPIMRVSVQ\SKR 
* PE EQN * QET YPQTTSC R 


20267 


50635 


A 


20383 


1 


1569 




|20268 


50636 


B 


20384 


15 


1744 
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SEQ II) 

NO: 


SEQ ID NO; 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location or first 

tuuun iur pcjjiiuc 
sequence 


Nucleotide location of last 
codon for last amino acid 

ui pepuue scifucim. 


Amino acid sequence ( X=tJnknovvn, 
*=Stop codon, /^possible nucleotide 

rlplrtinn \=nnccihlp nurl^ntidr incprtinn^ 

UVI1IIUII) ~|IU3JIUIC IIULItUllUC III2CIIIUIII 


20269 


50637 


A 


20385 


2 


7205 


QASGSCWSSPFFSASTPSAAAT 

GVPGPTDMAAVLQQVLERTEL 

N KLPKS VQNKLEKFL A DQQSEI 

DGLKGRHEKFKVESEQQYFEIE 

KRLS H SQERL V N ETRECQS LRL 

ELEKLNNQLKALTEKNKELEIA 

QDRNIAIQSQFTRTKEELEAEKR 

DL1 RTNERLSQELE Y LTED VKR 

LNEKLKESNTTKGELQLKLDEL 

QASDVSVKYREKRJLEQEKELL 

HSQNTWLNTELKTKTDEbliAL 

GREKGNEILELKCNL 


20270 


50638 


A 


20386 


120 


7384 


GWTRFPRVPPRESPAGGRARAT 

ERGDRGGGPGVWVLLVFAFLL 

RFYPVGRCHWGPWAPPTWAA 

VLQQVL\ERTELNKL\PKSVQNK 

LEKFLADQQ\SEIDGP*RGGHGE 

I * RWESEQQ YFEIEKRLSHSQER 

LVNETRECQSLRLELEKLNNQL 

KAVLPEKNK ELE I AXQDRNI A\IQ 

SQFTRTKEELEAEKRDLIRT\NE 

RLSQELEYLTEDVKRLNEKLKE 

SNTTKGELQLKLDELQASDVSV 

KYREKRLEQE 


20271 


50639 


A 


20387 


2 


433 




20272 


50640 


A 


20388 


2 


181 


GFRRVSLEF*FPGVRWGMRKL 
G APDL A PFSQM * SGG RAPC V AS 
•PPCRGLRLMRTGSRR 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Mel 
hud 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, V=possible nucleotide insertion) 


20273 


50641 


A 


20389 


I 


2422 


MAGALAGLAAGLQVPRVAPSP 

DSDSDTDSEDPSLRRSAGGLLR 

SQVIHSGHFMVSSPHSDSLPRRR 

DQEGSVGPSDFGPRSIDPTLTRL 

FECLSLAYSGKLVSPKWKNFK 

GLKLLCRDKIRLNNAIWRAWYI 

Q Y V KRRKSP VCG F VTP LQG PEA 

DAHRKPEAVVLEGNYWKRRIE 

VVMREYHKWRIYYKKRVSGG 

GPGRPQSFPPAAAGYRPPRKIPG 

KGILTPEL^PLGPSIQSRADSAT 

V WPQRLL A ASLPRG RLRKPSRE 

DDLLAPKQAEGRWPPPEQWCK 

QLFSSVVPVLLGDPEEEPGGRQ 

LLDLNCFLSD1SDTLFTMTQSGP 

SPLQLPPEDAYVGNADM1QPDL 

TPLQPSLDDFMDISDFFTNSRLP 

QPPMPSNFPEPPSFSPVVDSLFSS 

GTLGPEVPPASSAMTHLSGHSR 

LQARNSCPGPLDSSAFLSSDFLL 

PEDPKPRLPPPPVPPPLLHYPPP 

AKQETVPEFPCTFLPPTPAPTPP 

RPPPGPATLAPSRPLLVPKAERL 

SPPAPSGSERRLSGDLSSMPGPG 

TLSVRVSPPQPILSRGRPDSNKA 

LLGSFLGSPNSLLPETENRR1THI 

SAEQVKRRJFNIKLGFDTLHGLVS 

TLSAQPSLKVSKATTLQKTAEY 

ILML\QQERAGLQEEAQQLR\DE 

IEEL\NAAINLCQQQLPATGVPI\ 

THQRFDQMRDMFD\DYVRTRT 

LHNWXKFWVVSSLKPMAGGLQ 


20274 


50642 


A 


20390 


315 


387 




20275 


50643 


A 


20391 


570 


1017 


FCLHILQVPHTLAGHSPCAHG/R 

PPLPRF/HDRLPEEIQQQIVRETF 

HLVLKRDDNICNFLEGGSL1GG 

SDYKLIYRHYATLYFVFCVDSS 

ESELGILDLIQLEQFKKDNEETG 

FGSGTRALEQALEKTKANIKW 

VKENKEVVLQWFTENSK 


20276 


50644 


A 


20392 


1 


1128 




20277 


50645 


B 


20393 


62 


130 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
Oi pcpiiuc sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /= possible nucleotide 

<lf*l(*linn \=iwiwihlp niirtmtifli* !ncprtiAn\ 


20278 


50646 


A 


20394 


99 


718 


ENRGWQSMIQAILVVNNHGKP 

RLVRRYQRFPEE\!QQQ!VRJETF 

HLVLKRDDNI\CNFLEGGS/L*L 

GGSDYKALIYRHYATLYFVFCV 

DSSESELGIXLDLIQVFVGNSWIS 

CFENVV*IWI*TFH\MDK\VHYIL 

QEVVMGG\MVLETNMNEIVAQ 

IEAPNRLEKSEG\GLSAAP\ARA 

VSAVKNINLPE1PRNINIGDLNIK 

VPNLSQFV 


20279 


50647 * 


A . 


20395 


3 


370 


SLHLAA1LGETSTVEKL/YAAGA 

GLCVAERRGHTA/LHLACRVG 

AHACARAL/LQPRPRRPREAPD 

TYLA/QG PDRTPDTN HTPVAL/Y 

PDSDLEKEEEESHTPLHVAVIH 

K/DVEMVRLLRDAGADLDK 


20280 


50648 


A 


20396 


2 


1097 


SRQSPATGGRLRWAPDAALAM 

AVVACLGQAADSDKWGDSRLS 

SLGP D A AA PGG PGLG A ELG PG L 

SWAPLVFGYVTEDGDT\FSAGT 

EYMDLQNDLRQVSHEGWCRA 

WGPGFPV*LPTACPLLLQTALH 

LAAILG ETSTVEKL Y AAG AG LC 

VAERRGHTALHLACRVGAHAC 

ARALLQPRPRRPREAPDTYLAQ 

G PDRTPDTNHTP V A L YPDSDLE 

KEEEESEEDWKLQLEVENYEG 

HTPLHVAVIHKDVEMVRLLRD 

AGAVDLDKPEPTCGRSPLHLAV 

EGPRQADVLELL\LRAGANP\A 

A\RMYGGRTP\LGSAMLRPNP\I 

LAR\LLRA\HGAPEPEGEDEKSG 

PNCSSSSDSDSRLSPSAWSPLPPG 


20281 


50649 


A 


20397 


47 


478 


LRLRKLKAIMLAFGRGKTRNSE 

ESSDSQEVIWKDTWMFTALGH 

CGISMFGLWDRELTLTNYELFIS 

SSPTPS*VPQRLCYVVSTFLMYL 

SLDHLYTGEMKAFLHVLDTQS 

VNSDFAFFVRLSFQYFYKLLCV 

LWQGTVNKEF1 
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SKQ II) 


SEQ 10 NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /-possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \-possible nucleotide insertion) 


20282 


50650 


A 


20398 


1 


1992 


METFVIGWQPAVTVWTIGVAP 

PPTLE1TSQHEIWVAQHPNYIIS 

VKQESPAPMPWTAVALDSHRS 

MNTIVNCAREGSTLHAPYESLM 

PDDLRWNSF1LKSSPSPHSRSME 

KLSSMKLVPGAKY1RDHCLVK 

EALTI HKSP1 LLA AIDLLGNLSG 

ALFNGISKWVQLMVLSKPTPQ 
QRAE VITKFIN V AKG ATAELN L 














wqhpkiimlsqVvpgvfsqe'hs " 

li rslh anlhft vcfpedpla m 

vagmvqestcpce1lqlpttgq 

lanwnemtelvssngnycnyr 

kpfptcdglkipilgvhlkdwia 

vhvnfpdwteeikvnivkmhq 

lsvtlselvslqnashhlepnm 

dlinlltv/dglqpadlmhaisl 

frtshrpqglfl*ikgtspaehs 

drscqhfrv*kcssweswhgg/ 

wlslee*mssfllrsf*ki/ycsr 

knvacqtravctnldallsss 

qm snn h hpfslpaqde vfefpg 

vtaghrdldsraitlvtgssrk 

isvrlqrattsqatqtepvwse 

ag wgdsgshtfpkmkskfhdk 

aakdkgfakwenekprvhag 

vdvvdrgtefeldqdegeetr 

yuuer ACA V 3 V \Jr\ V f\r\ rvJlVlolZ/ 
l\.XLijL>v^ V U\Jm\ 1 r I1\V L.rvIVl A L/L- V 

GISEFRGEPAFV 


20283 


50651 


A 


20400 


1 


417 




20284 


50652 


A 


20401 


2 


94 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


20285 


50653 


A 


20402 


190 


2189 


AFCPAGTRSAPCPRPRTMTMTL 

HTICASGMALLHQIQGNELEPLN 

RPQLKIPLERPLGEVYLDSSKPA 

VYNYPEGAAYEFNAAAAANA 

QVYGQTGLPYGPGSEAAAFGS 

NGLGGFPPLNSVSPSPLMLLHPP 

PQLSPFLQPHGQQVPYYLENEP 

SGYTVREAGPPAFYRPNSDNRR 

QGGRERLASTNDfCGSMAMESA 

KETRYCAVCNDYASGYHYGV 

WSCEGCKAFFKRSIQELPTLC*I 

GWYWYQNRDIDQWNRTEPSEI 

IPHIYNHLIFDKRDKNKKWGKD 

SLFNK*C\VENWLAICRKLKLD 

HFLTPYTKINSRWIKDLNVRTK 

Tl KTLEEN LGNTIQDIG MGKDF 

MSKTPKAMATKAKIDKWDL1K 

LKSFCSLLGYLKTENTAKETTIR 

LNRQPTEWEKIFAIYSSDKGLIS 

RJYKELKQIYKKK/GNPINKWV 

KDMNRHFSKED1YAANRHMKK 

CSSSLAIREMQIKTTMRYHLTP 

V RM V 1 1 RK SGND RC WRGCG EI G 

TLLHCWWDCKLVQPLWKTVW 

RFLRDLQ L E [ PFDP A I PL LG I Y PK 

D YKSCC Y KDTCTRM FI A A L FTI 

AKTWNQPKYPTTIG*IKKMWHI 

YTMEYYAAIKKDEFI/SLVGTW 

MKLETIILSKLTQEQKTKHHMF 

SF1TGSRTMRTHGCREGN1THW 

GLLRDSVNMVTQAH 


20286 


50654 


A 


20403 


2 


907 


RVPAMATSSFALPRILGAGARA 

PSRWLGFLGKATPRPARPSRRT 

LGSATALMIRESEDSTDFNDKIL 

N EPLKH S DFFN V K E LFS VRSLF 

DARVHLGHKAGCRHRFMEPYI 

FGSRL\DHDIIDLVEQTATHLQLA 

LNFTAHMAYRKG1ILFISRNRQF 

SYLIEMMARDCGEWAHTRYFM 

GGMLTNARLLYGPTVRLPDLMI 

FLHTLNNIFEPHVAVRDAAKM 

NIPTVG1VDTNCNPCLITYPVPG 

NDDSPLAVHLYCRLFQTAITRA 

KEKRQQVEALYRLQGQKEPGD 

QGPAHPPGADMSHSL 


20287 


50655 


B 


20404 


70 


1477 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


20288 


50656 


A 


20405 


153 


688 


AHPLLRSSPEETSRSRKPRCATT 
NGFLRI PEKTTP WSPEV A IHRNR 
\ITPNKPPTVKSLEKVFC*LDKE 
AQKEKJESQK*KGPVRMPTKTVL 
RITT\RKTP\CGE\GSKDRWDRF\ 

TFHQYLSPGV*GEKSPFADALS 
QISIHTIDDQFVKKKXKJCKKW 


20289 


50657 


A 


20406 


26 

/ - 


603 

' 1 


RPRGTLREYKVVGRCPAHSHK 
CHTPPL\YR\MRNFAP\N\HVVA 
K S/RAF WY FVSQL K K DEESLPG 
EIVYCGQGVESSPCGSKNFGI 
WLR Y\DSRSG\THM\M Y RE * PG P 
♦PTAGGCSPSCYPRHGVARHAG 

PFAHFHFRFIFRI FFlXAnOOMP 

RRpnp^krnFPRi<jRFK'FP\i Appr, 

RROnK'PRFVTTkf RPNTFF 
oL»rv!\.V^L'lvr Ivr \ 1 1 rvrvr IN 1 rr 


O AO Oft 


DUO JO 


A 

A 


zuhU / 


I O I 


A 1 ft 




20291 


50659 


A 


20408 


1 


2580 




20292 


50660 


A 


20409 


3 


264 




20293 


50661 


A 


20410 


3 


302 


ALALLSPWVVDGTRHRGAGGG 
AHPGGSGRTGAHRGGGRLRHG 
rsi nvp^p a pr pn<;*r;p a r>jr ao 

VJL.V^ V i oin r ivCrVJ o <0 i/\ IvlN iv/A 

R R A V HR TO* PP^Ql^ P V VT* R 1 V 
ivrv/A. V L/i\. 1 v,/ CLV^ooiVC V T 1 t\JL»V 

PPPPI ni4QH<IQPF 
r r rr Lunonoor C 


20294 


50662 


A 


20411 


2 


415 




20295 


50663 


C 


20412 


1 


1230 




20296 


50664 


A 


20413 


238 


1765 


VTAYHAATMNEVSV1KEGWLH 

KRGEYIKTWRPRYFLLKSDGSF 

I G YKERPE A PDQTLPPLNN FS V 

A ECQL\M KTERPRP\NTF VIPCP 

QLTNIIRGTL/HTLVSPNQRE\EW 

NPPYQVVPQQPSRGGPKARTP 

WNNKCGSPK*LSHD*ENGSGGS 

ASHG/RKVTMNDSTYLNLLGK 

GTFGKV\ILFRKKATGR*FA\MK 

\IFRKKVINAKD*VAHNIQPRAG 

VLPEHPGNPFLQLR* KY AFPDP 

TTRPVPL*MEYA\NGGELFF\HL 

S\RERV\FTEERA\RFYGAEIVSA 

SEVTWHSRGRGNTRDNQSWKT 

LM LEQKM AH IKMTDFG LACKRG 

ASSDGAT\MKTFCETP\EYLAHE 

\ILEDNDYGRAVDWWGLGVVM 

YEMMCGRLPFYNQDHERLFELI 

LMEEIRFPRTLSPEAKSLLAGLL 

*\KDPKQRLG\GGPSDAKEVME 

HRFFLS1NWQDVVQKKLLPPFK 

POVTSFVDTRYFDDFFTAOSTTI 

TPPDRYDSLGLLEAGPADPASP 

QFSYSASIRE 
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SEQII) 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SLQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 

ucieiion f v-posoiuic nucicoiiuc insertion} 


20297 


50665 


A 


20414 


192 


866 


LSCRMRMLVLGQNPTLDSIDRS 

GVRSKCRIFNKLRESFHYMSAE 

LTISVNMSYNCCSGNFSSRSCG 

DYLRYPASSRGFSYPSNLVYST 

DLCSPSTCQLGSSLYRGCQE1C 

WEPTSCQTSYVEVQAPAKTSC 

YRPKNLPCSASPCKTTYS\GSLG 

FGSSSCRSLGYG\*GSCYSVGCG 

SSGFRSLGYGGCGFPSLGYGVG 

FCRPTYLASRSCQSSCYRPTCGS 


20298 


50666-*' 


A 


20415 • 


312 


1420 


RSHSNAVPSVWNLTLPLDSGPH 

QSPASTTGPCTNTERSSVPMSCS 

PPACPTQCVLCSCTEGQ1YCGL 

TTCPEPGCPAPLPLPDSCCQACK 

DE ASEQSDEEDS VQPLH V VRH P 

QDPCSSDAGRKRGPGTPAPTGL 

SAPLSFIPRHFRPKGAGSTTVK1 

VLKEKHKKACVHGGKTYSHGE 

VWHPAFRAFGPLPCILCTCEDG 

RQDCQRVTCPTEYP\C\RHPREK 

WPGKCCKICPEDKADPGHSEIS 

STRCPKAPGRVLVHTSVSPSPD 

NLRRFALEHEASDLVEIYLWKL 

VKDEET*GSGEVKYLAQGHTA 

RIFHLTQIKKVRKQDFPERGTA 

LPTARWPPRRSLERLPSPDPGAE 

GHGQSRQSDQDITKT 


20299 


50667 


A 


20416 


17 


1008 


KSGARSLQPQFLRAPEDGGPLS 

LPNAAMARGPKKHLKRVAA\P 

KH WMLDKLTG VFAPRPSTG PH 

KJLARECLPLI 1 FVLKDQTLSN ALT 

GD\EVKKI\CMQRF1KI\DGKVRT 

DITYP\AGFMDVI\SIDKTGREFP 

VL/YLIDTQGVRFCL*HRIYTLR 

EGQSTSLCKVRKILLWAPKGIP\ 

HL\VTH\DAR\TIR\YPDP\LIQGE 

MNTHSRLI*KTGK\IT*FPSKFDH 

LVTCVMVT\GGA\NLGRNWVLI 

TQQRRSTLGSF*PLVHVK\DAN 

GNKLLATSDFSNIF/VVIGKGNK 

PW\ISL\PRGKGJPPHHLLEERDK 

RLAAKQSSWVKWGPWVTWSD 


20300 


50668 


A 


20417 


1 


1377 




20301 


50669 


A 


20418 


1 


2178 




20302 


50670 


A 


20419 


158 


250 
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SEQ ID 


SEQIDNO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=(/nknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for Inst amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 

i 


20303 


50671 


A 


20420 


1 


860 


MDQTVKSLMASEEEYSTKEEK 

YEKEMKLLEEKLKEAETRAEF 

VERSVAKLEKTTDDLEETLASA 

KEETWRFIRPGTRPYWNSATCF 

LLPGHKMAAEVHKLNPNVSEH 

DQERWHDAFGNGGADNHSKL 

A A f\(~\\ TAl CACFTir.lTCI \/r AU 
AAvjUL I ALoAtr 1 ION.Ot,JLMAH 

DVLWGCAPDEYDDLISGTCSHL 














PKGKTHpyLJGSDDGRHSNTS 














LAWGAGVQFNPTESVAIDIA'YE 

GPGSGDWRTDGFIVGGLFCGV 

NMAVKIS\GVLKDGTGKPVQN* 

TIQLKAKRNSTTVVVNTLASEN 

PDEAGRYSMDVEYGQYSVILL 

VEGFPPSHAGTITVYEDSQPGTL 

NDFLCAMTES\DARPEALGRFG 

LYWWKEVARNASXAVGQNTA 

AAKKSASDASTSAREAATHAV 

DAGGFKNAQARTSSPDKAGSA 

G FKQGFPRGGNGINKRAT* RJ K. 

KVACR*SLMASEEEYSTKEEKY 

EKEMKLLEEKLKEAETRAEFVE 

RSVAKLEKTTDDLEETLASAKE 

ETWRFIRPGTRPYWNSATCFLL 

PGHKMAAEVHKLNPNVSEHDQ 

ERWHDAFGNGGADNHSKLQA 

STRRGGPLSQELLQSLAASLAA 

GGLTALSAEFTIGKGELMAHDV 

LWGCAPDEYDDLISGTCSHLPK 

GKTHDVLTGSDDGRHSNTSLA 

WGAGVQFNPTESVAIDIAYEGP 


20304 


50672 


B 


20421 


34 


800 




20305 


50673 


A 


20422 


130 


368 


RQVITTLYIPYRRRHLSPPDPEQ 
PLNH KQNRKVN HGGTEFQVV V 
LPFPKMKINCYRRNQFFLFFFST 
vKVPvr;w<;MVPi f>AATAr,AR 

v rvvrvvj woivi v rLiVfnn i 

L*NSDISPLKSOOTODKFPSSKP 

PHIY1KK 


20306 


50674 


A 


20423 


1 


57 
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SEQID 
NO: 


SEQ ID NO: 
or peptide 
sequence 


Mel 
bod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


20307 


50675 


A 


20424 


85 


874 


GPRGLVSMAGGSVEVTPSTFTC 

YLRPPSASPPTPPSHPGLLPRSPA 

LCSLHTGARTLPLFGGGRCSSA 

VLPPRPGP/RAGSGSGQRERFHR 

FQPTYPYLQHEIDLPPTISLSDG 

EEPPP*QVPCHLQVR\DPKQQL\ 

ELNRE\SVGAPPNRTIFDSDLMD 

SARLGGPCPPSSNSG/ISAPTCYG 

\SGGRMEGPPP\TYSEV1GHLPG 

GPSFQH\Q\QSSGPPSLLEGTR\L 

HPHTHSRP*RSAAIWSKEKDKQ 

KGHPSLGSPGGPGLGLRR 


20308 


50676 


A 


20425 


3 


250 


ESVSATEDLAPDAAQGEDNSEI 
KELLVRENEPLPACNGPAQAQPS 
PTTERAKSQEEVLPSSTTPSPGG 
ALSPSGQPSSSVDAA 


20309 


50677 


A 


20426 


2 


393 




20310 


50678 


A 


20427 


1066 


1824 




20311 


50679 


A 


20428 


*> 


902 




20312 


50680 


A 


20429 


1 


2163 




20313 


50681 


A 


20430 


1 


1890 




20314 


50682 


A 


20431 


1 


2882 


MKQQLPVSYLQVIFNHWASR1S 

GARGAGWGPVRJLGRLCADRAL 

DGESRPGGGGQSGVPASEASQ 

KAAHGRRLPVPARLLRCAHSA 

LEPGRGSASSPRNSTTSDNDQPP 

DYSFSKRCDSHSLG FSL VWESR 

NLTLPPTSKLLHFSAFHFFIYKC 

RAEGHKLYKDLKNFLSAVKVM 

HESSKRVSETLQF1YY\SEWYGH 

EELKA1VWNNDLLWEDYEEKL 

ADQAVRTME1YVAQFSE1KERI 

AKRGRKLVDYDSARH 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ 10 NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


or peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possiblc nucleotide insertion) 

i 


20315 


50683 


A 


20432 


1 


1791 


MPGARTSSSGASENHRARGQG 

GGPQGVGRMAEGKAGGAAGL 

FAKQVQKKFSRAQEKVLQKLG 

KAVETKDERFEQSANNFYQQQ 

AEGHKLYKDLKNFLSAVKVMH 

ESSKRVSETLQEIYSSEWDGHE 

ELKAIVWNNDLLWEDYEEKU 

ADQAVRTME1YVAQFSEIKE\R1 

AKRGRKLVDYDSARHHLEAVQ 

NAKKKDEAKTAKAEEEFNKAQ 














TVFEDLNQELLEELP1LYNSRIG 

CYVTIFQNISNLRDVFYREMSK 

LNHNLYEVMSKLEKQHSNKVF 

VVKGLSSSSRRSLVISPPVRTAT 

VSSPLTSPTSPSTLSLKSESESVS 

ATEDLAPDAAQGEDNSE1KELL 

EEEEIEKEGSEASSSEEDEPLPA 

CNGPAQAQPSPTTERAKASQEE 

VLPSSTTPSPGGALSPSGQLSSS 

ATEVVLRTRTASEGSE\RPKKT 

ASIQRTSAPPRRPPPPRATASPRP 

CSGNiPSSPTASGGGSA\TSPRAS 

LGTGTASPRTSLEI\*PNPE\PPEK 

PVRTPEAKENENIHNQNPEELC 

TSPTLMTSQVASEPGEAKKME 

DKEKDNKLISADSSEGQDQLQV 

SMVPENNNLTAPEPQEEVSTSE 
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seo in 

NO: 


SKQIDNO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence • 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l>nknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


20316 


50684 


A 


20433 


158 


1830 


QLQSKMKLFWLLFTIGFCWAQ 

YSSNTQ/SK.GRTS! VH LFEWRW 

VDI A L ECERYLA PKG FGG VQVS 

PPNEN V A I YNPFRPW WERY QP\ 

VSYKLCTRSGVNEDEFRNMVTR 

CNNV\GVRI\YVDAVrNHMCG\N 

AVSAGTSSTCGSYFNPWKLRTF 

PAIP\YPGWDFNDGKC\KTGSGD 

IENYNDATQVRDCXRLTGLLDL 

ALEKD Y\ VRSKI AVE Y MN H LAIDI 

GVAGFRLDASKHMVWPGDIKAI 

LVDKL HNVLNSN WFP AGSK PFI\F 

QEVIDLRVGEPN LKASDYFGNG 

R VTEFKYG A KLGTVI RVK WDG E 

KMS YLKK WG\EG WG FVM PSDR 

ALVFVDNHDNQRGVHGAGGASI 

LTFW\DARLYKMA\VGFMLAHP 

YGFTR VM\SS YR/WA KHSFKKG 

NDVNDWVVGPTQINNGVVIK.EV 

TINPRH*LVGNDVWV\CEHVRWR 

\QIRNM\VN FRNGSGM AQPFLQ 

NWYDNGSNQVAF\GRGNR\GF1 

VFNK*WPVIFl*LCKPGLPAGSY 

CDVISGDKVIGNCSAIKIPVSVD 

GKAHFSMSNSAEDPFLAIHAES 

K1VKFKIKCKSAKQKKKKKKG 

RPF 


20317 


50685 


A 


20434 


3 


383 




20318 


50686 


A 


20435 


1 


378 


CASGSSGWRPVLWAGAFTMAS 
AELDYTIEIPDQPCWSQKNSPSP 
GGK.E A ETRQPV VILLG WGG\SK 
DKNLVKYSAIYHKRXLLELLFD 
YEIEKEPPAFSLSSATVASCCTA 
TCWSSCRPVASAACV 


20319 


50687 


A 


20436 


1 


558 


CASGSSGWRPVLWAGAFTMAS 
AELDYTIEIPDQPCWSQKNSPSP 
GGKEAETRQPV VILLG WGGCK 
DKNLAKYSAIYHKRGCIVIRYT 
APWHMVFFSESLGIPSLRVLAQ 
KLLELLFDYEIEKEPLLFHVFSN 
G/VRHAVPLTCWELLQTRRFCR 
LRVVGTIFDSAPGDSNLVGGSA 
GLGSHPGARG 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknonn, 
* s Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


20320 


50688 


A 


20437 


78 


1237 


CWSHSDTYWPRTPRPPPPGRPG 

PVVHLAQPVLHPEAGIPEFWES 

GSPGQTRGAALVLTVHICVSEN 

SPSPGGKEAETRQPVVILLGWG 

GCKDKNLAKYSAIYHKRNTAT 

LQPPLT YM RG WGLFLTG A P A D 

QYL1QIKRISQWLRGCIVIRYTA 

PWHMVFFSESLGIPSLRVLAQK 

LLELLFDYEIEKEPLLFHVFSNG 

GVMLYRYVLELLQTRRFCRJLR 

VVGTIFDSAPG*QQPG*GL\SGP 

GQPSWERRARPMLRLLLLVAF 

ALGGSSCFHVLLAPITALFHTHF 

YGQ A Y RTRA LA WPEL YL YSRA 

DEVVLARDIERMVEARLARRV 

LARSVDFVSSAHV^HLRDYPTY 

YTSLLCRTSMRKI RP1 1 KAIAP<s 

HLCSOJCINALKPSP 


20321 


50689 


A 


20438 


3 


427 




20322 


50690 


B 


20439 


101 


1099 




20323 


50691 


A 


20440 


733 


2228 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 

rmlnn fVtr* rk^nl i f 1^ 

tuuun iur |?c|iiiuc 

sequence 


Nucleotide locution of last 
codon for last amino acid 

nrnrntirit <pnnpnre 


Amino acid sequence ( X=IJnlmown, 
*=Stop codon, /=possiblc nucleotide 
deletion^ \~possiMe nucleotide insertion) 


20324 


50692 


A 


20441 


582 


2595 


PPPP V RRRDPG P A VRP AG A MA 

iCKSAENGiYSVSGDEKKGPLIA 

PG PDG A PA KG DG P VG LGTPGG 

RLAVPPR\ETWTRQMDFIMSCV 

G F A VG LG\N V W RFP Y LC Y KNG 

GGVFLIPYVLIALVGG1PIFFLEIS 

LGQFMKAGSINVWNICPLFKGL 

GYASMVIVFYCNTYYIMVLAW 

GFYYLVKSRTSTLPWATCGNY/ 

TWKHSPTCVEIRRHEDOANAS 

LAMLTCDQLANR\RSP\V1EFWE 

NKVLKLSGGLEWPGALNWEW 

TLGLLACWVLVYFCVWKGVK 

STGKM V YFTA/THYPYVVLVVL 

LVRGVLLPGALDGIIYYLKPDW 

SKLGSPQVWIDAGTQIFFSYAIG 

LGALTVLGSYNRFNNNCYKDA 

JILALINSGTSFFAGFVVFSILGF 

MAAEQGVH1SKVAESGPGLAFI 

AYPRAVTLMPVAPIWVAALFFF 

MLLLLGLDSQFVGVEGFITGLL 

DLLPASYYFRFQREISVALCCA 

LCFVIDLFMGVTDGGMYVFQLF 

DYYSASGTTLLWQAVFWECVV 

VAWVYGADRFMDDIACMIGY 

RPCPWMKR\CWSFFTPLVC\MGI 

FILNVVYYEPLVYKQN/TYVYP 

WWGE\AMG\WPFALS\SMLFVP 

LNHLLGLPSLRAKGHPWLKRW 

QH\LT\QPIWGLHPL/EELPRFRD 

ADVQGTLTHP*TPVSESSKVV\V 


20325 


50693 


A 


20442 


1 


363 


MGKRGLILLIEACIAIAQPLQRW 

F V VPPRAG MPVTYD/HSN S A AG 

SPPV*NARLCSPGEKVLCRSQT 

GNFPHTPQEQAVPSAWNALPV 

QP*SH/GPSPMLVPCRCVCPMET 

RVQGSASPGGQG 


20326 


50694 


A 


20443 


747 


1389 


LGAVQLCPPPCRPCHRAALPGG 

LFPPPRPPHSPQAGPLHPQWTQ* 

PGSVGSPTQLSPEASRPQWPPT 

A\GSPRAGVHPGHGQA*SADISS 

AKQWTQVGPAGQGGSKPGKT 

KVPWQSGPLGWDPGARAGQG 

VG*ETRGPSLQLAWSDGEGV/P 

GWRGSYRGHRRGP*PPAPWPW 

SGGHPGSPMEWPCPGTELQMR 

NRAGSRDLHSLGRAPPAATAPS 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /= possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


20327 


50695 


A 


20444 


90 


1181 


RAEPHLQVPGVPGSAQKPQGT 

QMAPVSPRRGPQRGWHTLGAQ 

RLLPQAALSSPAFPQHPGGRWA 

PRRRGQSSQGHSPESLPSERAQP 

HWNHPQLLSPCTPLSCP*GGPR 

QA/EQAGDSGSGTWVGLGAAP 

SERGAPMSARHWLRAPGRRPIF 

I I CAI U/tTDAU/rTPDA A CD CD 

LLbALW* I rAWOOOPAASRSP 
GGPSSRVVGCPLCPLAPGPVPS 
VE*RPMSTKDLPPPSPR*KP/PA 








.■: 






GPAPV*/SPKAVGIPAWERPPTR 
PETEGAGGSCAERLLAPVEMAP 
VSRGQRRDPEPGSRHG/DPPTDT 
AALGGPRPPQHLPRTRQHWEI* 

UrUnrr 1 U 1 /\r\L<VJL/L.IVr l^jr UL 

LMELGVPISRDPHGRGPWQGPV 
GKLWPGGQGSCPQSPPV 


20328 


50696 


A 


20445 


2 


957 


IPSRKDHEKAEFEVHEVYAVDV 

LVSSGEGKVRRVPELAKRGD*E 

CSPDQMLLKLLFQAKDAGQRT 

TI Y KRDPSKQYG LKMKTSRA FF 

SEVERRFDAMPFTLRY*AMIVL 

GTSLTHRPYTQEHFFLSLPA*TC 

SVHVLTPSLSLPISFSLKVM*KS 

NPKJHDFCLRVGAILKYEQNGK 

T*WGVKDTSEYHLPCQ\AFEDE 

KKARMGVVECAKHELLQPFNV 

LYEKEGEFQKELHFGFPDYKISF 

L*VQKS*V*QRNFLSKHIFIFAIG 

ppu AHPI^FTVI I MT>Xir;PM P ITQ 
Cr V /\\JV ISj 1 VL»L,lvir (NUr ivllvl 1 o 

GPFEPDI YKSEMFVODAFl KA 
LLQSSASRKT 


20329 


50697 


A 


20446 


85 


266 
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SEQID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


20330 


50698 


A 


20447 


207 


1759 


LSQRALRLSPRARSFSLSPACPL 

PCLLALSLALSSRIEGTLTTACG 

WGRETEAAAAQGKRGCSGGSR 

KMSGEDEQQEQT1VD/DSLVVT 

KYKMGGDIANRVLRSLVEASSS 

GVSVLSLCEKGDAMIMEETGKI 

FKKE\KEMKKGIAF\PTS1SGTIM 

*PI/CHFSPFERSD\QDYIPPRXGD 

LVKUDLGVPCWMGFIANVASH/ 

SFVVDVAQGTQVTGRK\ADVIK 

AAHLCAEAAVLRLVKPGNQNT 

QVTVEAWNKVAHSFNCTP1\EG 

MLSHSLKQHVIDGEKP*FQNPT 

DKQK\RAHEKADFEV\HEVYAV 

DVLVKPQERARPKJDAGQRTTIY 

KRDPSKQYGLKMKTSRAFFSE 

VERRFDAMPFTLRAFEDEKKA 

RMGV\VECA\KHELLQPF\NVLY 

EKEGEFVAQ\FKFTVLLMP\NGP 

MRITS\GPFEP\DFYK\SEMEV\Q 

DAELKALLQVSSAKSEKPQKKK 

KKXKASKTAGEWPLVAFSAVLE 

TFRRKWKLGGLEVGPISPACCS 

CLHPPSHQTPRLCEVQFFFST 


20331 


50699 


A 


20448 


1 


3825 




20332 


50700 


A 


20449 


1084 


2429 


ARERSLRGSPAREREKERKCTA 

LSE*GEQMERKTNS*TKQTE*N 

RNEIGPRGAGPPGDAGSGRQPA 

LRPHVHKQTEKTTRVRTVLNE 

KQLHTLRTC Y A AN PRPD ALMK 

EQLVEMTGLSPRVIRVWFQ1MK 

RCKDKXKSILMKQLQQQQHSD 

K/SGEQPLGRRLESGGGCASAA 

VSACPFLGEPWEIQGELGAPDG 

VCLYLHSKASLGFEASYFVWD 

RGFSLSQWQPRVAGSGRCAEP 

KAAWQCAAPASRAGGLCTPSA 

AAERSPVEKEGSSDAIECAPPR 

KAMQTLNHSRPGAPVSKVAEK 

ARPNSSTYCLLLAPQSLQGLTG 

TPLVAGSPIRHENAVQGSAVEV 

QTYQPPWKALSEFALQSDLDQP 

AFQQLGLLSAGGRSPRDTFRLG 

ARGPGAPARVPLHLPLPGVSAA 

PWSFSESGSLGNSSGSDVTSLSS 

QLPDTPNSMVPSPVET 


20333 


50701 


A 


20450 


133 


276 




20334 


50702 


A 


20451 


2 


205 


WDTSS*SLRTPRSRQVSTRPRR 
KKEKLPSKGMFSSVSLPQVLTQ 
RHQRPTCSWSLCWQPQHL1LLR 
S 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


20335 


50703 


A 


20452 


182 


411 


GRAWPAPPTSVTPRLRSPAESP 
RWPSAFFRS^l PA/RffRRPnvn* 
VSCCGPRAPPGVNGDALRSARP 
AQLPA*RPQRH 


20336 


50704 


A 


20453 


786 


1208 


GVHRGTHGRQKWRPCAPRAQ 

HSWGPGGRLPAGCRG*AGSCA/ 

PSLGL*CGAGPQGWGRRDP*TR 

RRTPRRPPRGPRPRVWMAPPAR 

SHPWRAAPRSAGAAPRPI Ol G 

GRSGRETRPAPGGELQRPAAAG 

PPLMSCGWRVVLA 1 


20337 


50705 


A 


20454 


385 


727 


KAMSPVFPRHSKWDLDLSRPLF 

TSAALLSACKILKLKVDKNKM 

VATSGVKKSYI* STV *TTREDW 

TAGRORTWRCIYSTTFFKFDSG 

*SPSKGNGEGRGDAT*TTER*RS 

DTGL 


20338 


50706 


A 


20455 


568 


3382 


HPGWVARGPGAGEGHAAGCG 

PARCQAGGPLQDGGCGGQGHR 

FGGGHVPEIKGGGFPHAGACAL 

EERQPR*QP*GVGKRGGGLFHA 

SSSPSSGGSRTEPAEG*GGAVCR 

AGDLGHIDDAGDHGDSGKAKE 

RVEEEGGKPKHVLSTSGVQSD 

AREPGEESQKADVLEGTAERLP 

PIRASGLGADPAQAVVSPGQGD 

GVPGPAOAFPGHLPLPTKVFAK 

APETlPSENLRTGLELAPAPGRV 

NVVSPSLEVAPGAGQGA 


20339 


50707 


A 


20456 


762 


1245 


LRQYSVKMRIVPTILLNFGADP 

DLRDI RYMTVLH YAVCGQSL\S 

LVEKLVLEYEADLEAKNKDGYT 

PLLVARY*QLIPKLVKFLLE\KG 

ADVNASDNYQRTALILAVSGEP 

PCLVKLLLOOGGEICNFGXMVD 

I V^ %-W T Vv[ VX VJ VJ 1_« ■ V«* 1 ^1 I_jVJ T 

SQLRNMFISMVLLHRYPQFTAS 
HGK\QKHAK 


20340 


50708 


A 


20457 


346 


608 


PKRRGAPLPVIPQSAS*KPKLPM 

GRPPPPVPSVSPGPLPGSLAIAP 

HSLEPHLVQSSCLVVPPKTKQS 

KRKPGRGAQAPTLPNATEFSVC 

RNDPKEGGRRSP*FPNRLLEPE 

APPRPSAGESPRPAAA/SPLPCSE 

EK/PTPQLCARERLAPSAAPPPP 

PRCGPAPLLEPSAWTPELARRA 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


20341 


50709 


A 

A. . : — 


20458 


340 


889 


SAPFSSGERTPGCPEASPFPGGG 

GGNARPSGPAPHPPSSAS*KPKL 

PMGRPPPPVPSVSPGPLPGSLAI 

APHSPEPQLVQSSCLVVPPKTK 

QSKRKPGRGAQAPTLPNATEFS 

VCRNDPKEGGRRSP*FPNRLLE 

PEAPPRPSAGESPRPAAA/SPLPC 

SEEK/PTPQLCARERLAPSAAPP 

PPPRCGPAPLLEPSAVEAEEGGW 

GAGPLGRALPPPPPGKGLASGQ 

PGVRSPDEKGADQRQPSGPRLC 

SAPAPPRRS/PPRRRRPSNFVPED 

QPHYVPGSASAGPRRSPRPPRR 

ELGAPSHLP 


20342 


50710 


A 


20459 


148 


397 


GHKELVTGTEAIELAHAYETCH 
AVPRTIAKLVPKTHVLMSESEW 
RN LG VQQE/RQG WVH\YMI H EP 
E\P*HFGCSRRPLTQGTQRK 


20343 


50711 


A 


20460 


139 


272 


VLKPGGSYSFGSPSCNSSH*LIG 
FQKWKDVPCEDKFSFVCKFKN 


20344 


50712 


A 


20461 


440 


1167 


ARDSLQLSMAQTSSYFMLISCL 

MFLSQSQGQEAQTELPQARVJSC 

PEGTN A Y RS YC Y YF* WKTRET 

W\VDADLYCQNM\NSGKLGVC 

GSPRAEGCLFWPQLPGGVGT* 

WTFNVLDLGLQ*PPKRTRRW\H 

WEQWGPLVSLQSSWGHWEPPS 

RC LN PG\ Y\C VSLDLQSTRJ SRN 

WKDVPFVKDK\FSF\VCKVQKT 

RGQAGKIQCLELTPAITNGVQK 

LNRTISPTQLNLVTLFSAEFALLI 

FNSFT 


20345 


50713 


A 


20462 


** 


322 




20346 


50714 


A 


20463 


1 


420 


DLYELVQYAGNIIPRLYLL1TVG 

VVYVKSFPQSRKDILKDLVEMC 

RGVQHPLRGLFLRNYLLQCTR 

NILPDEGEPTDEETTGDISDSMD 

FVLLNFAEMNKLWVRMQHQG 

HSRDREKRERERQVSWXRCKCG 

TLQ\QIVLTG 


20347 


50715 


A 


20464 


1 


1446 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lust 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


20348 


50716 


A 


20465 


3 


2564 

..f 


LGAGAACCRLWGVAMPTTQQ 

SPQDEQEKLLDEAIQAVKVQSF 

QMKR\CLD\KNKRIGVRHKTML 

RNMLG\ELRTSMLSPKSYYELY 

MAISDELHYLEVYLTDEFAKGR 

K V A DLY\EL VQY AG\N 1 Y PQG F 

YLLVHSLSCKNVKSFPQSR\RD1 

LKDLVEMCRGVQH\PLRGLFLR 

N Y LLQCTRN I LPDEG EPTDE ETT 

GDIRDSMDFVLLNFAEMNKLW 

VRMQHQGHSRDREKRERERQE 

LRILVGTNLERLSQVE/WCKCG 

TLVRQIVLTGILEQVVNCRDALA 

QEYLMEC1IQVFPDEFHLQTLNP 

FLRACAELHQNVNVKNI1IAL1D 

RLALFAHREDGPGMPADIKLFDI 

FSQQV\ATVIQSR\QDMPSE\DV 

VSLQVSL\INL\AMKCYPDRV\D 

YV\DKVLGNNSGR1FNKLNLEHI 

ATSSAVSKGNFTRLLGKLPVGH 

FTNNILTWLVKLKHFHPLFGYFD 

YESRK\SMSCYVLS\NVL\DYNT 

EIVSQDQVDSIMNLVSTLIQ\DQ 

P\DQPVEDPDPEDF\ADEPEALV 

ARFIHLLRSEDPDQQYLILNTAR 

KHFGAGGNQR1RFTLPPLVFAA 

YQLAFRYKEI\SKVDDKWEKKC 

QKIFSFCPTKT1VSALIKAEL/AQE 

LPLRTFSFKGGT*LA/AGELGFG 

NHG\TVAY\EFMSQGIFSVWKD/ 

EKSGDFPKAQLGWPFTFGSIGA 

LFERVEVLSVEEDSWNPLR\TQ 




S0717 


c 


20466 


21 


JO J 




201S0 




c 


20467 


16 


415 




20351 


50719 


A 


20468 


1 


436 




20352 


50720 


A 


20469 


1 


747 




20353 


50721 


A 


20470 


1 


864 
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SEQIO 
NO: 


SEQ ID NO: 
or peptide 


Met 
bod 


SfcQ ID NO: 
in USSN 


Nucleotide 
location of first 

sequence 


Nucleotide location of last 
codon for last amino acid 

nf npntirir ^fuupnCf 


Amino acid sequence ( X=Unknowu, 
*=Stop codon, /=possible nucleotide 

deletion \=rnn;<;ihl^ nurltntirlr ifi<^rti»nt 


20354 


50722 


A 


20471 


2 


2138 


VGRAAAAAAAVAVPLAGGQE 

GSPGGGRRGSRGTTMVKKRKG 

RVVIDSDTEDSGSDENLDQELL 

SLAKRKRSDSEEKEPPVSQPAA\ 

SSDSETSDSDDEWTFGSHKUKK 

KGQARTLEQKGTMKKQAN KT 

ASSGSSD/RTDSSAESSAP\EEGE 

VSDSDSNSSSSSSDSDSSSEDEE 

FHDGYGEDLMGDEEDRARLEQ 

MTEKEREQELFNRJEKREVLKR 

RFEIKKKLKTANKKEKKEKKK* 

QEEEQEKKKLTQIQESQVTSHN 

KERRSKRDEKLDKKSQAMEEL 

KAEREKRKNRTAELLAKKQPL 

KTSEVYSDDEEEEEDDKSSEKS 

DRSSRTSSSDEEEEKEE1PPKSQP 

VSLPEELNRVRLSRHKLERWCH 

MF\FFA KTVTGCFVRIG IGN HNS 

KPVYRVAEITGVVETAKVYQL 

GGTRTNKGLQLRHGNDQRVFR 

LEFVSNQEFTESEFMKWKEAM 

FSAGMQLPTLDEINKKELSIKEA 

LNYKFNDQDIEEIVKEKERFRK 

APPNYAMKKTQLLKEKAMAE 

DLG\D\QDKAKQIQDQLNELEE 

RAEALDRQRTKNISAISYFNQRN 

REWNIVESEKALVAESHNMKN 

QQMDPFTRRQCKPTIVSNSRDP 

AVQAA1LAQLNAKYGSGVLPD 

APKEMSKASVGQGKDKDLNSK 

SASDLSE\DLFKVHDFDVKIDLQ 

VPSSESKALAITSKAPPAKDGAP 


20355 


50723 


A 


20472 


438 


709 


FLSQSWIFKQIRASRTLFLVAFS 
SNTFTSCRSFCSSSEAMGAGSG 
RSPELQPRRRRNRKPRAEPSNR 
AQTPTRTS/LRRCSLRPH RPCAR 
SR 


20356 


50724 


A 


20473 


2 


1315 


1LQKRIGGFLDALVRNSQPARYI 

NDYQLSNYGLDMLGPSLDPAP 

MASEELQKDLEEVKVLLEKAT 

RKTEKSK1ETEIKNKLQQKSQK 

KAELLDNEKPAAVVAPITTGYT 

KGGGGEERGGEAPTSNEAQAT 

EVRGGAGGGKDKDDGDRERXP 

RKTRGGRARTE*NNRHEQ*IQI 

KKRRETEKERRNEKGRRRHKT 

ATQKRRREERRARRVGEGTRK 

REQPAHEQEHATTTHTRPPAP/R 

RTRKTQTHNRKERKKEE 


20357 


50725 


C 


20474 


43 


162 
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SKQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, Y=possible nucleotide insertion) 


20358 


50726 


A 


20475 


2 


363 


YEPLDSN KRIGTSSSSY VLCLCS 

SLAIFSNFMGNLLSFCGVLKLK 

SLACIH*RFFFN*A**VFIHISSRE 

0*FINVCSSCPAFFNPERRNELY 

ASLLSFVPSALVPIFEDNVSYLF 

VKSF 


20359 


50727 


A 


20476 


505 


2294 


VYSDAKS1YCLLFAHSQRPPCV 

FNENDPQNSGTVHTVFLVGLTD 

HRHARAKIESWAGEAAPFTLV 

AASADKLFGDLHISKYCGRIAV 

SVFQFQQYCGLCDSTS/SLQQY 

CGLCGST*HSGSTVASVAGLHI 

VAVPWPLWQDFTLWQYRGLC/ 

AQDFTLWQYHGLCGRTSRVAV 

PWPLWQYFTLWQYCGLCGRTS 

HC/GQYRGLCGRTSHCGSTVAS 

VAGLHVWQYCGLCGSTSRC/E 

QYHGLCGRTS/RLWQYHGLCG 

RTS YC/EQYRG LCG STSRCG/M Y 

RGLCGRTSH/WWQYCGLCSSTS 

YCSRTVA\LWQYFIL\CSTSY/W 

QQYHGLCGNTSYCGIUQLQQY 

SGLCSSTSYWGSTVASVAVLHI 

A A V L WPLRQ YFJ LQQNRG FCG 

NTSYCG/SYFILWQYHGLCGST 

SYCG/SYFILQQYHGLCGSTSYC 

/EQ YRG LCG STS YC/TQYCGLCG 

SSSYC/AQNCGFCGNTSYCGSTS 

/VLQQYHGLCGSTSYCGRTV/V 

FCGSTSYWGSTSYCGSTVASLA 

VLH1VAVLCPL*QYFTTNKTKN 

KTKPGSCHLTYFGGAAGGPSL* 

APGGVAGTVGSASRSASWGLP 

EW1CCLRDPKSLSFPYWGFEVW 


20360 


50728 


A 


20477 


2 


554 


LSSTGGLHAGRLCCSPCLLVIPL 

KSSQHIRRVUNTNIRLGRRKNS 

PLPITAHLR V WARRYA\H V VL R 

KADIDLTK\RAGEL\TEDE\VER 

VITH/ILQNPRQYKDPKTGFFEQ 

DKKD V K\DG K YSQ V PSQL V WD 

NKLP*KTWEPTERRFRAH*/RGL 

RHFLGAFRVRGQAHQEPLGRR 

GRHRWVCPRRK 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
couon iur pepuue 
sequence - • 


Nucleotide location of last 
codon for last amino acid 

Ul peptfUC 3CI|UCUIC 


Amino acid sequence ( X=AJnknown, 
*=Stop codon, /^possible nucleotide 

(Iplptifin \=n/twihl A mif*l A ntirfl a inci>rlif\nk 

uciciiuii» \— |M/i>iuic nucicuiiuc iiiMriiun} 


20361 


50729 

- - 


A 


20478 


50 

- 


774 


LFGVVYTGFCLGVWTAGVGGV 

PG PN FPRP1LTLV RG P*G K G VG 

WVAGPGQLRPTGPWS1*VSHPT 

PPGPLSISYRAQAAGGQGPAPM 

THPQGRQEP*RQLPPGGPLA/RH 

PPKA PDP A RPH P/RQH RG PS/ST 

APKGRCWQHKQEPSGHPAGHT 

PG RPG/PPQA PPRPSP WVG PG PQ 

TPTPCP*DEPHRPPGLQPWRPFS 

PLAMAPMGRLQALPGLDQRGQ 

FVSPLRLLGALESLAWLPSAFIA 


20362 


50730 


c 


20479 


156 


908 




20363 


50731 


B 


20480 


1 


804 




20364 


50732 


C _ 


20481 


278 


551 




20365 


50733 


A 


20482 


169 


1144 


INYSLEKHVGALGRVLFSL*RA 

GCPGMGSTRERGLYLGKHRGS 

GGIW*ALAGP*KSRGDSVSLTQ 

GHTHVCSRSPR*ADSPPG/SHLS 

PVPHSVEVAGHVLVPATRAAV 

PCSASAGA*QSTYRTGVHQGNP 

TV * TK/PS RR PSG G V A K* FL PS A 

VRGEPGAKPLVDDLLPGWSLA 

THGQPPLVAAPGSGLWGRPAD 

A*GCETAGGSPCPRSTSRPSGPS 

GVQGCPLG*AGSGASASRSEPP 

GSTSCCPRAP\T*PAAPCVPDWP 

AGDQWRSHGYLPPSREL*G/W 

MPPSRPATLPQLAFARQRQGNR 

FDAAFESSGEDFHQMPRVGRM 


20366 


50734 


C 


20483 


31 


90 




20367 


50735 


B 


20484 


48 


197 
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SEQ M> 


SEQ ID NO: 


Met 


SEQII> NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Srop codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possiblt nucleotide insertion) 


20368 


50736 


A 


20485 


5447 


5642 


PRDMESCYNPGLDGIIEYDDFK 

LNSSIVEPKEPAPETADGPYLVI 

VEQPKQRGFRFRYGCEGPSHGG 

LPGASSEKGRKTYPTVKICNYE 

GPAKIEVDLVTHSDPPRAH\AHS 

LVGKQCSKLG1CAVSVGPKNM 

TAQFNNLGVLHVTKKNMMGT 

MIQKLQRQRLRSRPQGLTEAEQ 

RELEQEAKELKKVMDLSIVRLR 

FSAFLRASDGSFSLPLKPVTSQP 






* v * 








IHDSKSPGASNLK1SRMDKTAG- 

SVRGGDEVYLLCDKVQKDDIE 

VRFYEDDENGWQAFGDFSPTD 

VHKQYAIVFRTPPYHKMKIERP 

VTVFLQLKRKRGGDVSDSKQF 

TYYPLVEDKEEVQRKRRKALP 

TFSQPFGGGSHMGGGSGGAAG 

GYGGAGGGGSLGFFPSSLAYSP 

YQSGAGPMRCYPGGGGGAQM 

AATVPSRDSGEEAAEPSAPSRT 

PQCEPQAPE\MLQRAREYNARL 

FG LAQRSARA LLDYG VTADRR 

ALLAGQRHLLTAQDENGDTPL 

HLAI1HGQTSVIEQIVYVIHHAQ 

DLGVVNLTNHLHQTPLHLAVIT 

GQTSVVSFLLRVGADPALLDRH 

GDSAMHLALRAGAGAPELLRA 

LLQSGAPAVPQLLHMPDFEGLY 

PVHLAVRARSPECLDLLVDSGA 

E VE ATERQGG RTALHL ATEME 

ELGLVTHLVTKLRANVNARTF 

AGNTPLHLAAGLGYPTLTRLLL 


20369 


50737 


A 


20486 


3 


346 


PQTITDTELWVTLTVEVWDIST/ 
LFPGN * SH A/TLPSH *N L ITLTPL 
N ANI/A I PQHALKGLK P V ITRLL 
QHGLLKPINSPYNSPILPVQK.LD 
KSYRLVQNLRLINKIVSPIHPVV 
PN 


20370 


50738 


A 


20487 


1 


808 


YGTSLLLPWQLITCPLPSH*NLI 

TLTPLNAN1/AIPQHALKGLKPVI 

TRLLQHGLLKPINSPYNSPILPV 

QKLDKSYRLVQNLRLFNKIVSPI 

HPVVPNPPAFTSQITQAVSQAL 

GIQWNLHIPYHPQSSGKVERTN 

GLLKVHLTKLSLQLKKDWTVL 

LPLALLRJRACPRDATGYSRFEL 

LYGRTFLLGPNLIPDTSPLGDYL 

PVLQQARQAANLLLPTPDPQPH 

EDTLAG RS V LV KN LTPQTLQPR 

WTGPHFI 1 YSTPTA VCLQDPPH 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 

ftQfCAfl TIT 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \ = possible nucleotide insertion) 


20371 


50739 


A 


20488 


2 


513 


CCPIASEAQ*TITDAELWVTLTV 

EAQSLLRVFLSYLPTLTHKYGT 

SLLLPWQPITCPLPSR*NLITLTP 

LN/GQYPIPQHALKGLKPV1TRL 

LQHGLLKPINSPYHSPILPVLKP 

DKAYKLVQNLRL1YQIVLP1HP 

VVPNPYTLLSSVPPSTTHYSVL 

DLKHA FFTI PLQP 


20372 


50740 


A 


20489 


1 


1893 




20373 


50741 


C 


20490 


1 


1806 




203-74 


50742 


A 


20491 


1 


645 


MTSG PQINQPKK H LTN FKS EPS * 

DL/FPSSPGCSLPAED*RCP1ALE 

AP*T1TQA\RVTLIVEGKSVPLV 

NTEATQSTLPSFQGPVSLASITV 

VG1DGQASKPLKTPLLWCQLG 

QHSFMHSFLVIPTCPVPLLGRD1 

LTKLSASLTIPGLQPHLIATLLP 

NPKPPSCLPLLSPHLNPQVWDIS 

TSLATDHMPITIRLKPNHPYPAQ 

RQYPIPQHALKD 


20375 


50743 


A 


20492 


113 


328 


LGSGAWGGGDLPWEINPLSSCS 
LLREKDLLTTSGPQT\TSPRNISP 
ILNRDPTVQLTWQPLPEPLELW 
PKAL 


20376 


50744 


C 


20493 


183 


254 




20377 


50745 


A 


20494 


1 


511 


MWKGPrCGLDMYGKSSVSPKTS 

DILGRDTLLLALKVQTVVLQTA 

CGEGHVAGNCGRPLETEGSLQ 

LTATKKLRDSVLQPKSPEFCQQ 

FTRAWNRTQVPDETEAPAGTY 

AAQSGDLPWEINPLSSCSLLHE 

KDPPTASGPQTYTSPRNISPILNR 

VSEVSDHAGTPALVLHP 


20378 


50746 


A 


20495 


1 


1108 


MWESLELPGNIFNGFDQNADN 

DMDDE1QAEVISDGDEEFVGN 

WNKPRDLVPCILATLALTKRGQ 

DTAQTMASEGARPKHWQLPGG 

VGPVGAQKSRIEVWEPLPIFRR 

MYGKACMSRQKFAAGAGFSW 

Y VP V A V VGA K VHD VN L HM LS 

FPSKWKLHTCMKFGAVTQIVTS 

LGRSSCSLLLEKDPPMVLRPTSP 

RNISPISNLTKETRFIRGPKTPAP 

VTDWEGSLPLVFNHCRDASLII 

HPGFRGVRPRRDACLSPSPLAN 

LFNLTFKVYNNRKKLQFLAFTV 

RQTS A MSP A H KN FQTPEPQRPG 

IPPEPPPPGACYKC/HE1RPPGQG 

MPAAQDSS*ATS/LSVRDPTGN 

WTVQLTWHPLPEPLELWPKAL 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon fur last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


20379 


50747 


A 


20496 


128 


302 


TAAARHSSRTSSPRSLLQVLEI 
WPSGOGMPAAWDSS*AASHL 
WQPLPEPVLELWPKAL 


20380 


50748 


C 


20497 


80 


106 




20381 


50749 


A 


20498 


196 


575 




20382 


50750 


A 


20499 


1 


505 


TKETRFIRGPKTPAPVTDWEGS 
LPLVFNHCRDASL1IHPGFRGVR 
PRRDACLSPSPLANLINLTFKVY 
NNRKKLQFLAFTVRQTSAMSP 
AHKN FQTPEPQRPG I PPE PPPPG 
ACYKC/H EI RPPGQG MPAAQD'S 
S*ATS/LSVRDPTGNWTVQLTW 
HPLPEPLELWPKAL 


20383 


50751 


A 


20500 


372 


563 


LRSADLPWEINPLSSCSLLHEKD 
PPTSSGPQTATSPRN 1SPILN/PEK 
K ETRF1 RG PKTP A P V MD 


20384 


50752 


A 


20501 


96 


505 


WS*OP*GLGSHRHHRRRHHRSS 
SSSSSSSSSSSKSNSDWOPLPEPL 
ELWPKAL 


20385 


50753 


A 


20502 


79 


207 




20386 


50754 


A 


20503 


583 


736 




20387 


50755 


A 


20504 


99 


246 


DLIFHQRHSVSAESLTMHGLNN 
* OTS A K R V VOG\T WOPLPEPLE 
LWPKAL 


20388 


50756 


A 


20505 


654 


719 




20389 


50757 


A 


20506 


71 


951 


LRSGDLPWEI/NPLSSCSLLREK 

DPPTTSGPQTVTSPRNISPISNPR/ 

PK ETRFIRGPKTP A P VTD WEG S 

LPL V FNH SRDTSLl I H PG FRG VR 

PRRDACLGPSPLAASPTFLGKG 

PAAPRQTELGPNSSSASAPPPYN 

PFIASPPHTWSGLQFPSMTSPPP 

PAQQFTLKKVAGAKGIVKDLIN 

LTFKVYNNRKKLQFLASTVRQ 

TPATSPAHKNFQTPELQQPGVP 

PEPPPRGACYKFQKSGHRAKEC 

LQPRIPPKPHPICVGPHWKSDCP 

THLAATPRAPGTLAQGSLTPSQ1 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 


Nucleotide 
location of first 

couun iv* pepuue 
sequence 


Nucleotide location or last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
uciciiuiit \— puaMoic nucicuiiuc insertion} 


20390 


50758 


A 


20507 


1 


1010 


CSEYEDSSPAPVPATDLSSTLSS 

SVPQPQDTGTSQQLHPLDPWHE 

LLRAQELQGATNHKGYSHAEH 

EHAGLGVQGGNGALAFSNSGH 

RHAVPT1SSGTGRRRTPSSSAFG 

LLNLHQWFVSGFQAFSDRLKA 

ALSASLLLRFGDSDWLPSSSAC 

KCLMLGLHFVIVGNICATLKEK 

YSSMLHLDVTMKKNGEKRTRL 

QKRKKGMPPHPAYEDLNIAAIT 

LPANVVLHQPSGFRTSGQLDPV 

WWSLDTDAHEIWCQDPGLGSG 

DFPWEITPLSSYSLLHEKDPPTT 

SGPQTVTSPRNISPISNPRQRRQV 

LSMDPKLRHRSRTGKAAFPWC 

LIIAGTPL 


20391 


50759 


A 


20508 


3 


539 


IVDDCGGAFTMGV1GGGVFQAI 

KGFRNAPVCRLLSEAPLFIYSCS 

RSVSPTVNVSSERAESRPTLFM 

AVSLHMAWCLAHIGIRHRLRG 

SANAVRJRAPQIGGSFAVWGGL 

FSTIDCGLVRLRGKEDPWNSITS 

GA\LTGAVL\AARSAPLAM\VGS 

AMMGGILL/ALIEGVSILL/TR*T 

ATV 


20392 


50760 


A 


20509 


3 


778 


GEQRAALPPAPKECTHPNVTNT 

LVQAESSDAGVRLRWGRGLTA 

RPDASAMEEYAREPCPWRMVD 

DCGGAFTVMGV1GGGVFQAIKG 

FRNAPVGIRHRLRGSANAVRIR 

A PSTTG SF A V WG G L FSTI DCG L 

VRLRGKEDPWNSIT\SGA\LTGA 

VLVAAP\SGPLAMGGLQQ*WGG 

ILSAPHLRAFGILL\TR*TA\QQF 

RKWAPNSLEDP\SQ\LPPKDVT\P 

APGYPXSYQQYHLRKPLATMGA 

TSSVPFPDGSTLKGRAGFPG 


20393 


50761 


A 


20510 


1 


231 


LRWRVWSLSLLMFRCVRSFFLL 
VGSWSRWFRSEAADLCGECYS 
S*GSTSGVVRFSRWACGLAGLR 
SEAADLAPPTSC 


20394 


50762 


A 


20511 


318 


494 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


20395 

v *: 


50763 


A 


20512 

- r - M .m .... 


1 

< 


1234 


MNM>IIKK1VKQATVLTFTTALL 

AGGATQAFAKENNQltAYKETY 

G VS H ITRHDMLQI PKQQQN EK Y 

QVPQFDQST1KNIESAKGLDVW 

DSWPQQNADGTVAEYNGYHV 

VFALAGSPKDADDTSIYMFYQ 

KVGDNSIDSWKNAGRVFKDSD 

KJDANDPILKDQTQEWSGSATF 

TSDGKIRLFYTDYSGSLLRSQM 

PCADLSILKEAAETLQSTSTRNS 

AFLGNTHDEAP1VHVFIPSLAYS 

TWWSLIFNPTTMIMMCSRDWL 

SSCENKRVDLAFGLVYSGTPVQ 

KLEQMKFSPQLGCNHFESKDR 

NDFLFAPEEIEKDPQGESLLCDF 

MTKTPKAMATKAKIDKWDLIK 

LKSFCTAKETTIRVNKQPTEWE 

KNFAIYPYDKGLISRIYKELKQI 

YEKKIKQPHQKVDERRLLNLTT 

DRLTGEKAYRFIKVQVLRVTQ 

GMK1QRRARSKELQGDGDE1QR 

WKRLHSPPRLLGEEPHR1IFKLD 

SANDMHKSAPFSSLQSPLWHQP 

VMQEVERQYKEKKDLVREGG 

KCRCQGRPGKVVLTELSLEAR 

GGWMEDIPSRRTSKCGPWELV 

SHCVQNWWVLGLTDFKNEAS 

DPRGVKLQTFTVSVTALKAAR 

LELLVLPGGLVVSLASGVKLQT 

FAVSVTAHKRSVDPKTEGAGS 

GLGOPRKGLSOCSSGPKG*YPE 

STKNLNKFTRKKSNNPIKRLMK 


20396 


50764 


B 


20513 


1 


531 




20397 


50765 


A 


20514 


1139 


1562 


GALQPTAALWEPLSGLAKARA 

GTLSLQGSVEGVA*AGTGAAC 

GACGPDGVPGGRGLGGPRTGS 

SRPA LS HF ITEEDK DQR VQDQL 

GG V WHRMEIHEOH VG KOOEE 

GDVEDHIPGEDHEGGGEERHIV 

PKQLLVLVDRFLPK 


20398 


50766 


A 


20515 


1 


1597 




20399 


50767 


A 


20516 


461 


1601 
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SEQ »> 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Mel 
hod 


SEO ID NO: 
in USSN 
09/s4O\2l7 


Nucleotide 
location of firs! 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Ston codon, /=possiblc nucleotide 
deletion, \=possiblc nucleotide insertion) 


20400 


50768 


A 


20517 


1 


914 


MNNLRRAALRAVTLTAKVCSF 

TPEPARPQTHQK.EETPNTSEHQ 

KEQTPDTPPLRTVTLTARVHGFI 

LE VSETKNPPJ PDTP ATRE A EG L 

RSRLAVYSTRDSPCVACSGSYT 

QAQGSLGRKFQDPVSLFEDLTK 

NTPEPNLRP1TSKPVLVQETLSN 

FALFLKESNGPWKVWGSH/1KG 

LT*KALHGF\HVH\EFG\DNTAR 

LYQVQGPHF\NPLSQK.TTVGPK\ 

DEESHC*DLGQGDCLTKNGVA 

DVSI*RFCESHSSGDHCIIG\RTL 

V VPWK KPDDFGQR VGN E\ESSK 

TVGNAGKSV WPCG VN WI AQ 


20401 


50769 


B 


20518 


8 


173 




20402 


50770 


C 


20519 


13 


180 




20403 


50771 


A 


20520 


3 


486 


VTETWKCAG1PHRYRSFESC/JW 

NPV1NSDRMDYAGPVCFKNADI 

GRCAHEKLRED* DG A APGEIGI 

QPEADATPYFATPTPVLTHGPC 

AAESEPALLIGSKQFGLSRNSHI 

AIAFDDTKVKNRLTIELEVRTE 

AEFRLLFYMARTNHADFATVQL 

RNGLPY 


20404 


50772 


A 


20521 


1 


459 




20405 


50773 


A 


20522 


2 


239 


SDSSGSREVDPVAATTMPGAA 

G V LLLLLLSGGLGG VQAQRPQ 

QQRQSQAHQQRGLFPAVLNLA 

SNALITTNATCGEKGPEMYCKL 

VEHVPGQPVRNPQCRJCNQNSS 

NPNQRHPITN A 1 DGKNTW WQS 

PSIKNGIEYHYVTITLDLQQVFQ 

IAYVIVKAANSPRPGNWILERSL 

DDV\EYKAWQ*H\AVT\DTEAL 

TP*PN*SPELGHRQNAQD*\EVI 

CTSFYSKIHPLENGEIHISLINGR 

PSADDPSPELLE 


20406 


50774 


A 


20523 


2 


445 




20407 


50775 


A 


20524 


1 


2765 


MGRRRLLVWLCAVAALLSGA 

QARGTP\PWRGLR/LPGASRYSL 

YTTGWRPRLRPGPHKALCAYV 

VHRNVTCILQEGAESYVKAEY 

RQCRWGPKCPGTVTYRTVLRP 

K YKVG YKTVTDLA WRCCPG FT 

GKRCPEHLTDHGAASPQLEPEP 

QIPSGQLDPGPRPPSYSRAAPSP 

HGRKGPGLFGERLERLEGDVQ 

RLAQTYGTLSGLVASHEDPNR 

MTGGPRAPAVPVGFGVIPEGLV 

GPGDRARGPLTPPLDEILS 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
t)V/540,2 1 7 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of lasl 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblt nucleotide insertion) 


20408 


50776 


A 


20525 


2 


363 


RFTKVEMKEK\MLSAAREKGR 

VTH KG K P 1 SLKADLS AETLQA R 

REWGPIFNILKEKNFQPRISYPA 

KLSF1SEQEIKYFTDKQMLRDFV 

ITRPALKELLKEALNMERNNW 

YQPLQKHAKL 


20409 


50777 


A 


20526 


1 


1566 




20410 


50778 


A 


20527 


1 


1604 


MAILFEMRLGQQSSAKFPGFQS 

SFFPVIPVNKPSGKFKRDRAHFS 

STRLLWPDCQISQLWGGYLRK 

KGSSPSQGLIDKTPSPWKKAPR 

ERGGCGRSFSRFKHPCLTALKR 

AADLPAQHSSSAKDTSQK.GPTD 

TSYRRALAGIWQVPPLGRSFQK 

KDQAA1FAVVQPLQVIPRQTGS 

GVDLQQTSADWQQRGLTVRR 

KTNKQKGIACSLKDPIRGHQHQ 

RPKDHNFSPAREQNWTENEFD 

K.LTEVGFRRWV1TNSSELKKHV 

LTQCKDAKNLERSLEELLTR1PS 

VEKNINDLMELKNTARELREA 

YTSFNSPIDQAEERI S V 1 EDQFN 

KINREDKIREKRIKRNKQSLQEI 

WDYVKRPNLQLIGVPESDKEN 

GTKLENTLQNI1QENFPNLAREA 

N1QIQEI\QRTPQRYSLRRATPRH 

IISV/RFTKVEMKEK\MLKAVRE 

KGRWTHKGKPIRLTTADLSAET 

LQARRQSGGQYFNIL*RKGIFQP 

R\ISYPA\KLSFISEGEIKYFIDK\Q 

MLRDFWTTRDWPALKEHQAC 


20411 


50779 


A 


20528 


58 


1081 


SSMAKPC\GVRLSGEARKQVEV 

FRQNLFQEAE\EFLLR\FLPQKH 

Y\LNPASFQEDFPFNVA*/LLNLS 

SGAPLGHPPIPRPLHPKDDEM\E 

TDKAG RRKE VP* S VGFFP WGN * 

G KFIASLVCPGLKPEW WDFSKR 

NCILGDLHWIQTPDSPRFEDGN 

DFGGSQSRKKVLEKG*MPVKT 

KWEARQTT1SKY/FSSERGDAC 

GPRPPKETHVMDYRALVHERD 

EAAYGELRAMVLDLRAFYAE1 

VKSSGIGAHVSFKVQN1HSSYC 

SGPTVSPTCVTGLPASQSPDSG 

AQLASSSGSHTCAAGGAACQS 

RALRLHSSALGWSMGLGTVEQ 

G A A LI EE VQA AQEPTEG 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/S40.2 1 7 


Nucleotide 
location of first 

luuuu iui |*cpnuc 

sequence 


Nucleotide location of last 
codon for last amino acid 

rtf w\+ nf irft*» c»n 

ui pepuue actjucncc 


Amino acid sequence ( X=l)nknown~ 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


20412 


50780 


A 


20529 


1632 


1932 


KEGCELCRCCCRPGPPASSHGQ 

PHHVFPH/VLSMASPWAVSPSS 

VNVSQFFIC/TCQDAKTEWLDC 

KHVVFGKVKDGNfNlVEVMEH 

LGSKNGKISNQQEDHHC 


20413 


50781 


A 


20530 


245 


740 


GAWKARSDCSSNP*NYVNRLE 

LFADKVPKTAEKFVQALSTGEK 

GFGYKGSL\FHRJIPGF\TCQSGD 

FTRPYSIGGKSHLPGRNLMTRT 

FILKHTGPGILSMANAGPSVNV 

SQFFI\CPAKMPRTEW\LDCKHV 

VFGKVKDGMNIVEVMEHLGSK 

NGKISNQQEDHHC 


20414 


50782 


A 


20531 


135 


1427 


GKPTFASRQQPLAEECPASSAL 

QRRWLWRWRWWLRRRRRQR 

RSSGSCQGQPAGPLGGPPANRG 

AAPQGSMAMNYNAKDEVDGG 

PPCAPGGTAKTRRPDNTAFKQQ 

RLPAWQPILTAGTVLPIFFI1GLI 

FIP1GIGIFVTSNNIREFEIDYTGT 

EPSSPCNKCLSPDVTPCFCTINF 

TLEKSFEGNVFMYYGLSNFYQ 

NHRRYVKSRDDSQLNGDSSAL 

LNPSKECEPYRRNEDKPIAPCG 

AIANSMFNDTLELFLIGNDSYPI 

PIALKKKGIAWWTDKNVKFRN 

PPGGDNLEERFKGTTKPVNWL 

KPVYMLDSDPDA*WIHK\DDFI 

VWMRTAALPTFRKLNRLIQRK 

SDLHPTLPAGRYSLNVXNAYYP 

VHYFDARKRMIMSAISWMGGK 

NPFLGMAYFAVGAISFHLGVAL 

LGINHKYRNSSNTADITI 


20415 


50783 


A 


20532 


1 


370 




20416 


50784 


A 


20533 


1 


1104 


LREFANFDFD1WRKKYMRWM 

NHKKSRVMDFFRRJDKDQDGK 

ITRQEFIDGILSSKFPTSRLEMSA 

VADIFDRDGDGYIDYYEFVAAL 

HPNKDAYKPITDADK1EDEVTR 

QVAKCKCAKRFQVEQIGDNKY 

RFG DSQQLRL V Rl L RSTV M VR V 

GGGWMALDEFLVKNDPCRAK 

GRTNMELREKPILADGASQGM 

AAFRPRGRRSRPSSRGASPNRST 

SVSSQAAQAA\SPQVPATTTPK 

GTPIQGSKLRLPGYLSGKGFHS 

GEDSGLITTAAARVRTQFXADS 

KEGLPSRPGSSSLEAKFGSR\AS 

SRRGSDASDFDISEIQSVCSDVE 

TVPQTHRPTPRAGSRPSTAKPS 

K1PTPQRKSPASKLDKSSKR 
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SEOID 

NO: 


$EQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, ~~ 
*=Stop codon, /-possible nucleotide 
deletions-possible nucleotide insertion) 


20417 


50785 


B 


20534 


527 


4627 




20418 


50786 


A 


20535 


37 


315 




20419 


50787 


A 


20536 


1314 


1577 


HGSGSAPTCRWPRTQGRCREIC 

CKSFVHVYLQLRCACSVCHSA 
GSDS FQLQRSPHTPSTCTH A L V 


20420 


50788 


A 


20537 

"'.I'll 


1 


1652 


MQATKTESGRNGKPGQPSNRC 

HYLLNQGWVANSGKGGRTNIP 

DKELKSGDDPENVH1TSFQYLA 

LAAFPRGRARDLQLAMTEPPHP 

SVGSCAARASLTSAAPCSTAPSP 

INHPKAEECGCTARDWQAAPP 

AARVRDPLGEASWAPESEYVC 

NCSVVGSLNVNRCNQTTGQCE 

CRPGYQGLHCETCKEGFYLNY 

TSGLCQPCDCSPHGALSIPCNSS 

GKCQCKVGVIGSICDRCQDGY 

YGFSKNGCLPCQCNNVRSARCD 

ALTGACLNCHENSKGNHCEEC 

KEGFYHSPDATKECLRCPCSAV 

TSTGSCSIKSSELEPECDQCEDG 

YISPNCNKCENGYYNFDSICRK 

CQCHGHVYLISTPKICKPESGEC 

INCLHNTTGFWCENCL*GYVH 

DLEGNCIKKEVILPTPEGSTILVS 

NASLTTSVPTPVrNSTF\TPT\TL* 

TIFSVSTSENSTSALADVSWTQF 

NIIILTVIUGVVLLMGFEGAGY 

MYRFNONRKI NAPFWT1FI KF 

DNISF^YHD^IPNADV^sfiT VFD 

DGNEVAPNGOMTI TTPIHNYK 


20421 


50789 


A 


20538 


1 


177 




20422 


50790 


A 


20539 


1 


480 




20423 


50791 


A 


20540 


410 


896 


FSCLKRMHIKAMPEDAKGQDW 

IALVKAAAAAAAKNKTGSKPR 

TSANSNKDKDKDERXWFKVPS 

KKJEETSTCIATPDVEKKEDLPTS 

\SETFGLHVENVPKMVFPQPEST 

LSN K RKNNQGNSFQAKR A RLN 

KITGLLASKAVGVDGAEKKED 

YNETAPMLEQV 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
inUSSN 


Nucleotide 
location of first 

rfwfnn Cnr nrntide 

sequence 


Nucleotide location of last 
codon for last amino acid 
nf nentide sentience 

\J \ L/ ^ I'll \A \m JV \^ UV.IIVV 


Amino acid sequence ( \=Unknown, 
*=Stop codon, /= possible nucleotide 

deletion mirlpntidf invert inn\ 


20424 


50792 


A 


20541 


1 


1526 


LKDEEDFFDFKAGEEVLARWT 

DCRYYPAKIEAINKEGTFTVQF 

YDGVIRCLKRMHIKAMPEDAK 

GQVKSQHPLSWCCPIDPAGSCN 

QSMGSEDWIALVKAAAAAAA 

KNKTGSKPRTSANSNKDK.DKD 

ERKWFKVPSKKEETFNLLLATP 

DVE/RRJCEDLPTSS/EKHL*GLH 

VRRNVPKMVFPQPESTLSNKRK 

NNQGNSVFQAKRARLNKITGLL 

ASKAVGVDGAEKKEDYNETVA 

PMLEQAUSPKPQSQKKNEADIS 

SSANTQKPALLSSTLSSGKARS 

KKCKHESGDSSGCIKPPKSPLSP 

ELIQWEDLTLVSQLSSSVINKTS 

PPQPVNPPRPF\KH\SERRRRSQR 

LGTLPXMPDDSVEKVSSPLSSPL 

D/EGKVFS/LSSSSKISQESSS/IPE 

VPD VA/H 1 CPLEKLG PCLP\LDLS 

RGSEVTAPVAS\DSSYRNECPRA 

EKEDTQMLPNPSSKAIADGRGA 

PA A AG ISKTEKK VKLEDK S\STA 

FGIRSWDFSALLMKIPSYSPISLS 

GLPES 


20425 


50793 


A 


20542 


363 


1187 


FHITMCGICCSVNFSAEHFSQDL 

KEDLLYNLKQRGPNSSKQLLKS 

DVNYQCLFSAHVLHLRGVLTT 

QPVEDERGNVFLWNGEIFSGIK 

VEAEENDTQILFNYLSSCKNES 

EILSLFSEVQGPWVAFIYYQASS 

H YL WFGRDFFGRRSLL WH FSN 

LGKSFCLSSVGHPNIWNWQISG 

KKFQHLDFFRIDLKSTVISRCI1L 

QLYPWKYISRENHEENVNSLSQ 

ISADLPAFVSVGSQMEGQTVSL 

EKPVVPLNMDVATSWHWETH 

AVFFPCATYR 



2625 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SfcQH) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*-$lop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


20426 


50794 


A 


20543 


1 140 


2372 


CCHKLHWRLIAVIFPMCHLQER 

YFKSFLLMYT*KEVIQQFIDVLS 

VAVKKRVLCLPRDENLDSQME 

VL EN V * * G KAN VGN P V F WGG L 

D/CPWLLATLLDRHIPLDEPLVL 

LNVAF1AEEKTMPTTFNREGNK 

QKNKCEIPYPKNFSKDVAAAA 

ADSPNKTCQQPDRITGRAGLK 

ELQAVSPSR1WNFVEINVSMEE 

LQKLRRTRICHLIRPLDTVLDDS 

IGCAVWFASRGIGWLVAQEGV 

KSYQSNAKVVLTGIGCRWSNL 

QGYSPSSVSAFKSHGLGR1GIKE 

IMMELGRISSLEILGRDDRWIG 

DHGKEARFPFLG*/RMLSPFLNS 

SARFGEKANLDFTPRGIGEKLPF 

NALOPVELG\LTASALLPKRAM 

0\FGSRJAKMEKINEKASDKCG 

RLOI M S LEN LS I EKGTK L 


20427 


50795 


B 


20544 


70 


464 




20428 


50796 


A 


20545 


18 


552 




20429 


50797 


A 


20546 


1 


1257 




20430 


50798 


B 


20547 


223 


342 




20431 


50799 


A 


20548 


9 


5293 


KIHRHRLSPATEKGAASSGEGD 

KDPPPPAHEDIAVKGTATAAGT 

GPGTGAAAAAAAAAVPPPHPNI 

RALQTQAPQQ1PRGPVQQPLED 

R 1 FTPA VS A V YSTVTQ V ARQPG 

TPTPSPYSAHEINKGHPNLAATP 

PGHASSPGLSQTPYPSGQNAGP 

TTL V Y PQTPQTMNSQPQTRSPF 

FPKGLKIQPP\RATIPNSKSFPFV 

PGAQTPTAVYQG*FRHIM\M\V 

NHLPLPYPVPQGPQYCIPQYRH 

SGPPYVGPPQ 


20432 


50800 


A 


20549 


1 


78 




20433 


50801 


A 


20550 


1 


2805 


MAKGFYISKSLGILGILLGVAA 

VCTMALSVVYSQEKNKNANSS 

PVASTTPSASATTNPASATTLD 

QSKA WNRY RL PNTLKPDS YR V 

TLRPYLTPNDRGLYVFKGSSTV 

RFTCKEATDVHIHSKKLNYTLS/ 

QGHRVVLRVPPDIDKTELVEPTE 

YLVVHLKGSLVKDSQYEMDSE 

FEG E LA DDL AG F Y RS E YM EGN 

VRKVVATTQMQAADARKSFPC 

FDEPAMKAEFNITLIHPKDLTAL 

SNM LPKG PSTPLP 


20434 


50802 


A 


20551 


1 


239 




20435 


50803 


A 


20552 


1 


654 
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SEQID 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
UV/MIM 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=S»op codon, /^possible nucleotide 
deletion, \ s possible nucleotide insertion) 


20436 


50804 


A 


20553 


161 

" . 


3193 


GSLSRLPTITMAKGFY1SKSLG1 

LG'LLGVAAVCTUALSVVYSQE 

KNKNANSSPVASTTPSASATTN 

PASATTLDQSKA WNRYRLPNT 

LKPDSYQVTLRPYLTPNDRGLY 

VFKGSSTVRFTCKEATDVII1HS 

KKLNFPXLSQGHRVVLRGVGGS 

QPPDIDKTELVEPTEYLVVHLK 

GSLVKDSQYEMDSEFEGELAD 

DLAGFYRSEYMEGNVRKVVAT 

TQMQAADARKSFPCFDEPAMK 

ARRNITLIPPQGT 


20437 


50805 


A 


20554 


-» 

-> 


429 




20438 


50806 


A 


20555 


3568 


4012 


V LSTSFPGTELN PP1SPL A VN STE 

LLKGELSLSSLG VLSLSDTS V PN 

S VSNSFLLG LRKRLGRG VG I SCS 

NALSALDLAACNFSLMRPLME 

NSAKPVLEVEGIGG/TAFDAGA 

GIALSDHFIKLISWYDNEFGYSN 

RVVDLMAHMASKE 


20439 


50807 


A 


20556 


I 


1211 


QTAASSFASPGEPHRSNTMGKV 

KALVNGFDRJGRLVTRAAFNSG 

KGDJVA1NDPFIDLNYMVYMFQ 

YDSTHGKFHGTVKAENGKLVI 

NGNPITIFQ\ERDPSKIKWG* H\G 

AEYVV\ESTG\VFTTM\EKAGAH 

FAGGSQKGHSSFAPSTEA1MFM 

MKVNYEKYDNSLK1ISNASCTT 

NCLAPLAKV1HDNSGIVERLMI 

TVHVITTTQKTVDGPCRKLRPD 

GHRALQN11PASTSTAKAMVKV 

IPELNKKLTGMASHVPTAKVLV 

VDPTCH/LGK.PAKYYDIKKMM 

KQASEDPIKGILGYTEHQIVSSD 

FNSDTQSSTFDAGAGITLNDHF 

VKNLISWYDNEFGYSNSVVDLM 

AHVASKELSGYSLKVSFAVQK 

LFSLIRSNLSIIAFDAIVFGVFVM 

KSLPVSICRM 


20440 


50808 


A 


20557 


I 


300 


PTANVSVVDLTCRL*KPAKYD 

DIKKVVKQASEGPLKGILGYTE 

HQVVSSDFNSDTHSSTFDAGAG 

1ALNDHFVKL1SWYDNEFGYSN 

RVVDLMAHMASKE 


20441 


50809 


A 


20558 


1 


3399 




20442 


50810 


A 


20559 


1 


3126 




20443 


50811 


C 


20560 


298 


435 




20444 


50812 


A 


20561 


1 


88S 




20445 


50813 


B 


20562 


1 


4536 





2fi?7 



WO 01/075067 
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SKQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \= possible nucleotide insertion) 


20446 


50814 


A 


20563 


37 


3900 


LGLGLSMLVGQGAGPLGPAVV 

TAAVVLLLSGVGPAHGSED1VV 

GCGGFVKSDVEINYSLIEIKLYT 

KHGTLKYQTDCAPNNGYFMIP 

L Y DKGDFILK! EPPLG WSFEPTT 

VELHVDGVSDICTKGGDINFVF 

TGFSVNGKVLSKGQPLGPAGV 

QVSLRNTGTEAKJQATATQ\PG 

GKFAFFKVLPGDYEILATHPTW 

ALKEASTTVSVTNSNANAASPL 

IVAGYNVSGSVRSDGEPMKGV 

KFLLFSSLVTKEDU 


20447 


50815 


A 


20564 


I 


310 


EEETVPTTAGASPGPPRNKKNR 
ELRPQRPKNAYILKKSRISKKPQ 
VPKKPRFWKNPFPSAAA<i*CiCiF 

v r i\i\r ivjlj w rvi^t s li unnrio vjvju 

GOAHGGPAICPGOICAI SOTPG 
I PGNSI SPRSPVGK 


20448 


50816 


A 


20565 


^> 


267 




20449 


50817 


B 


20566 


267 


560 




20450 


50818 


A 


20567 


1 


429 


LIGLDPEPLAEVDV1SLEQGRRX 

QI ERLG YDPQA K A PFQPKPKQK 

GRSSTASLVKRKRKVMDEEXNR 

VK*TIGNGPGLPKGCTLPACAL 

CPCQPAHFLTLCPVSLPSPVPQD 

KVRQSLQQQHHKEAK/APKPTG 

ARPSALDRFVR 



2628 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cotlon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


20451 


50819 


A 


20568 


2 


1951 


FKPTVWQLRGVLHVDRLFVWA 

SM ETAPKPGKDVL\SKK-DKLQT 

KRKfCPVRRYWEEETVPTTAGAS 

PG PPRN KKN RELRPQ RPKN A Y I 

LKKSRISKKPQVPKKPREWKNP 

ESQRGLSGAQDPFPGPAPVPVE 

VVQKFCRJDKSRKLPHSKAKTR 

SRLEVAEAEEEETS1QSLLRSEL 

LLAEEPXGFLEGEDGEDTAKICQ 

ADIVEAVDIASAAKHFDLNLRQ 

FGPYRLNYSRTGRHLAFGGRRG 

HVAALDWVTKKJLMCEINVME 

AVRDIRFLHSEALLAVAQNRW 

LHIYDNQGI ELHCIRRCDRVTRL 

EFLPFHLLLDTASETGFLTYLDV 

SVGKIVAALNARAG\RLDVMSQ 

NPYNAVIHIGHSNG\TASLWESS 

YGREPLAK\ILC\HRGLGSGAVA 

\VDSYRHVTWATSGP*DHQLED 

LFDFARGRY\QPLEHSGPCPMG 

AGHLAFSQRELL/VLAGLGDVV 

N I W A GQG KA SPP\SLDRP Y FTH 

RWGPVHGLQFCPFEDVLGVG 

HT*G\ITSML\VPGAGEPNFDGL\ 

ESNP\YRSRKQRQ\EWEVKALL 

EKVPAELICLDPRALAEVDVISL 

ETGKRRKQIERLGYDPQVAKAP 

RQPKPKQKG\RSSKA\TLVKRK 

RKVMIEDHKG/DKVRQSLQQQ 

H H K E AK\A KPTGXA RPS ALDRF 


20452 


50820 


A 


20569 


I 


437 




20453 


50821 


A 


20570 


157 


425 





26?9 



wo 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in liSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


20454 


50822 


A 


20571 


207 


1562 


LVIVFFYPQHTAPGPPLTVLNQ 

AMHARGPHGQLSPALPLASSVL 

MLLMNLAHLGQPWMLGPLTW 

HISPFSLPVHRLLTHALGHTALP 

GLLLSLLLLPTVGWQQECHLGT 

LRFLHASALLALASGLLAVLLA 

GLGLSSAAGSCGYMPVHLAML 

AG EG H RPRRPRG ALPP WLSP W 

LLL A LTPLLSSEPPFLQLLCGLL 

AGLAC1LCLSPGPVGMCGFCG 

WVPGKEVAQRGEGPSNTKEPfc 

THIAWPVAWAHPWLLLVFLDR 

PPCPGQTDAAGAFRWLEPSERR 

LQVLQEGVLCRTLAGVGMPVQ 

VVGTVAGLPVRPSSLP/SSSRPPI 

PGPPYVASPDLWSHWEDSALPP 

PSLRPVQPTWEGSSEAGLDWA 

GASFSPGTPMWAALDEQMLQE 
niOA^Fvn^pnir; ahvai ti ptq 

VJ IV^/AoC V VJOrVJIvJ/Wj V /\L» 1 L*r 1 o 

PPTPN RLQQLE RMG FPTEQ A V V 
ALAATGRVEGAVSLLVGGQ 


20455 


50823 


A 


20572 


460 


916 


AHSPRDHPWTVLNQAMHARGP 

\HGQ\LSPALPL\ASSVLMLLMST 

LWLVGAGPGLVLAPELLLDPW 

QVHRLLTHALGHTALPGLVLLS 

LLLLPTVGWQQECHLGTLRFLH 

ASALLALASGLLAVLLAGLGLS 

SAAGSCGYMPVHLAMLAGEG 

HRPRRPRGALPPWLSPWLLLAL 

TPLLSSEPPFLQLLCGLLAGLAY 

AAGAFRWLEPSERRLQWLQEG 

VLCRTLAGCWPLRLLATPGSLA 

ELPVTHPAGVRPPIPGPPYVASP 

DLWSHWEDSALPPPSLRPVQPT 

WEGSSEAGLDWAGASFSPGTP 

MWAALDEQMLQEGIQA\SLL\D 

GPAQEPQSAPWLS\KSSVS\*MR 

LQ\QLERMGFP/TTEAAVVALA\ 

ATGRVEGAWSLLVGGQSGTvET 

L VTHG KGGPA HSEG P\G PP WAN 

CPQHCLLASSVLMLLMSTLWL 

VGAGPGLVLAPELLLDPWQVH 

RLLTHALGHTALPGLAPEPAAP 

AHPfil A AfiVPPfiHAFIPAPl 

ARPGFWAAGSAAGRPWAVQCS 
RQLW1HACPPGHAGWGRTPP 


20456 


50824 


A 


20573 


174 


401 


CTVVFSVLAELSCTSRFCPNMW 
TPLREPMTENGRWGLSVRVLE 
HGGNQSNSACGPEPPEGEMGS* 
LEED*LPAL1P 



2630 



WO 0 1/075067 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 

hod 


SKQ ID NO: 
in USSN 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknnwn, 
'-Stop codon, A=possible nucleotide 
deletion, \= possible nucleotide insertion) 


20457 


50825 


A 


20574 


450 


1029 


ATQLPPQP WQTPA A LG W A A AT 

SLMPYRAPSPPARAOHPPALCt 

APPPPLWLQLPHLEASHSLVEA 

RPNPPVSTLAQQGIQPSPRHLPR 

CPSLRPRQQPPQQVP/PQPAAPT 

PTATITSTGPSLFASIATAPTSSA 

TTGLSLCTPVTTAGAPTAGTQG 

FSLKAPG A A\PAPPQQH PPLPPP 

PPPPPPAAAPPALP 


20458 


50826 


C 


20575 


!15 


276 




20459 


50827 


A 


20576 


3- 


307 - - - - 


ASRJLGPREGGARKNPGGPCSAT 
QYISVPSP\GAASFPVLGSQSLLT 
TVSPPLP A* P/L A M A L* PRPLC A 
PGPSPRSPRLRSPLPPSFFSRGRR 
RLSLLQPWSE 


20460 


50828 


A 


20577 


2 


388 




20461 


50829 


C 


20578 


244 


487 




20462 


50830 


B 


20579 ^ 


5 


569 




20463 


50831 


A 


20580 


204 


676 


RTDQYPQRGETEEGLEGQLLPH 

RQLPGGLGAHRGPDPACGLRD 

SSRGVPLAGSPLRVR*GRGHDL 

RQSGGVRPGGGSNRGLVVAGD 

ARGRAAPLAGGVPAAADRSRL 

PG V P A A REPHG PTP A PDPDS AA 

EPGAVSTLRAEPTPQPVVSTGC 

CSSTWN 


20464 


50832 


B 


20581 


1 


1413 




20465 


50833 


B 


20582 


60 


224 




20466 


50834 


B 


20583 


8 


2469 




20467 


50835 


A 


20584 


841 


1436 


HHQVPLPVGRERGGKRGPGSW 

ETCLSVLGPAIPPSEPWPVSPSW 

VHSLVPGEQALPLICSQPPMAP 

QWPETGPGPHLVHRTCRVCLN 

WQGMTRTRGYQAGPSSRRTIPT 

PAQLPAPLASLPPRQDPPSSPAE 

PPSGRFSMEPWWEPARHPPGSP 

AAPCSSHRJT/APPTPSLAAQPG/ 

PVGSNPPLSPEGLCLAGTPACG 

W 


20468 


50836 


A 


20585 


1799 


5195 


SKGNGSPSTTQTQTPRAAPDGS 

LSEETPAGPPTCSVPPASALPRQ 

QYAKSLPVSVPVWGFKEKRTE 

ARSSDEENGPKPKPASVDANTK 

LTRSLPCQGSLKRATSCERAGK 

AVGEEVSGYSLHGCSKERRRRP 

RLKKEGGSGEPGVGYLFISVLV 

NSNSEL1RL1NMAIKNDLASRNP 

TFMCLALHC1ANVGSREMGEA 

FAADIPRJLVAGDSMDSVKQSA 

ALCLLRLYKASPDLVPMGEWT 

ARVVHLLNDQHMGV 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 

i 


20469 


50837 


A 


20586 


8 


268 


SRSSRTWSPIPEKEKTKLQKQR 
c uc Ll Vfis. i n KL, V V/ls. KJJr L V UUA 
D V C IVL rvJC C CUN D IVI A. U r L, KJIsJL 

KPLDKVTKSPPI*QSQRAHL 


20470 


50838 


C 


20587 


50 


196 




20471 


50839 


A 


20588 


16 


1263 


SLSSRCMMVAEQGCALEPCQG 

LSHGAALGVLMVVFP/VSSLQQ 

DQLDHS\MAETTVMMP\EEIELE 

MAKIQRLREVLVRRESELRFMS 

FEEQYNEDHKKGVIDLFTADSL 

KTMTRLVTGVWLAYLAATASN 

PLQEGEHAGEQ1GAGGCRSRLE 

GGALTWDPVLLPPVRJSRMLLL 

LLIPGELPGIAFKLMNPTKAEPM 

HMFULEPFDLRXLMDDIQLCK 

DIMDLKQELQNLVAIPGCTRSM 

MLVSAQLLEGLRKLIIMAEDKG 

ADMSRAQSRSKRPPKMLICLLV 

D VFF PE K E KTK1AQKQREG * AN 

PRRFHKLVQKRDFLVXDDAEVE 

RLR\EQE\EDKEMADFLRJK\LKP 

1 nK'VTK'^PAQCp a pj/'i/ a ppppvc 
LA/N.V l Nor AojI^ClUSAcrrno 

k'PTV Ai^Tni at ii^nrrr.ATnr 

INIn Vorn VuLrUr WUrrr I LLo 


20472 


50840 


A 


20589 


31 


339 




20473 


50841 


A 


20590 


1 


1179 




20474 


50842 


A 


20591 


1 


1167 


PARSMAATSLMSALA A RLLQP 

AHSCSLRLRPFHLAAV/RGNLSL 

GQVGVQCCNHGLLQP*PPGLK* 

SSHLSLNEAVVISGRKLAQQIK 

QEVRQEVEEWVASGNKRPHLS 

VILVGENPASHSYVLNKTRAAA 

VVGINSETIMKPASISEVEELLNL 

IKKL\NNDDNVDGLLVQLPLPE 

HIDERR1CNAVSPDKDVDGFHV 

INVGRMCLDQYSMLPATPWGV 

WEIIKRTGIPTLGKNVVVAGRS 

KNVGMPIAMLLHTDGAHERPG 

GDATVTISHRYTPKEQLKKHTF 

LADIVISAAGIPNLITADMIKEG 

AAVIDVGINRVHDPVTAGXPGL 

VGNVDFEGVROKAGYIT\PVPG 

GVGPMTVAMLMKNTIIAAKKG 

AEA*RSEKVLKSKELGVATN 



2632 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location or last 


Amino acid sequence ( X=Unknown, 


NO: 


or peptide 


hod 


in tJSSN 


location of first 


codon Tor last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540,217 


codon Tor peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


20475 


50843 


A 


20592 


1 


1963 


MAASDVNCGACFAELQGNATA 

NTPGGTSHHTHLAIHGSCHDSQ 

AKEAGRKRQPWPPPDGRSEPAP 

DSHPHLSPEALGYFRRALSALK 

EAPETGEERDLMVHNIMKEVE 

TQ A L A LSTN RTGS E M LQELLG F 

SPLKPLCR V WA A LRSN LRTV AC 

HRCGVHVLOSALLOLPRLLGSA 

AEEEEEEEEDGKDGPTETLEEL 

VLG L A A E VCDDFL V YCG DTH G 














SFVVRTLLQVLGGTILESERARP 

RGSQSSEAQKTPAQECKPADFE 

VPETFLNRLQDLSSSFLKDIAVF 

ITDKISSFCLQ V A LQ VLH RKL A 

QFCAH1CNAVIGYLSARGSSVD 

GKPLLLFLRDQTSFRLLEQVLL 

VLEPPRLQSLFEEHLQGQLQTL 

A A H PI AN FPLQRLLD A VTTPE L 

LSPVFEELSPVLEAVLAQGHPG 

VVIALVGACRRVGAYQAKVLQ 

LLLEAFHCAEPSSRQVACVPLF 

ATLMAYEVYYGLTEEEGAVPA 

EHQVAMAAARALGDVTVLGSL 

LLQHLLHFSTPGLVLRSLGALT 

GPQLLSLAQSPAGSHVLDAILTS 

PSVT\PSCAAVCLQNLKGTNIVA 

LACKSP*QPRVLKCHLEWSSLE 

GP/RRKIAAELGEQNQEL\KEPP 

FGHHVARNVALTTFLKRREAW 

EQQQGAVAKRRRALNS1LED 


20476 


50844 


A 


20593 


55 


393 




20477 


50845 


A 


20594 


150 


379 





wo 
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SEQ ID 


SEQ II) NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/>10,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \= possible nucleotide insertion) 


20478 


50846 


A 


20595 


1 


2408 


MGVWGIRTPFMVVGLESPVGS 

SPRGQGSCVRLPQRRPDKSHAG 

ARTGPETLRERAQQSNKLPEW 

AEKGSHPARWSPNRGGRWTLP 

TARERRPSRALKARAAGRRQA 

KVADFRLPAAAPPEGAAQLRLE 

SERL PHQDEKEPSS Y RG SCGSCP 

VTLRKMPYLGSEDVVKELKKA 

LCNPHIQADRLRYRNVIQRVIR 

YMTQGLDMSGVFMEMVKASA 












i 


TVDIVQKXLVYLYMCTYAPLK 

PDLALLAIMTLCKDCSDPNPMV 

RGLALRSMCSLRMSKLDQWGQ 

AEVLNFLLRYQPRSEEELFDILN 

LLDSFLKSSSPGVVMGATKLFLI 

LAKMFPHVQTDVLVRVKGPLL 

AACSSESRELCFVALCHVRQIL 

HSLPGHFSSHYKKFFCSYSEPH 

YIKLQKVEVLCELVNDENVQQ 

VLEELRGYCTDVSADFAQAAIF 

A IGG I A RT YTDQC VQI LTELLG L 

RQEHITTVVVQTFRDLVWLCPQ 

CTEAVCQALPGCEENIQDSEGK 

QALIWLLGVHGERIPNAPYVLE 

DFVENVKSETFPAVKMELLTAL 

LRLFLSRPAECQDMLGRLLYYC 

IEEEKDMAVRDRGLFYYRLLLV 

GIDEVKR!LCSPKSDPTLGLL\ED 

PAERPVNSWASDFNTLVPVYG 

KAHWATISKCQGAERCDPKLP 

KTSSFAASGPLIPEENKERVQEL 

PDSGALMLVPNRQLTADYFEK 


20479 


50847 


B 


20596 


330 


2458 




20480 


50848 


A 


20597 


2 


171 




20481 


50849 


A 


20598 


32 


1040 


LQLAKLGDWRMQALRHVHCR 

FTEG*FMYSL*LTFPPAGYQVT 

GVFMKNWDSL\DEHGV\CTAD 

K\DCE\D AVYRVCQI L\DIPF\HQV 

SYGTEV1FFYSSDFLNEYEKGRT 

PNPDIVCNKHIKFSS*SLCSKNL 

TGADAIATGHYARTSLEDEEVF 

EQKHVKKPEGPASWRNCLSVG 

WFLYTLGQRANIGGLREPWYV 

VEASPPSHSILQAPRTDHPALYR 

DLLRTSRVHW1AEEPPAALVRD 

KMMECPPPRAPLFYPVPCVLTL 

NQDGTVWVTAVTPDARVSPLQ 

FAVFYKGDECLGSGKILRLGPS 

AYTLQKGQRRAGMATESPSDS 

PEDGP\GLSPLL 


20482 


50850 


A 


20599 


12 


432 





2634 



WO 01/075067 PCT/US01/0863I 



SEQ ID 
NO: 


SEQ ID NO: 
or peptide 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 

C1HIUQ iur pcpiiuc 

sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence < X=Unkno\vn, 
*=Stop codon, /= possible nucleotide 
uciLiiun, \— |wmii»ic iiuvieuuue insertion} 


20483 


50851 


A 


20600 


2 


509 


RLHSLLGDYYQAIKVLENIDLS 
TKSMYSRVPEGQVTTYYYVGF 
A YSM MRCYQDA 1 R VFAS1LLY 1 
HRTNSMFQRTKYKYEMI1MLN 
EQMHALLAIALTMYPMRIVDESI 
YLHLREKYVDKMLRMQNGDL 
QVYEELFRYSCTKFL*PVPPNY 
DT VH A H Y HTESFLQSLRR 


20484 


50852 


B 


20601 


8 


1188 




20485 


50853 


A 


20602 


1 


257 




20486. 


50854 


B 


2O603 


210 


312 




20487 


50855 


C 


20604 


49 


288 




20488 


50856 


A 


20605 


13 


446 


IPVRPTRPADDYESEAAYDPYA 

YPSDYDMHTGDPKQDLAYERQ 

YEQQTYQVIPEVIKNFIQYFHKT 

VSDLIDQKVYELQASRVSSDVI 

DQKVYEIQDIYENXDAVFLILYK 

ELYYRHIYAKVSFQSFSQYRCK 

TAKKSEEEIDFL 


20489 


50857 


B 


20606 


77 


611 




20490 


50858 


A 


20607 


1 


1956 


SLVDPRVRPRVRVLASEAAMS 

YPAD\DYESEAAYDPYA\YPSD 

YDMHTGDPKQ\DLAYE\RQYEQ 

\QTYQVIP\EVIKNF1QYFHKTVS 

DLIDQKWDELQASPCLQVIVI D 

QERL YEDSRT1 Y* EQA WTKLYTE 

RFFVKNTPWPGGWKPLVPQGLA 

MDA/VSFLDFYPKNYTYRHJYA 

K VSGG PSL\EQRFES Y YN YCN L 

FNYILNADGSRSPLNYPNQWNL 

WGYLSMEF1YPVFSHRSQYRW 

* DLPKKSEEEIVDFLRSN PKI W\N 

VHSVLNVLAHSLVDKSN1NRQL 

GGYTQAGGDP*ECGWGSMGR 

HSLYMMVLHYFSLVR/GFSRLHS 

LLGXDYYQA1KVLENIELNKKS 

MYSRVPRVPRSPTYYWVGFAY 

LMMRRYXQDAIRVFANILLYIQ 

RTKSMF\QRT\TYKYEMI\NKQIE 

QMHAL\LAIALTVMYPMR\1DESI 

HLQLREKYG\DK\MLRMQK\GD 

PQVYE*LF\SYSCP\RFLAA\VVP 

TYDNVHPN\YHKEP\FLQ\QLKG 

VFLDEVQ\QQGPAFKPIRSFLKL\ 

YTTHALLAKPGLASLDPHRGRE 

FRDPRFLCLSNHQG*RNLVLGP 

AGISSPWIGEISVSPQRVDLPTL 

NKDMIPHRGTPKVPQAVMGDF 

LHPVRSHKFGGA*SEPLKEGWG 

QRPWM IFTTHFREPVFDV1 IGQG 


20491 


50859 


A 


20608 


2 


413 





2635 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


20492 


50860 


A 


20609 


232 


621 




20493 


50861 


A 


20610 


1 


3590 


MAPRKRGGRGISFIFCCFRNND 

HPEITYRLRNDSNFALQTMEPA 

LPMPPVEELDVMFSELVDELDL 

TDKHREAMFALPAEKKWQIYC 

SKXKDQEEN KG ATS WPEF Y I D 

QLNSMAAGILEGVFVHIVITHC 

LQNQQQLLHDKQGNRHFICCL 

RSHQHPMLPACSNVHLSSFDRK 

TLCKDALCPLPASHVSRYLRKS 

LLALEKEEEEEI^SktlESLkTAL 

RTKPMRFVTRF1DLDGLSC1LNF 

LKTMDYETSESRJH 


20494 


50862 


A 


20611 


203 


3480 


SHQEIEQNSAMAPRKRGG\RGI 

AFIFCCLRNNDHPEITYRLRNDS 

NFALQTMEPALPMPPVEELDV 

MFSELVDEL\DLPDKHREAMFA 

LP A EKK WQI YCSKKKDQEEN K 

GATSWPEFYIDQLNSMAARKSL 

LALEKEEEEERSKTIESLKTALR 

TKPMRFVTRFIDLDGLSCILNFL 

KTMDYETSESRJHTSLIGCIKAL 

MNNSQGRAHVLAHSESINVIAQ 

SLSTENIKTKVAVLEILGAVCLV 

PGGHKKVLQA 


20495 


50863 


A 


20612 


1 


338 


PGGALRVPDAPAGAEGQELCR 
SDFPVGGAGVGDEEGVQCPAP 
AAHRDDTDLRGAH* EVQDAAG 
RRKQPDREQPAGAEEGAPHLPE 
RVPPG * RUGTCTDRGQARACG 
GPLAPE 


20496 


50864 


B 


20613 


610 


6429 




20497 


50865 


B 


20614 


28 


280 





2636 
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SKQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
io USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possibl« nucleotide 
deletion, \=possible nucleotide insertion) 


20498 


50866 


A 


20615 


160 


1397 


VKMSAQESCLRLIKDFLFVFNL 

FFFALGSLIFOFGIWILIDKTSFL 

SFVGL/AAFVPLQIW\SKVL\AIS 

GNLSPWGIALLGLCWGALK\EL 

RCLLG\LYFG\MLLLLFATQ1TLE 

KSSSSNQRAAQLERSLRADVVGK 

T1\QKYGINPE\ETAPEEN\WDYV 

QSNLRWCGWHYGRDWFKVFIL 

RGNGSEAH\RVTRS*YNFMAT* 

NSTILNKV1VHQLTRLEHLARSR 

HSADMC A VPAESHITRKGNCAQ . 

GIQK\WLHNTLIFP*WAICLGVG 

LLE\LG FMTLSN 1 P VEETVDHGL 

PTGSARYRLGPAPPQSRAPPPVS 

VRWALPVLPVN1CLI PRLAVEPS 

GVH1SPGDTTWLRAPAAVTSPT 

GPGAFVHSFLSPSVGLPPPTRLF 

FTQTSN KPPAFL VNDH KKGGRS 

KKALEGPNVTRA 


20499 


50867 


A 


20616 


290 


492 




20500 


50868 


A 


20617 


1164 


2134 


NNYNHHHHHHHHHDYYNHH/ 

HHYHHHHHHHHNYNHHHHDH 

HHNYK.HHHHHYHQHHHNYNH 

HHHHHHSYNHHHHHHHHHHN 

YNHYHHHHHHHHHHHREYHH 

HH/HHHHYHHHHHHNYNYHH 

HYHHHHHQHYHHNHHHHNHH 

YNHHYNHHNQYHYHHYHHHD 

YYHHH/HYHHHNYYYLYNRYH 

HYHHYHQSNHYRHHHHHHQY 

HHN/HEPFA/HHT*ILFCS*KQDR 

NLHC A WPFFFPFFNCHHHCH H 

HHQQQQHSGVKTKQSRPESLLP 

ERCI YLHQKH H PLHRPG APQHQ 

KTASWRGQAREAAGSSPGSLSS 

HTADHEVEAFKRCFYSRF 


20501 


50869 


B 


20618 


164 


1526 




20502 


50870 


A 


20619 


1 


762 





2637 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


20503 


50871 


A 


20620 


69 


1054 

■- . » ■ 


AISCHVVHAGHQQTQITGNDPF 

PVVTYSKGPNLQSSRSDMDDST 

EREQSrlLTSCLKKREEMKLKEC 

VSILPRKESPSVRSYKDGKLLA 

ATLLLALHACCLTEVSFYQVAA 

LQGDLASLRAELQGHHAEKLP 

AGAGAPrCAGLGGSSSCSPRDLK 

IF*TTSSREKAIP/GSEQQK*GVP 

FQGPEETVTQDCLQL1ADSETPT 

IQKGSYTFVPWLLSFKRGSALE 

EKENKILVKETGYFFIYGQVLY 

TDKTYVAMGHLIQRKKVHVFG 

DELS\LVTLFR\CIQNMPETLPNN 

SCYSAGIAKLEEGDELQLAIPRE 

NAQISLDGDVTFFGALKLL 


20504 


50872 


A 


20621 


3 


855 


LQNSHGHTMIRTLLLSTLVAGA 

LSCGDPTYPPYVTRVVGGEEAR 

PNSWPWQVSLQYSSNGKWYHT 

CGGSL1ANSWVLTA\AHCISSS\R 

TYRVGLGRHNLYVAXESGSLA/ 

MSSVSKIVVHKD\WNFNQISKG\ 

N D l\A LL KL AN P V SLTD K I Q\L A\ 

CFPPAGTILPN\NY\PC*VTGLGE 

SCRTNG\AVPDVL\QQGR\LLAV 

DYATCS\SSA\WWGSSVKTSMIC 

AVGGDGVISSCNGDSGGPLNCQ 

A\SDALWQVHGIVSFGSRLGCN 

YYHKPSVFTRVSNYIDWINSVI 

AYN 


20505 


50873 


A 


20622 


19 


414 


SVCWEDRYLfCARMEESPLSRA 
PSRGGVNFLNVARTYIPNTKVE 
CHYTLPPGTMPSASDWIG1FKP/ 
GYLPKPGAQLYQFRYVNRQGQ 
VCGQSPPFQFREPRPMDELVTL 
EEADGGSDILLVVPKATVLQNQ 


20506 


50874 


A 


20623 


1 


393 


AK.SWQEEQSAQAQRLKDKVA 

QMKDTLGQAQQRVVSEAPWQ 

QETGNSKGKL*RSLRV*REGER 

HG*RLNNTTPSPNAVEWRER/IT 

SLADE*FTRNCDLHLLLSPEAEL 

EPLKEQLRGAQELAASSQQKAT 

LY 


20507 


50875 


A 


20624 


56 


416 


NRPLLALVASDTQPLHTHTHTH 

TPLSDAPKPIPGA/HLP/CSYLEF 

PLTSVPHPSLFHNLRYSVWRGF 

LYF*GFLYSVSSPRJSSHGKJC*CI 

CAFCEEWGEQVVPGIPISKAPLP 

LQVPPQQ 


20508 


50876 


A 


20625 


115 


392 




20509 


50877 


B 


20626 


1 


3388 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 

couun lor pcpuuc 
sequence 


Nucleotide location of lasl 
codon for last amino acid 

Ul pcpilUC sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /^possible nucleotide 
uciciiuii^ \— puNMDic oucicuiiuc insertion/ 


20510 


50878 


A 


20627 


3 


1889 


SSPREKTSDSSHRPSRHGFLFLR 

LVGLSPFSYLCVPPSRPVPCSPR 

SLSAMRJLLPLAPGRLRRGSPRH 

LPSCSPALLLLVLGGCLGVFGV 

AAGTRRPNVVLLLTDDQDEVL 

GGMTPLKKTKALIGEMGMTFS 

SAYVPSALCCPSRASILTGKYPH 

NHHVVNNTLEGNCSSKSW\QKI 

QEPNTFPAILRSMCGYQTFFCR 

GNI*MKYGAP\DAGG\LG\HVPL 

GLGVTWYALEKNSXK-YYNYTL 

FYSMGKARKHGENYVSVDYLT 

DVLANVSLDF\LDYKSNF*PFF 

MMIATPVAPHSPWTAAPQYQKA 

FQNVFAPRNKNFNIHGTNKHW 

LIRQAKTPMTNSSIQFLDNAFR 

KRWQTLLSVDDLVEKLVKRLE 

FTGELNNTYIFYTSDNGYHTGQ 

FSLPIDKRQLYEFDIKVPLLVRG 

PGIKPNQTSKM L V AN 1 DLG PTIL 

DIAGYDLNKTQMDGMSLLPILR 

GASNLTWRSDVLVEYQGEGRN 

VTDPTCPSLSPGVSQCFPDCVCE 

D A YNNTY AC VRTMS A LWNLQ 

YCEFDDQEVFVEVYNLTADPD 

QITNIAKTFDPVELLGKMNYRL 

MMLQSCSGPTCRTPGVFDPGY 

RFDPRLMF\SNRGSVRTRRFSQT 

SSCSDPHTASADGSLHALFLMK 


20511 


50879 


A 


20628 


132 


253 




20512 


50880 


A 


20629 


1 


1269 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in tISSN 

AO/CJA *>1*T 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Uiiknown f 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


20513 


50881 


A 


20630 


1 


1920 


MDEAEFSSFVVRTNTCGELRSS 

HLGQEVTLCGWIQYRRQNTFL 

VLRDFDGLVQVIIPQDEV1ENFL 

LLSKSFFDAIAGSAASVKKILCE 

APVESVVQVSGTV1SRPAGQEN 

PKMPTGEIEIKVKTAELLNACK 

KLPFEIKNFVKKTEALRLQYRY 

LDLRSFQMQYNLRLRSQMVMK 

MREYLCNLHGFVDIETPTLFKR 

TPGG AKEFL VPSREPG KFYSLP 

QSPQQFKQtLMVGGLDRYFQV 

ARCYRDEGSRPDRQPEFTQ1DIE 

MSFVDQTG1QSLIEGLLQYSWP 

NDKDPVVVPFPTMTFAEV\RPP 

YGTDKPDTRFGMKIIDISDVFR 

NTEIGFLQDALSKPHGTVKAICI 

PEGAKYLKRKDIGSIRNFAADH 

FNQEILPVFLNANRNWNSPVAN 

FIMESQRLEL1 RLM ETQEED V V 

LLTAGEHNKACSLLGKALRTGN 

VAGPSRKQEGVVLRDPTLFSFL 

WVVDFPLFPGQRRKIQESWDR 

GQHPF\TAPHPR*IT\LLYTEPKK 

ARSQHYDLVLNGNEIGGGS1R1 

HNAELQRYILATLLKEDVKMLS 

ULLQ A L D YG A\PPHGG I A LG L D 

RLICLVTGSPSIRDV1AFPKSFRG 

HDLMSNTPDSVPS*GTEALSYP 

SLQANRLQSRKSSLNHAYHAES 


20514 


50882 


A 


20631 


1 


425 


KEPVGCVNN1SFLASLAGSTSR 

NRLQSTRGAGRLQNSGTGLSTN 

LQHFQEENFRKSSPQLEHT/WSF 

FG ECTTH HLPP VKA P LQTKKKT 

TN HC FLCGKKTG L A SS YEC RQ 

VGELEKLRCFLCDNPAWGLCKI 

KYLNCLFITSL 


20515 


50883 


A 


20632 


1 


1647 




20516 


50884 


A 


20633 


1 


3096 




20517 


50885 


A 


20634 


I 


419 




20518 


50886 


A 


20635 


558 


1070 


SFRFGHSHGLWKRKKVA*GSN 
AIQHNMLQGKQNFHGAALWY 
KGNSTQSKRPQRAP*ESSTTKR 
GLQLSRQTLQLDPGGTVPCSEE 
YCICQ*EGPASRNRYNGVPSHF 
PSPTCIRESSHSGKILKSRLRCW 
G WPTDP WS VLPM DPRTSPLC A 
AGSQAVVAHSGRQQKYPAL 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \= possible nucleotide insertion) 


20519 


50887 


A 


20636 


3887 


4573 


KKTTLLTLSICTRNILNPFKVVK 

KKAYGSRKHLRQ/HLAINPAAL 

LPTAASQISEVKPVLPELAFPSS 

EHRRSHGLESVPVLPGSGEAGV 

SFDLPAQADTLHSANKSRVKM 

RG K R RPQTRA A RRL A AQ ESS E A 

EDMXRSPEDPLHSG LMA PFPQM 

A I G H SS EQ P V EKT A LRRP WQLP 

LHLGKVVLCLEWTQAPLQSLW 

V 1 PEG RLTFL 1 LGTFFPRA LDLSP 

WREQNPRQR 


20520 


50888 


A 


20637 


1 


2988 


MATAPSPPMLTLAPAWLCPAT 

TTPRDHSEASLEALPGDPPAHP 

AAAATAAAVIPALEPPHTPVYA 

IFVNHSLLDLY1DRPLPYLIGSK 

LFMEQEDVGLGELSSEEGNADE 

QSSGLEGACKVNLELLLTNAD 

KGLKAPEQHLKHVAGVLNGES 

VETSVLNYRELSPHKNRLLSPL 

RCSAPMSLHNSLVKPERQSKCF 

EFGKLQPSSSQSLDVQNITDSSF 

SRTTCFQGVKVDSLGKRSDVIS 

KVEARDITEMTNKA 


20521 


50889 


A 


20638 


1 


1176 




20522 


50890 


A 


20639 


2 


367 




20523 


50891 


A 


20640 


124 


441 


RYPRVPENRCFSELLFFQAPLG 

VGMARGNQRVELARQKNLKETV 

QEI\SRGKGKEDSLTALSRKQRD 

S\*IIAKKQKAA\NEKKS\MQTRE 

NVMTGYLENPGATAQLGVS 


20524 


50892 


A 


20641 


32 


232 




20525 


50893 


A 


20642 


1 


256 




20526 


50894 


C 


20643 


133 


509 




20527 


50895 


A 


20644 


88 


685 


QKRGRLFKHLKVVLYLMKViyi 

HRKMFQRAQELRWRAEDYHK 

CKAFSDHPLCKKASLQLGQNG 

GSGASSFFRIALLALPHS*NFKJC 

QDGPPATSSNSTTF YN* * LPEPQ 

DTSRMSSYSLSTLSSSTLRG* *S 

QDSSLSYSGGRGRKITETQEAE 

VE*AENRSLHSSLGNKKKSVSG 

TKEKNQKTKQNPHSKNKLTKN 


20528 


50896 


A 


20645 


42 


946 




20529 


50897 


C 


20646 


I 


453 




20530 


50898 


c 


20647 


771 


1223 




20531 


50899 


c 


20648 


324 


659 




20532 


50900 


c 


20649 


427 


654 




20533 


50901 


B 


20650 


343 


1774 




20534 


50902 


B 


20651 


23 


525 




20535 


50903 


B 


20652 


2354 


5689 




20536 


50904 


B 


20653 


448 


3506 
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SEQ M) 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion* \=possible nucleotide insertion) 


20537 


50905 


B 


20654 


12 


182 




20538 


50906 


c 


20655 


210 


422 




20539 


50907 


c 


20656 


145 


357 




20540 


50908 


B 


20657 


1 


327 




20541 


50909 


B 


20658 


I 


2595 




20542 


50910 


B 


20659 


122 


472 




20543 


5091 1 


B 


20660 


163 


418 




20544 


50912 


c 


20661 


86 


517 




20545 


50913 


B 


20662 


334 


2946 




20546 


50914 


B 


20663 


11 


700 




20547 


50915 


■B'*- 


20664 


184 ~ 


2372 


. ■ . ^ 


20548 


50916 


c 


20665 


267 


467 




20549 


50917 


B 


20666 


131 


268 




20550 


50918 


B 


20667 


18 


255 




20551 


50919 


B 


20668 


100 


356 




20552 


50920 


B 


20669 


120 


839 




20553 


50921 


B 


20670 


355 


504 




20554 


50922 


B 


20671 


1 


1524 




20555 


50923 


B 


20672 


175 


366 




20556 


50924 


B 


20673 


436 


792 




20557 


50925 


B 


20674 


94 


1347 




20558 


50926 


B 


20675 


865 


1 189 




20559 


50927 


B 


20676 


241 


423 




20560 


50928 


B 


20677 


124 


352 




20561 


50929 


B 


20678 


I 


847 




20562 


50930 


B 


20679 


262 


4624 




20563 


50931 


c 


20680 


76 


297 




20564 


50932 


B 


20681 


| 


702 




20565 


50933 


B 


20682 


1 


1347 




20566 


50934 


B 


20683 


78 


2874 




20567 


50935 


B 


20684 


133 


7317 




20568 


50936 


B 


20685 


294 


1449 




20569 


50937 


c 


20686 


139 


367 




20570 


50938 


c 


20688 


154 


445 




20571 


50939 


B 


20689 


1 


1086 




20572 


50940 


B 


20690 


111 


440 




20573 


50941 


B 


20691 


303 


462 




20574 


50942 


B 


20692 


1 


2905 




20575 


50943 


c 


20693 


349 


453 




20576 


50944 


c 


20694 


233 


376 




20577 


50945 


B 


20695 


1 


2016 




20578 


50946 


B 


20696 


1464 


3022 




20579 


50947 


B 


20697 


1 


1059 




20580 


50948 


B 


20698 


1 


933 




20581 


50949 


B 


20699 


I 


930 




20582 


50950 


c 


20700 


129 


215 




20583 


50951 


c 


20701 


283 


408 




20584 


50952 


B 


20702 


1 


1 134 




20585 


50953 


B 


20703 


1 


525 




20586 


50954 


B 


20704 


146 


556 




20587 


50955 


B 


20705 


1 


675 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
cod on for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
'-Stop codon, ^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


20588 


50956 


B 


20706 


1 


1107 




20589 


50957 


B 


20707 


1 


774 




20590 


50958 


C 


20708 


52 


156 




20591 


50959 


C 


20709 


1 


420 




20592 


50960 


B 


20710 


I 


1347 




20593 


50961 


C 


20711 


1 


41 1 




20594 


50962 


B 


20712 


169 


248 




20595 


50963 


B 


20713 


63 


1321 




20596 


50964 


B 


20714 


1 


359 




20597 


50965 


C 


20715 


1 195 


1674 




20598 


50966 - 


B 


20716 


964 . 


.1290 . - 


... - " - ". '■" 


20599 


50967 


B 


20717 


51 


389 




20600 


50968 


B 


20718 


108 


232 




20601 


50969 


B 


20719 


425 


3545 




20602 


50970 


C 


20720 


35 


226 




20603 


50971 


B 


20721 


1 


387 




20604 


50972 


B 


20722 


1 


1926 




20605 


50973 


B 


20723 


523 


1242 




20606 


50974 


B 


20724 


42 


2346 




20607 


50975 


B 


20725 


63 


287 




20608 


50976 


B 


20726 


59 


200 




20609 


50977 


B 


20727 


1 


1176 




20610 


50978 


B 


20728 


1 


769 




20611 


50979 


B 


20729 


1 


2009 




20612 


50980 


B 


20730 


219 


3045 




20613 


50981 


B 


20731 


195 


1739 




20614 


50982 


C 


20732 


126 


435 




20615 


50983 


B 


20733 


2752 


4108 




20616 


50984 


B 


20734 


1 


1104 




20617 


50985 


B 


20735 


24 


230 




20618 


50986 


B 


20736 


1 


1292 




20619 


50987 


B 


20737 


1 


7977 




20620 


50988 


B 


20738 


157 


2627 




20621 


50989 


C 


20739 


165 


533 




20622 


50990 


B 


20740 


35 


87 




20623 


50991 


C 


20741 


68 


202 




20624 


50992 


B 


20742 


83 


2670 




20625 


50993 


B 


20743 


162 


276 




20626 


50994 


B 


20744 


104 


245 




20627 


50995 


B 


20745 


66 


2768 




20628 


50996 


B 


20746 


14 


3115 




20629 


50997 


C 


20747 


69 


203 




20630 


50998 


B 


20748 


1 


2152 




20631 


50999 


C 


20749 


114 


387 




20632 


51000 


C 


20750 


56 


250 




20633 


51001 


B 


20751 


53 


3398 




20634 


51002 


B 


20752 


642 


2386 




20635 


51003 


B 


20753 


1 


1242 




20636 


51004 


B 


20754 


51 


601 




20637 


51005 


B 


20755 


192 


463 




20638 


51006 


B 


20756 


125 


1254 
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SKQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


(Viet 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lfnknown, 
*=Stop codon, /-possible nucleotide 
deletion, \= possible nucleotide insertion) 


20639 


51007 


C 


20757 


208 


333 




20640 


51008 


B 


20758 


155 


4443 




20641 


51009 


B 


20759 


1 


2529 




20642 


51010 


B 


20760 


63 


321 




20643 


5101 1 


B 


20761 


226 


645 




20644 


51012 


B 


20762 


1 


1395 




20645 


51013 


B 


20763 


258 


475 




20646 


51014 


C 


20764 


126 


263 




20647 


51015 


B 


20765 


1 


1429 




20648 


51016 


B 


20766 


51 


3256 




20649 : 


51017 


C 


20767' 


83 


403 




20650 


51018 


B 


20768 


1 


621 




20651 


51019 


B 


20769 


1 


463 




20652 


51020 


B 


20770 


1002 


3594 




20653 


51021 


C 


20771 


107 


403 * 




20654 


51022 


B 


20772 


51 


401 




20655 


51023 


c 


20773 


46 


398 




20656 


51024 


B 


20774 


1 


513 




20657 


51025 


B 


20775 


1 


531 




20658 


51026 


c 


20776 


1 


423 




20659 


51027 


B 


20777 


52 


670 




20660 


51028 


C 


20778 


43 


375 




20661 


51029 


B 


20779 


1 


1629 




20662 


51030 


B 


20780 


1 


1713 




20663 


51031 


B 


20781 


1 


5154 




20664 


51032 


B 


20782 


37 


585 




20665 


51033 


B 


20783 


1 


3789 




20666 


51034 


c 


20784 


149 


367 




20667 


51035 


c 


20785 


89 


234 




20668 


51036 


B 


20786 


113 


278 




20669 


51037 


B 


20787 


1 


1632 


• 


20670 


51038 


B 


20788 


1 


762 




20671 


51039 


B 


20789 


230 


3411 




20672 


51040 


B 


20790 


95 


1150 




20673 


51041 


B 


20791 


1 


1230 




20674 


51042 


B 


20792 


74 


3123 




20675 


51043 


B 


20793 


1 


1719 




20676 


51044 


C 


20794 


206 


402 




20677 


51045 


B 


20795 


302 


424 




20678 


51046 


B 


20796 


60 


80 




20679 


51047 


B 


20797 


1 


1248 




20680 


51048 


B 


20798 


8 


1910 




20681 


51049 


B 


20799 


124 


807 




20682 


51050 


B 


20800 


43 


618 




20683 


51051 


B 


20801 


7 


328 




20684 


51052 


B 


20802 


244 


385 




20685 


51053 


B 


20803 


850 


970 




20686 


51054 


c 


20804 


97 


360 




20687 


51055 


B 


20805 


551 


3159 




20688 


51056 


B 


20806 


861 


1 1 10 




20689 


51057 


B 


20807 


1 


876 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 

AO id n *> i *7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, ^possible nucleotide 
deletion, \-possible nucleotide insertion) 


20690 


51058 


B 


20808 


1 


849 




20691 


51059 


B 


20809 


1 


1443 




20692 


51060 


B 


20810 


508 


2398 




20693 


51061 


B 


20811 


53 


185 




20694 


51062 


B 


20812 


50 


633 




20695 


51063 


B 


20813 


1 


444 




20696 


51064 


B 


20814 


58 


262 




20697 


51065 


B 


20815 


27 


1005 




20698 


51066 


B 


20816 


1 


4860 




20699 


51067 


B 


20817 


1 


3489 




20700 


51068 


C 


20818" 


52 ■ 


363 




20701 


51069 


C 


20819 


347 


499 




20702 


51070 


B 


20820 


1 


4140 




20703 


51071 


B 


20821 


85 


3930 




20704 


51072 


B 


20822 


848 


3116 




20705 


51073 


B 


20823 


41 


1211 




20706 


51074 


B 


20824 


248 


4307 




20707 


51075 


B 


20825 


67 


3180 




20708 


51076 


C 


20826 


229 


467 




20709 


51077 


B 


20827 


71 


1827 




20710 


51078 


B 


20828 


1 


1045 




20711 


51079 


B 


20829 


1279 


1479 




20712 


51080 


B 


20830 


1 


2460 




20713 


51081 


B 


20831 


62 


3691 




20714 


51082 


B 


20832 


1 


1062 




20715 


51083 


B 


20833 


1 


873 




20716 


51084 


B 


20834 


1 


1041 




20717 


51085 


B 


20835 


161 


5445 




20718 


51086 


B 


20836 


199 


343 




20719 


51087 


C 


20837 


86 


229 




20720 


51088 


C 


20838 


1 


225 




20721 


51089 


C 


20839 


34 


165 




20722 


51090 


C 


20840 


238 


455 




20723 


51091 


C 


20841 


200 


322 




20724 


51092 


B 


20842 


59 


164 




20725 


51093 


C 


20843 


1353 


1793 




20726 


51094 


B 


20844 


1 


1329 




20727 


51095 


C 


20845 


43 


324 




20728 


51096 


C 


20846 


223 


435 




20729 


51097 


C 


20847 


212 


307 




20730 


51098 


C 


20848 


386 


529 




20731 


51099 


B 


20849 


300 


995 




20732 


51100 


B 


20850 


876 


3312 




20733 


51101 


B 


20851 


153 


306 




20734 


51102 


B 


20852 


39 


3131 




20735 


51103 


B 


20853 


29 


136 




20736 


51104 


B 


20854 


112 


333 




20737 


51105 


B 


20855 


31 


474 




20738 


51106 


B 


20856 


26 


1716 




20739 


51107 


B 


20857 


27 


1234 




20740 


51108 


B 


20858 


1 


6390 
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SEQ ll> 


SEQ ID NO: 


Met 


SEQ NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




AO /cm in 


codon for peptide 


of peptide sequence 


deletion, Y=possible nucleotide insertion) 










sequence 






20741 


51 109 


B 


20859 


1 


1014 




20742 


51110 


B 


20860 


128 


837 




20743 


51111 


B 


20861 


1 


931 




20744 


51112 


B 


20862 


357 


4629 




20745 


511 13 


B 


20863 


1 


1017 




20746 


51114 


B 


20864 


1 


1908 




20747 


51II5 


B 


20865 


224 


9448 




20748 


51116 


B 


20866 


1 


1209 




20749 


51117 


B 


20867 


138 


359 




20750 


51118 


B 


20868 


1 


1567 




20751 


51119 , 


B 


20869 


226 


9033 




20752 


51120 


B 


20870 


20 


2689 




20753 


51121 


B 


20871 


1602 


2647 




20754 


51122 


C 


20872 


72 


452 




20755 


51123 


C 


20873 


64 


423 




20756 


51124 


B 


20874 


33 


363 




20757 


51125 


B 


20875 


131 


1675 




20758 


51126 


B 


20876 


37 


219 




20759 


51127 


B 


20877 


1 


564 




20760 


51128 


B 


20879 


1 


651 




20761 


51129 


B 


20880 


44 


424 




20762 


51130 


B 


20881 


28 


202 




20763 


51131 


B 


20882 


1 


3403 




20764 


51 132 


B 


20883 


110 


970 




20765 


51133 


B 


20884 


70 


485 




20766 


51134 


B 


20885 


482 


2943 




20767 


51135 


B 


20886 


469 


1480 




20768 


51136 


B 


20887 


156 


308 




20769 


51137 


C 


20888 


218 


348 




20770 


51138 


B 


20889 


1 


5130 




20771 


51139 


B 


20890 


21 


1139 




20772 


51140 


B 


20891 


1 


1302 




20773 


51141 


B 


20892 


1 


1028 




20774 


51142 


B 


20893 


1 


858 




20775 


51143 


B 


20894 


1 


2001 




20776 


51144 


B 


20895 


1 


546 




20777 


51145 


B 


20896 


I 


1167 




20778 


51146 


B 


20897 


1 


1299 




20779 


51147 


B 


20898 


1 


1260 




20780 


51148 


B 


20899 


1 


771 




20781 


51149 


C 


20900 


155 


337 




20782 


51150 


B 


20901 


1 


1251 




20783 


51151 


B 


20902 


106 


543 




20784 


51152 


B 


20903 


57 


2279 




20785 


51153 


B 


20904 


905 


1 120 




20786 


51154 


B 


20905 


145 


2277 




20787 


51155 


B 


20906 


1 


1384 




20788 


51156 


B 


20907 


1 


4775 




20789 


51157 


C 


20908 


99 


251 




20790 


51158 


B 


20909 


1 


693 




20791 


51159 


B 


20910 


77 


2173 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
no/tin 217 


Nucleotide 
location of first 

rrwtnn for npntiflp 

sequence 


Nucleotide location of last 
codon for last amino acid 
of ntnf ide seouence 


Amino acid sequence ( X=l)nknown, 
'-Stop codon, /^possible nucleotide 
deletion* \=DOSsible nucleotide incerttnnl 


20792 


51160 


B 


2091 1 


140 


313 




20793 


51161 


B 


20912 


1 


392 




20794 


51162 


C 


20913 


1 


222 




20795 


51163 


B 


20914 


1 


951 




20796 


51164 


B 


20915 


45 


1244 




20797 


51165 


B 


20916 


166 


2544 




20798 


51166 


C 


20917 


279 


449 




20799 


51167 


B 


20918 


1 


1250 




20800 


51168 


B 


20919 


229 


2094 




20801 


51169 


B 


20920 


94 


434 




20802 


51170 - 


C 


20921 . - 


253 - 


336 




20803 


51171 


B 


20922 


1 


1314 




20804 


51172 


B 


20923 


6 


327 




20805 


51173 


B 


20924 


163 


3060 




20806 


51174 


B 


20925 


20 


385 




20807 


51175 


B 


20926 


22 


58 




20808 


51176 


C 


20927 


141 


287 




20809 


51177 


B 


20928 


37 


1063 




20810 


51178 


C 


20929 


261 


401 




20811 


51179 


B 


20930 


66 


3148 




20812 


51180 


B 


20931 


223 


4149 




20813 


51181 


C 


20932 


21 


278 




20814 


51182 


B 


20933 


158 


1283 




20815 


51183 


B 


20934 


8 


896 




20816 


51184 


B 


20935 


240 


387 




20817 


51185 


C 


20936 


312 


512 




20818 


51186 


B 


20937 


451 


611 




20819 


51187 


C 


20938 


160 


428 




20820 


51188 


B 


20939 


110 


294 




20821 


51189 


B 


20940 


121 


1764 




20822 


51190 


B 


20941 


1 


423 




20823 


51191 


C 


20942 


74 


316 




20824 


51192 


C 


20943 


136 


255 




20825 


51193 


C 


20944 


79 


381 




20826 


51194 


B 


20945 


282 


1180 




20827 


51195 


B 


20946 


63 


371 




20828 


51196 


C 


20947 


193 


672 




20829 


51197 


B 


20948 


85 


898 




20830 


51198 


B 


20949 


35 


1055 




20831 


51199 


B 


20950 


1 


870 




20832 


51200 


B 


20951 


103 


1189 




20833 


51201 


B 


20952 


501 


594 




20834 


51202 


B 


20953 


39 


1694 




20835 


51203 


B 


20954 


489 


4797 




20836 


51204 


C 


20955 


31 


153 




20837 


51205 


B 


20956 


259 


699 




20838 


51206 


B 


20957 


4 


231 




20839 


51207 


B 


20958 


50 


520 




20840 


51208 


C 


20959 


322 


456 




20841 


51209 


B 


20960 


163 


1152 




20842 


51210 


B 


20961 


33 


745 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=$top codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \-possible nucleotide insertion) 










sequence 






20843 


5121 1 


B 


20962 


210 


3519 




20844 


51212 


c 


20963 


34 


294 




20845 


51213 


c 


20964 


301 


381 




20846 


51214 


B 


20965 


71 


675 




20847 


51215 


B 


20966 


1 


873 




20848 


51216 


B 


20967 


118 


1618 




20849 


51217 


B 


20968 


424 


2415 




20850 


51218 


c 


20969 


106 


231 




20851 


51219 


B 


20970 


71 


756 




20852 


51220 


B 


20971 


1 


1049 




20853 - 


51221 


c 


20972 * 


94 


327 ~ • 


, , : j: -U . ~ > - . 


20854 


51222 


B 


20973 


339 


2589 




20855 


51223 


B 


20974 


89 


273 




20856 


51224 


B 


20975 


1 


2514 




20857 


51225 


B 


20976 


472 


5831 




20858 


51226 


c 


20977 


247 


300 




20859 


51227 


B 


20978 


I 


2487 




20860 


51228 


B 


20979 


55 


243 




20861 


51229 


c 


20980 


207 


377 




20862 


51230 


B 


20981 


642 


41 17 




20863 


51231 


B 


20982 


44 


2127 




20864 


51232 


B 


20983 


48 


1 127 




20865 


51233 


B 


20984 


1 


341 1 




20866 


51234 


B 


20985 


74 


469 




20867 


51235 


B 


20986 


39 


1251 




20868 


51236 


B 


20987 


223 


378 
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SEQID 


SEQID NO: 


Met 


SfcQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X= Unknown, 


NO: 


of peptide 


hod 


inUSSN 


location of first 


codon for last amino acid 


*=Stop codon, /= possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, V= possible nucleotide insertion) 


20869 


51237 


A 


20988 


1 


2577 


MPPNRHRMRGETTLWNPGCDH 

AGIATQVVVEKKLWREQGLSR 

HQLGREAFLQEVWKWKEEKG 

DRJYHQLK\KLGSSLDWDRACF 

TMDPKLSVAAVTEAFVGLHEKG 

1 1 YRSTAFVN WPCTLNSA ISDI E 

VDKKELTGRTLLSVPGYKEKV 

EFGVLVSF\AYK\VQGSD*/DDE 

EVVVANKLGSKTMLGDVAVA 

VPPPKDTR\YQHL\KGKNVIHP\F 














LSRSLSPLSSDEFVDMDBGTGA 

VKDHPPRHDQNDYEVGQRHGL 

EA1SIMDSRGA\P1KCASAFPGPA 

AGLRPGKRCWWR*RNRGLFRG 

lEDNPMVVPLCNRSKDVVEPLL 

RPQWYVRCGEMAQAASAAVT 

RGDLRILPEAHQRTWHAWMD 

NIREWCISRQLWWGHRIPAYFV 

TVSDPAVPPGESEDLSVFYPGT 

LLETGHDILFFWVARMVMLGL 

KLTGRLPFREVYLPCPSCENAH 

GRK\MSKSLGNVIDPLDVHL/Y 

GISLQGLHNQLLNSNLDPSEVE 

KAKEGQKADFPAGVPECGTDA 

LRFGLCAYMSQGS*K*TWNVN 

RJMG * RQFCNKLWKCTKFALR 

GLGKGFVPS\DTSNSAGHESLA 

DR*IRNLLTEAVRLSNQGFQAY 

DFPAVTTAQYSFWLYELCDVY 

LECLKPVLNGVDQV/AQAECAR 

QTLYTLPWTLGLRLLSPFMPFV 

TEELFQRLPRRMPQAPPSLCVT 


20870 


51238 


A 


20989 


2 


4083 


SQRGEHVGAGCRGGDLRELGS 

PGEPPTVSARSTPPPGPLGGSQP 

RPAPGCEVDSPAQSDHLPPVFP 

LRSDLLITMSTLYVSPHPDAFPS 

LRALIAARYGEAGEGPGWGGA 

HPRJCLQPPPTSRTSFPPPRLPAL 

EQGPGGLWVWGATAVAQLLW 

PAGLGGPGGSRAAVLVQQWVS 

YADTELIPAACGATLPALGLRS 

SAQDPQAVLGALGRALSPLEE 

WLRLHTYLAGEAPTLADLAAV 

TALLLPFRYVLDPPAR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


20871 


51239 


A 


20990 


1 


756 


MDMGAIKEGESRRPGDRMTVA 

GTKLLHLQSTHLDFISLSGAPSG 

ALELSKAQPAHAQDTRVLMKM 

VII WDLSQ VPLQPG H DGHSFR1 H 

DYLYFQVLSPGDIRYIFTATPAK 

DFGGIFHTRYEQ1HLVPAEPPEA 

CGELSNGFFIQDQIALVERGGCS 

FLSKTRVVQEHGGRGGDHL*Q 

RS*QMTASTW/QMIQDSTQRTA 

DIPALFLLGRDGYMIRRSLEQH 

G LP W A 1 1 S I P VN VHQH SPPLSCC 

NRPFLFW 


20872 


51240 


A 


20991 


2 


393 




20873 


51241 


A 


20992 


1066 


1824 




20874 


51242 


A 


20993 


3 


902 




20875 


51243 


A 


20994 


1 


2163 




20876 


51244 


A 


20995 


I 


1890 




20877 


51245 


A 


20996 


1 


2882 


MKQQLPVSYLQVIFNHWASR1S 

GARGAGWGPVRLGRLCADRAL 

DGESRPGGGGQSGVPASEASQ 

KAAHGRRLPVPARLLRCAHSA 

LEPGRGSASSPRNSTTSDNDQPP 

DYSFSKRCDSHSLGFSLVWESR 

NLTLPPTSKL LKFS A FH FFI Y KC 

RAEGHKLYKDLKNFLSAVKVM 

HESSKRVSETLQFIYYASEWYGH 

EELKAIVWNNDLLWEDYEEKL 

ADQAVRTMEIYVAQFSEIKERI 

AKRGRKLVDYDSARH 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 

aCqilCIJlC 


Met 
hod 


SEQ ID NO: 
in USSN 
09/vl0.2 1 7 


Nucleotide 
location of first 
mflnn fnr nenfidp 

sequence 


Nucleotide location of last 
codon fur last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possibte nucleotide 

deletion \— rw>«ihlp niirlpnfiffr inc*»rtinnt 


20878 


51246 


A 


20997 


1 


1791 


M PG A RTSSSG A S EN H R A RGQG 

GGPQGVGRMAEGKAGGAAGL 

FAKQVQKKFSRAQEKVLQKLG 

KA VETK DERFEQSANNFYQQQ 

AEGHKLYKDLKNFLSAVKVMH 

ESSKRVSETLQE1YSSEWDGHE 

ELKAIVWNNDLLWEDYEEKL\ 

ADQAVRTMEIYVAQFSEIKE\RJ 

AKRGRKLVDYDSARHHLEAVQ 

NAKKKDEAKTAKAEEEFNKAQ 

TVFEDLNQELLEELPILYNSRJG 

CYVTIFQNISNLRDVFYREMSK 

LNHNLYEVMSKLEKQHSNKVF 

VVKGLSSSSRRSLVISPPVRTAT 

VSSPLTSPTSPSTLSLKSESESVS 

ATEDLAPDAAQGEDNSEIKELL 

EEEE1 EKEGSEASSSEEDEPLP A 

CNGPAQAQPSPTTERAK\SQEE 

VLPSSTTPSPGGALSPSGQLSSS 

ATEVVLRTRTASEGSE\RPKKT 

ASIQRTSAPPRRPPPPRATASPRP 

CSGNIPSSPTASGGGSAVTSPRAS 

LGTGTASPRTSLE1\*PNPE\PPEK 

PVRTPEAKENEN1HNQNPEELC 

TSPTLMTSQVASEPGEAKKME 

DKEKDNKLISADSSEGQDQLQV 

SMVPENNNLTAPEPQEEVSTSE 


20879 


51247 


A 


20998 


*> 


273 


RRPRQRPTDQTQWFSILPDFSLD 
LQEGPSVESQTVHSDPHIPPVDP 
TTHLTFNHLSIVCVSLTLSLPHL 
GSPCLWSPALVSQEAASHQDRR 


20880 


51248 


A 


20999 


309 


1310 


RHQRAPEQGPDASWKMLDSLL 

ALGG\LVLL\RDSVE\WEG\RSLL 

K\ALVKKSALCGE\QVHILGCE\ 

VSEKEFREGFDS**STIRLVYHD 

F\FRDP\LNWSKTEEGL/VPGGPL 

GALRS\MCKR\TDPVPVTIALDS 

LS\WLLLRLHCT\TLCQ\ALHAV 

EPSRTLVLGDSSSVGKVSVLGL 

LHERLPRPAPVVALSSLAQTKV 

TLGGYHGARPSAHIL\CRRPRQ\ 

RPN\YQTQWFSI\LPDFSLGSPRG 

ALCRVPALIPIPHITPGGIPHNSF 

*PFNLHL\SKKEREARDSLILPFQ 

FSSEKQQA\LLRPRPGQATSH1 F 

YEPDAYDDLDQEDPDDDLNILP 
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SEQID 

NO: 


SEQ 10 NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 

U"o4U,ZI / 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion* \=possiblc nucleotide insertion) 


20881 


51249 


A 


21000 


418 


1304 


GLVME1GMHHHEHHHLQAPNK 

EDILKISEDERMELSKSFRVYCII 

LVKPKDVSLWAAVKETWTKH 

CDKAEFFSSENVKVFESfNMDT 

NDM WLM M RKAYKYA FDKY R 

DQYNWFFLARPTTFAIIENLKY 

FLLKKDPSQPF Y LG HTI K SG DLE 

YVGMEGGIVLSVESMKRLNSL 

LN I PEKCPEQGGMI WKISEDKQ 

LAVCLfCYAGVFAENAEDADGK 

DVFNSQICWAFY*R/WQ*LITPN 

QVVEGCCSDMAVTFNGLTPNQ 

MHVMMYGVYRLRAFGPYFSM 

MHWFSYLQMVLTMTEKW 


20882 


51250 


A 


21001 


1 


1092 




20883 


5125! 


A 


21002 


130 


397 


EGVHSQVNLFPIKGNQTHVPAS 
HGTDSALPPTLQMDYRALVHE 
PD*AAYGELRAMVLDLRAFYA 
ELYHIISSNLEKIVNPKGEEKPF 


20884 


51252 


A 


21003 


11 


805 


SSMAKPC\GVRLSGKGRKQVEV 

FYRNLFQEAEEFLLRVFLPPESHI 

P*NRLLQEDFPFNVA*/LLNLSS 

GAPLDIPPSPDP\PP\KDDEMETD 

K\QEKKEVPKCDFLP\GNEKCPC 

PCLPLVKPRSLDLSKEKC\1LVI\ 

TWGSRHLDPPRFEDGK*FWG* 

AIPGEGAWRG*NA\VKDPKWE 

A FPATPI SQVLSSERG D ACG PRP 

PQETHVXMDYRALVHERDEAA 

YGELRAMVLDLRAFYAELYHII 

SSNL\EKIV\TPRGEEKP1YVLEP 


20885 


51253 


A 


21004 


352 


670 


AKRSRIHVGVVIVDSDGAELGR 
DAAALSEKPPSLTIGLHMELVG 
MGGEPALTATPANCPEYPAKPS 
SI/EQQ*QSQVQ**Q*QVRHGSG 
PLHRTPRQLFLCSRQFAL 


20886 


51254 


A 


21005 


3 


222 


SPEESPPACPRQVFPLYHLQRG 
QGKRVQVG*GGSLWITTKTRLL 
PGGVGDNEVAPGSWHLALVFR 
LLSSGRP 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 

actjucncc 


Met 
hod 


SEQ ID NO: 
inUSSN 


Nucleotide 
location of first 

rrtHnn far n^ntiri^ 

ILFUUII IUI pCJJIIUv 

sequence 


Nucleotide location of last 
eodon Tor last amino acid 

III pCptlUC 5Ci|UCH\.C 


Amino acid sequence ( X-Unkno«vn, 
*=Stop codon, /^possible nucleotide 

"Ciciiuii* i~~pvd9iuic nuvicuiiuc insertion^ 


20887 


51255 


A 


21006 


1 


3639 


MSEETLQSKLAAAKKKJQD1LN 

VLVSDLNRSNGVVLPTLDKWK 

DAPEAWDLCLALRSFCGLAIQL 

LGAAPLTRAANFSVAEVTDVR 

DSARRWETRKAPYLSCRIALRM 

N E A A V FRH L V PG V Y FPRCDQG 

CQLTAALGCGAGVQSHVGPVT 

VTTGPDSVTAADAAGLCRVLR 

AVGWGGSECRLTPHPYKFHVE 

PYGGRLVPPRLSVDPGSSRREA 

TSKVAVDLLVLDAAGADGPVS 

QSPVWKEAAGVVSQLRGGRQ 


20888 


51256 


A 


21011 


137 


944 


KPRCCHSATMFEVPLVQGSILK 

KVLEALKDLINEACWDISSSGV 

NLQSMDS/SHVSLLQFTLPSEGF 

DTYRCDCNLAMGVNLTIMSKIL 

KCAGNEDIVTLRJEDMVNTLVL 

VFEASNQEKVSDYEIKLMDLD 

VEQLGIAEQEYHYVVKMLSGE 

FASIC*DLSHIGDAVVISGVKDG 

IIFSASGDLGNXKN1CLSQTSTVD 

KEEEAVTMEMNEPVQLTFALR 

YLNFLTKATPLSSMVTLNMSA 

DIHLVVDYKIADVGHLKYYLA 

PKMEDEEGP 


20889 


51257 


B 


21012 


205 


1309 




20890 


51258 


A 


21013 


189 


410 




20891 


51259 


A 


21014 


1767 


2158 


RAQPHLYPEAARTRGRK*LHFC 

APSSAPRAPVSERR/CAGRFLSW 

CPVAAWDPARWARRARRRRR 

AAARRRRPPRWRRRCLSARGR 

RRSLNSSKTKNTKCLNSIMQRL 

KILSLQKDLMCGTAGRCKTLTE 

Q 


20892 


51260 


A 


21015 


1 


1710 




20893 


51261 


A 


21016 


132 


522 




20894 


51262 


A 


21017 


1 


1386 




20895 


51263 


A 


21018 


331 


3101 


SFSEANISTAKKTFLYNELYVY 

NTRKDTWTKVDIPSPPPRRCAH 

QAVVVPQGGGQLWVFGGEFAS 

PNGEQFYHYKDLWVLHLATKT 

WEQVKSTGGPSGRSGHRMVA 

WKRQLILFGGFHESTRDYIYYN 

DVYAFNLDTFTWSKLSPSGTVP 

TPRSGCQMSVTPQGGIVWYGG 

YSKQMPPHSGQSRGRKPGSCLL 

LLLLLLLLLLLLLLCVLPLGYSL 

IELSSSYRLHGNEPVPATFHGLN 

SHMGLVATILDNVNP 
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SKQ II) 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 

Ao/Crift in 
uv/yiu^ l / 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /= possible nucleotide 
deletions-possible nucleotide insertion) 


20896 


51264 


A 


21019 


2 


2911 


VRGPRARCRRRSSKTEPRKGPS 

RTSTRKRLELGAGSDSISVRRAP 

PHEHLFPSGERGPFSFLVSRRGL 

GPGKMGKKGKKEKKGRGAEK 

TAAKMEKKVSKRSRKEEPGVC 

RRJRPDLGVECSAAAAHGFPNR 

GQF YG LPC A R H S S LG FTPH EQE 

DLEALIAHFQTLDAKRTQTVEV 

PCPPPSPRXCRGSQFVVTEDSVR 

KGTALRLNASLSVHPEKDEL1L 

FGGEYFNGQKTFLYNELYVYNI 

RKDTWTKVDIPSP 


20897 


51265 


A 


21020 


1 


208 


DGYRHEMLPASLIQAQRDYFG 
AH/TYELWAKPGQFIH/TNWTG 
HGGTVSSSSYNAFALFSVQFFK 
SVVRDS 


20898 


51266 


A 


21021 


*> 


316 




20899 


51267 


A 


21022 


2 


578 


LIGLAVMGQNLILNMNDHGFVX 

TVSKVDDFLANEAKGTKVVGA 

QSLKEMVSKLKKPRRIILLVKA 

GQA VDDFI EKLRRCRDLKAKGI 

LFVGSGVSGGEEGARYGPSLMP 

GGNKEAWPHIKTIFQGIAAKVG 

TGEPCCDWVGDEGAGHFVKM 

VHNGIEYGDMQLICEAYHLMK 

DVLGMAQDEMALCPIFCSVF 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=S«op codon, /^possible nucleotide 




MZI|UCUIC 






cod on for peptide 
sequence 


of peptide sequence 


deletion, \~possiblc nucleotide insertion) 


20900 


51268 


A 


21023 


-» 


1758 


AYANLGTRFWREPLRVFPSLVL 

RASPLFGSALSAAMAQADIALI 

V\LFVMGKNL1LNMKDHGFEVC 

AFNRTVSKVDDFLANEAKGTK 

VVGAQSLKEMVSKLNKPPRDQ 

YLLC/VKAGQAVDDFIEKLVPL 

LDTGDII1\DGGNSEY*GTPQDG 

CRDLKAKG ILFEGSVG VS AG EE 

GD\RYGP\SLMPGGNK\EAWPHI 

KTIFQGIA\AKVGTGEPCC\DWV 














GDEGAGHF-VKMVHNGIEYGD 

MQLICEAYHLMKDVLGMAQD 

EMAQAFEDWNKTELDSFLIEIT 

ANILKFQDTDGKHLLPK1QGTS 

AG ARRGN RGSGT/ WPFSG PGKY 

GVPV\TLI\GEAVF\ARCLSSL\KD 

ER1\QASKKLKGPQK\FQFDGD* 

El IS WEDIRKALYASKI 1 SYAQGF 

M LLRH A AYTEFG WTLN YG\G 1 A 

LMWRGGCIIRSVFLGK1KDAFD 

RNP\ELQNLLLD\DFFKVQLFEN 

CQ\DSWR\RAVSTGVQGWAFP 

MPLFYRLPLS1*TGTSHEMLPAQ 

PSSRLQRGLLSGAHTL*NSWAK 

PGAVLFHTNWTG\HGGTVSSSS 

YQCLDH A APVTLHDSTVPG HSI 

GLNGTAHLALCPIFCSVFFKSV 


20901 


51269 


A 


21024 


317 


885 


MRWRSKSAWRAEPKSRTNSGT 

ASNVSPSRPLEC*R/FLRLVSGE 

LILAL1AFICIETIMACSPCEGLY 

FFEFVSCSAFWTGVLLIM FSLN 

LHMRIPQINWNLTDLVNTGLSA 

FLFFIASIVLAALNHRAGAEIAA 

VIFGFLATAAYAVNTFLAVQK 

WRVSVRQQSTNDYIRARTESRD 

VDSRPEIQRLDT 


20902 


51270 


A 


21025 


4761 


5127 


LGSG DLPWEINPLSSCSLLREKD 

PPTTSGPQTVTSPRNISPISNPHTR 

TSKRLNRSGQAFLQNLLPQELA 

TSARNLTTRPRNACSPGFLLSR 

VPSVRDPTGNWTVQLTWQPLS 

EPLELWPKAL 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-llnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


20903 

1 C.«f • - xl^d 


51271 

!ii4..a.K.,"l" 


A 


21026 


174 


2238 


LRSGDLPWEINPLSSCSLLHEKD 

PPTTSGPQTYTSPRNISPISNPRQR 

RHILSMDPKLRRRSWTWVGSLP 

LVFNHCRDASLIIHPGFRGVRPR 

RDVCLGPSPLATITDAELYVTL 

TVEGKS1PFLIDTEATHSTLPSFK 

G P V AL A SIH VQN VQi KRDKEG H 

YIMVKGSIQQEELTILNMYAPN 

TGAPRFIKQVLNDLQRDLDSHT 

HMGDFNTPLSTLDRSTRQKVN 

KDIQDLNSALHQADLIDIYRTr 

HTKSTECTFFSAPHRTYSKIDHI 

VGSKALLSKCKRTEIIINCLSDH 

SAIKLELRJKKLTQNHSTTWKL 

NNLLLNDYWVHK£MKj\EIKM 

FFEINENKNTTYQNLWDTFKAV 

CRGKFIALNAYKRKQERSKIDT 

LTSQLEELEKQEQTRSKASRRE 

EITKJRAELKEIETQKTLQKINES 

RSWFFEKINKIDILLARLIKKKR 

EKNQIDAIKNDKGDIATDPTE1Q 

TTIREYYKHLCPNKLENLEEMD 

KFLDTYTLPRLNQEEDESLNRPI 

TGSE I V A I IN S LPTKK.SPG PDG FT 

AKFYQRYKEELVPFLQKYKEEL 

VPFLLKJLFQSIEKEGILPNSFSEA 

SIILIPKPGRDTTKXENFRPISLM 

N1DAKILNKILANQIQQHIKKL1 

HHDQVGFIPGMQGWFNIRKSIN 

VIQH1NRTKDKNHM1ISIDAEKA 

FDKIQQPSC 


20904 


51272 


A 


21027 


1 


181 


MEEKEERKRRRKRKRRREEGR 
DGERKRMEKQKENQDPKDPPT 
TSGPQ1ATSPRN1SPISNP 


20905 


51273 


A 


21028 


167 


408 


LGSRTFPWEINPPSSCSLLREKD 
PPTTSGPQT\TRPRNISP1SNLVS 
GLFLLSSPTSLTIPQPLSSFNLDD 
TLQSLPSLNF 


20906 


51274 


A 


21029 


449 


663 


LGSGDLPWEINTQSSCSLLCEK 
DPPTTSGPQTYTSPRNISPISNPDP 
TGNRTVQLTWQPVPEPLELWP 
KAL 


20907 


51275 


A 


21030 


79 


381 


LGSGDLPWE1NPLSSCSLLREKE 

PPTTSGPQTMRPRNISPISNPELA 

TLAGNLATGPRNARSPGFLLSH 

VLSVWDPTENQTVQLTWQPLP 

QPLELWPKAL 


20908 


51276 


A 


21031 


122 


334 


LRSGDLLWEINPLSS*SLLHEKD 
PPTTSSPQT\TSPRNISPISNPDPT 
ENQTVQLTWQPLPEPLELWPK 
AL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 

ui pepuue 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 


20909 


51277 


A 


21032 


109 


320 


LGSGDLP*EINPPSSCSLLREKD 
PPTTSG PQTVTSPRM I SP1SNPDPT 
GNRTVQLTWQPLPQPLELWPK 
AL 


20910 


51278 


A 


21033 


620 


717 




20911 


51279 


A 


21034 


3 


678 


GGGFSDRDRTIALQPGQQIWM 

WGIGKQVGGCGWLRGKNRVV 

GAAKDQSGTGEKFYFIPKAMG 

AMEGSGQRRTLPDPGAHRNPS 

GGYSATDCEGSRPAPGEINSHA 

SHTKPVWWFFTQTRMKFGAVT 

RJGGLPWEVNPLSSCSLLRE/KD 

PPTTSG PQSNQPRKH PPI SN PEL 

VHVPEIWPLGQGMPAAR1PPKP 

RPICVGPH*KSTVQLTWQPLPEP 

LELWPRLSD 


20912 


51280 


A 


21035 


339 


1098 


LGSGDLPWEINPLSSCSLLREKD 

PPTTSGPPTATSPRNISPISNPGET 

KETRF1RGPKTPAPVTDWEGSL 

PLVFNHCRDASLI1HPRFKGVRP 

RRDACLGPSPLAASPTFLGKGQ 

RLKTDTARLPRKPPRPSRTLSFS 

TAPR1LSIVVPGSGHTLAFLDVT 

RHRLYRESKPVVGEEVDYSEW 

LSDVGKSEWSFSTCASSTSVNK 

HDTGRRLLGKRGGGMECSKGL 

CNFITMTKN1RSLAQMTIWQYL 

SPCREPV 


20913 


51281 


C 


21036 


1 


438 




20914 


51282 


A 


21037 


174 


483 


LRSGDLPWEINPLSSCSLLHEKD 
PPTTSGPQTATSPRMISPISNPRQR 
RHILSMDPKLRRRSWTWVGSLP 
LVFNHCRDASLIIHPGFRGVRPR 
RDVCLGPSPLA 


20915 


51283 


A 


21038 


590 


824 


PN SS WM RGEPKKDPPTTSG PQT 
\TSPRNISPISNPGRLSDYSPRFQ 
RCQTTQGRLPWSFTLSGKSRFS 
GEGATWGLKT 


20916 


51284 


B 


21039 


1 


1596 




20917 


51285 


B 


21040 


155 


2206 




20918 


51286 


B 


21041 


1 


831 




20919 


51287 


B 


21042 


75 


474 




20920 


51288 


B 


21043 


38 


1009 




20921 


51289 


C 


21044 


335 


481 




20922 


51290 


B 


21045 


66 


652 




20923 


51291 


B 


21046 


1 


673 




20924 


51292 


B 


21047 


1 


451 




20925 


51293 


B 


21048 


74 


3516 




20926 


51294 


B 


21049 


783 


3463 




20927 


51295 


B 


21050 


1 


807 




20928 


51296 


B 


21051 


41 


1700 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SKQ ID NO: 
in USSN 
U9/>40,ZI7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lasi 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /= possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


20929 


51297 


C 


21052 


18 


381 




20930 


51298 


B 


21053 


1 


3147 




20931 


51299 


B 


21054 


1 


2586 




20932 


51300 


C 


21055 


756 


1403 




20933 


51301 


B 


21056 


42 


205 




20934 


51302 


B 


21057 


40 


420 




20935 


51303 


B 


21058 


303 


1170 




20936 


51304 


B 


21059 


1 


2631 




20937 


51305 


B 


21060 


19 


3093 




20938 


51306 


B 


21061 


23 


241 




20939- 


51307^ ' 


B " 


21062*i 


84 


1775 




20940 


51308 


B 


21063 


68 


1542 




20941 


51309 


B 


21064 


74 


2566 




20942 


51310 


C 


21065 


730 


1023 




20943 


51311 


B 


21066 


67 


1159 




20944 


51312 


B 


21067 


294 


929 




20945 


51313 


B 


21070 


68 


336 




20946 


51314 


B 


21071 


I 


1992 




20947 


51315 


B 


21072 


1 


4188 




20948 


51316 


C 


21073 


44 


535 




20949 


51317 


B 


21074 


983 


2636 




20950 


51318 


B 


21076 


289 


1693 




20951 


51319 


B 


21077 


364 


2393 




20952 


51320 


B 


21078 


471 


590 




20953 


51321 


B 


21079 


1 


1026 




20954 


51322 


B 


21080 


343 


4253 




20955 


51323 


B 


21081 


1 


819 




20956 


51324 


B 


21082 


648 


894 




20957 


51325 


B 


21083 


1 


1236 




20958 


51326 


B 


21084 


1 


822 




20959 


51327 


B 


21085 


211 


363 




20960 


51328 


B 


21086 


193 


264 




2096! 


51329 


B 


21087 


1 


1260 




20962 


51330 


B 


21088 


143 


3158 




20963 


51331 


B 


21089 


85 


353 




20964 


51332 


B 


21090 


221 


598 




20965 


51333 


B 


21091 


1 


4878 




20966 


51334 


B 


21092 


171 


362 




20967 


51335 


C 


21093 


320 


408 




20968 


51336 


B 


21094 


1 


1218 




20969 


51337 


B 


21095 


1 


1761 




20970 


51338 


B 


21096 


315 


1224 




20971 


51339 


B 


21097 


526 


3482 




20972 


51340 


B 


21098 


41 


4858 




20973 


51341 


C 


21099 


38 


250 




20974 


51342 


C 


21100 


157 


225 




20975 


51343 


C 


21101 


191 


415 




20976 


51344 


B 


21102 


42 


507 




20977 


51345 


C 


21103 


71 


367 




20978 


51346 


C 


21104 


231 


439 




20979 


51347 


C 


21105 


207 


459 
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SKQID 
NO: 

, • - 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540.217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
cod on for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion. \— nowihl^ nitrl^otidf inc^i-tinnl 


20980 


51348 


A 


21106 


1 


429 




20981 


51349 


A 


21107 


184 


544 


VRLLKILQLQRFKMYVQQLDL 

TYFLRKIKCTLENG1VMSNTEA 

ESGVQLKPGRWGASALYSSHHI 

IH*A*LLVPR*VSNVVCSRNDT* 

TKNKDTKNRRC*PKSSTRRGK* 

KRERKEKEVT 


20982 


51350 


A 


21108 


3 


1200 


LSQKEEEEDTFIEEQQLEEEKLL 

ERERQRLHEEWLLREQKAQEE 

FRIKKEKEEAAK.KRQEEQERKL 

KEQWEEQQRKEREEEEQKRQE 

KKEKEKTFM WKPS V DLFS H L A 

SLRTPHCQDKGNAYQEHFPEK 

KKKRSSQLAIPEGAFGYPHHLL 

A1LGLRCSRKHNFPTSSPTLLIKS 

MFTTFGMEQCRRDDYDPDASL 

EYSEEETYQQFLDFYEDVLPEF 

KNVGKVIQF/KGLFEIQQCPRGK 

HCNFLHVFRNPNNEFWEANRDI 

YLSPDRTGSSFGKNSERRERMG 

HHDDYYSRLRGRRNPSPDHSY 

KRNGESERKSSRHRGKKSHKRT 

SKSRERHNSRSRGRNRDRSRDR 

SRGRGSRSRSRSRSRRSRRSRSQ 

SSSRSRSRGRRRSGNRDRTVQS 


20983 


51351 


A 


21109 


789 


907 




20984 


51352 


A 


21110 


236 


1823 


CP1QRQSPGPAQTGRWEPLPCT 

VPITLRMSEGSGGAGKMAALE 

KMTFPKKMTFPEKPSHKJCYRA 

ALKKEKRKIRRQELARLRDSGL 

SQKEEEEDTFIEEQQLEEEKLLE 

RERERLHEEWLLREQKAQEEFR 

1KKEKEEAAKKRQEEQERKLKE 

QWEEQQRKEREEEEQKRQEKK 

EKEEALQKMLDQAENELENGT 

TWQNPEPPIADFRVMEKDGVN 

CPFYSKTGACRFGDRCSRKHYF 

PTS\SPTLL1KSMFTTLGMEQC\R 

RDDYDPDASLEYSEEETYQQFL 

DFYEDVLPEFKNVGKVIQFKVS 

CNLEPH LRG\N I Y VQ YQSEEEC 

QAALSLFNGRWYVXAGRQLQC 

EF*TGDRWKMAICGLFEIQQCP 

RGKHCNFLHVFRNPNNEFWEA 

NRDIYLSPDRTGSSFGKNSERRE 

RMGHHDDYYSRLRGRRNPSPD 

HSYKRNGESERKSSRHRGKKSH 

KRTSKSRERHNSRSRGRNRDRS 

RDRSRGRGSRSRSRSRSRRSRRS 

RSQSSSRSRSRGRRRSGNRDRT 


20985 


51353 


A 


21111 


289 


366 
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si:q id 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/vtO \ 1 7 


[Nucleotide 
location or first 

^A/tnn irk** npnfi<li> 

luuoti mr pepuue 
sequence 


Nucleotide location of las 
codon Tor last amino acid 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


20986 


51354 


A 


21 112 


1 


1289 




20987 


51355 


A 


21113 


60 


367 


EELGYAGRGMGARQPPPARKA 
VSPLQERAEPVGSPG*GWRSRP 
STHGIASHGGPACSLCSLHFTFF 
VDFPSLFSP1CLPEGWDWQQEQ 
PCLLYLSSPRCTQA 


20988 


51356 

" * fills'* 


A 


21 114 


1 


653 


RRRGSAAGGRAAERKAEVGA 

MNMAGGKAGKDSGKAKAKA 

V\SRSQR\AGLQFPVGRIHRHLK 

TRT\TSHGR\VGATAAVY\SAAJ 

L\EYLT\AEVLEL\AGYAS\KDLQ 

SKSVSLPRHLQLAIPWVIEELDS 

LIQGLP*AGGGVIPSHPHKS\LIG 

KEGDSKKTALEGMLLTQPLSLP 

RHLYCNWDKKNNGDMWNFLP 

PVKWKSIDNYCRHDKRNICMF 

LDSEV 


20989 


51357 


A 


21115 


1 


1019 


SVCWAGGAPRAHSTRTHAWLG 

RPAMEPGSVENLSIVYRSRDFL 

VVNKHWDVRIDSKAWRETGRR 

EP\QVASVEESGSDSGLC/HHSR 

FCHQLDFSTSGALCVALLVLGG 

LPGSTGLPRELRAILPLLQLRGH 

1QESRVSIVRWGGPGPRVSPTNL 

TPAFCAPGCENPKPSLTGSWSG 

R*VWIGPAPSLIRHRPHPAGRTH 

QLRVXHCSALGHPVVGDLTYGE 

VSGREDRPFRMMLHAFYLRIPT 

DTECVEVCTPDPFLPSL\DACWS 

PHTLLQSLVDQLWAGLKGQPPD 

P*TRG*GGPRPGSPSALLPGHGR 

PPPPTTKPPETEAQRGPCLQWL 

SEWTLEPDS 


20990 


51358 


A 


21116 


698 


1472 


RWAPRRGLSVDLDGGSSAPLCP 

PATTARLDAEPHGSLPNSCLWE 

CSCLLQGIWAAGPSGLSLHYPP 

LSSPLGSSPPSRPQRLVLIRAGR 

GGWVGSVGETMTSSYGHVLER 

QPALGGRLDSPGNLDTLQAKK 

NFSVSHLLDLEEAGDMVAAQA 

DENVGE\SSRTRGGGAGLGKGL 

SGVQTQRASAVWESSRLKMLS 

RVGRASLGQRMTA*GRLQLYP 

HAPKSVTDRSPCSSQVTKSWNR 

G A LQHSM 1 FTKRCLFQTLKE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


20991 


51359 


A 


21117 


50 


1226 


KMAEEVVVVAKFDYVAQQEQ 

ELDI KKNERL WLLDDSKS W WR 

VRNSMNKTGFWPSTYVGR\EN 

SARKASIVKNLKDTLGIGKVKR 

KPSVPDSASPADDSFVXDPGERL 

YXDLNM PAW VKFNWMAERED 

ELS\LI KG\TK V 1 VM EKCS\DG W 

WRGTYNGQVGWFPSNYVTEEX 

GESPLGDHVGSLSEK.LAAVVN 

NLNTGQVLHVVQALYPFSSSN 

DEELNFEK\G_DVMDV.IEKPEND.. 

PEWWKCRKINGMVGLVPQKL 

W*PLLQSIQLTSGLGTLTFQCGF 

IRPYIPGKFVGNPWYYGKVTRH 

QAEMALNERGHEGDFLIRDSES 

SPNDFSVSLKAQGKNKHFKVQ 

LK\ETVYCIWQRKSCTME*LVE 

HYK\KAPNFYNVNKGEKLYLV 


20992 


51360 


A 


21118 


132 


428 




20993 


51361 


A 


21119 


3 


337 


A K L AG A A VP VCARGRA A PL A A 

AALPAARLAPSGAGPAGLVSDV 

RRRPFARE/PEPRVP/SQPPALSA 

LGALALKLFSSPPSCWSFSVKT 

G VLVPW1 MCISWPYFLSGNLLT 

MMW 


20994 


51362 


A 


21120 


438 


1066 


LNQKGKGGRGEALKNDLVVAP 

PPSPRRG VR* EALH VPDTGPFK 

KPRKRK*NQRQREAERK*TFPR 

EEEARRETHGPLPAPRPPPPLCP/ 

PAASSAPRPGPKGAR*LSLSAE 

GRARRRSAGASGGAGAAATAA 

AAAAPEHPRGSEPRQPASPAPQ 

RERPRRP APRLPPQCPRPSKG RA 

WTLQTTTGQKVCTGAGTRRA 

WRRAGAVRRAFWA 


20995 


51363 


A 


21121 


1 


924 




20996 


51364 


A 


21122 


1 


435 




20997 


51365 


A 


21123 


1 


524 




20998 


51366 


A 


21124 


1 


602 


MGKGSPAHAQGPGSFLHGGAG 

DQGRGRPITLYEDRGFQGVRHY 

ECSSDHPNLQAYLSRCNSVRVD 

SGCWVLYEQPNYSGLQ*FLRR 

GDY A DHQQWMG LSDS VRSCR 

L1P\HASSHRLRJYEREDYRGQM 

VEITEDCSSLH DRFHLSE1HSFN 

VLEGSWVLYELPNYQGRQYLL 

RPGDCRWCQDWGATDARVGS 

LRRAVELY 


20999 


51367 


A 


21125 


1 


1239 




21000 


51368 


A 


21126 


298 


408 




21001 


51369 


C 


21127 


92 


241 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


21002 


51370 


A 


2! 128 


33 


191 


RDDPRVRPPPNSHT*PQQEPGL* 
LI KCTS PPQA PA PRT VHG PYF Y 
MRLIKMF 


21003 


51371 


A 


21129 


3 


1285 




21004 


51372 


A 


21130 


*» 
-> 


3468 


QPGHTIYLLPTVV1CNLLPCELD 

FYVKGMPINGTLKPGKEAALH 

TADTSQNIELGVSLENFPLCKEL 

LIPPGTQNYMVRMRLYDVNRR 

QLNLTIRIVCRAEGSLKIF1SAPY 

WLIN KTGLPLI FRQDNAKTDA A 

GQFEEHELARSLSPLLFGYADK 

EQPNLCTMRJGRGIHPEGMPGW 

CQGFSLDGGSGVRALKVIQQG 

NRPGLIYNIGIDVKKGRGRYIDT 

CMVIFAPRYLLDNKSSHKLAFA 

QREFARGQGTA 


21005 


51373 


A 


21131 


3 


451 




21006 


51374 


A 


21132 


2 


107 


LEGLEES/VRDRCKK.EFTDLM1E 
MDSRLLGPTSKVK 


21007 


51375 


A 


21133 


2 


158 


PGIPVL/DYRTYTDGFFSLPSKD 
GDKDVMITGKLDILKPQNQHR 
VFTVESRVI 


21008 


51376 


A 


21134 


2 


5632 


FVRRTCRESRCWPGAETELDH 

WSLGEGVRGAMALQLWALTL 

LGLLGAGASLRPRKLDFFRSEK 

ELNHLAVDEASGVVYLGAVNA 

LYQLDAKLQLEQQVATGPALD 

NKKCTPPIEAS\QCHEAEMTDN 

VNPLLLVDPPRKRLVECGQLLK 

GI\CALRALSNISLRLFYEDGSG 

EKSFVASNDEGVATVGLVSSTG 

PGGDRVLFVGKGNGPHDNGIIV 

STRLLDRTDSREAFEAYTDHAT 

YKAGYLSTNTQQFVAAF 


21009 


51377 


A 


21135 


168 


5568 


AREKCGGAMGAGSSTEQRSPE 

QPPEGSSTPAEPEPSGGGPSAEA 

APDTTADPAIAASDPATKLLQK 

NGQLSTINGVAEQDELSLQEGD 

LNGQKG ALNGQG A LNSQEEEE 

VIVRQVDHIDSEDVSDRDSDTE 

MTTKSAVVHDITDDGQEETPDI 

IEQIPSSESNLEELTQPTESQAND 

IGFKJCVFKFVGFKFTVKKDKTE 

KPDTVQLLTVKKDEGEGAAGA 

G DHQDPSLG AG E A ASKESEPK 

QSTEKPEETLKREQ 
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<! 



SEQ ID 
NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, ^possible nucleotide 
deletion, \=possible nucleotide insertion) 


21010 


51378 


A 


21136 


807 


1162 


JSYHGGRRRRPQ/PVGPLGSCRS 

♦SSRRWSTTGRTTFRAGWKSCS 

TPPSTSSLPTSTGTW*GPGTSAL 

LPPTPLPPPRAAATPCACACASE 

SRMPAARALGLRVRRRLLEGRS 

GKDTQG 


21011 


51379 


A 


21137 


1 


562 




21012 


51380 


A 


21138 


1 


423 




21013 


51381 


A 


21139 


1 


1871 


MTTFKEAMTFK.DVAVVFTEEE 

LGLLDLAQRKLYRDVMLENFR 

NLLSVGHQAFHRDTFHFLREEK 

IWMMKTAIQREGNSGDKIQTE 

MET VSEAGTHQE WSFQQI WEK1 

ASDLTRSQDLVINSSQFSKEGDF 

PCQTE/ART1CNSHKTEI/FPRA/I 

GYKPSFSDVSHFDFHQQLHSGE 

KSHTCDECGKNFCYISALRIHQ 

R VH MGEKC YKCD VCG KEFSQS 

SHLQTHQRVHTGEKPFKCVEC 

GKGFSRRSALNVHH 


21014 


51382 


A 


21140 


1056 


2988 


FCILIGDKIQTEMETVSEAGTHQ 

EWSFQQIWEKIASDLTRSQDLV 

rNSSQFSKEGDFPCQTEARTICN 

SHKTEIFPRA IG YK PSFS D VSLF 

DFHQQLHSG EKSHTCD ECG K.N 

FCYISALHIXHQRVHMGEKCYK 

CDVCGKEFSQSSHLQTHQRVH 

TVEKPFKCVECGKGFSRRSALN 

VHHKLHTGEKPYNCEECGKAFI 

HDSQLQEHQRJ HTGEKPFKCDI 

CGKSFCGRSRLNRHSMVHTAE 

KPFRCDTCDKSFRQRSALNSHR 

MIHTGEKPYKCEECGKGFICRR 

DLYTHHMVHTGEKPYNCKECG 

KSFRWASCLLKTSSESHSG\EKP 

FKC\EECGKGFYTISQCYS\HQR 

SHSGEKPYKCVECGKGYKRRL 

DLDFHQRVHTGEKLYNCKECG 

KSFSRAPCLLKHERLHSGEKPF 

QCEECGKRFTQNSHLHSHQRW 

HTGEKPYKCEKCGKGYNSKFIL 

YMHQXRVHTG ERPYNCKJECGK 

SFGWASCLLKHQRLHSGENPFK 

CEECGKRFTQNSQLHSHQRVH 

TGEKPYKCDECGKGFSWSSTXR 

LTHQR\RH\SRETPLKCEQHG\K 

NIV\QNSFS/EKLPEKVHQC*KK 

PYKCEDL/CGKG YNRRL* IL\DM 

HQRWHMGEKTWKCRECDMCF 

\SQ A SVSLRLHQN V H VGEKP 
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SKQ 11) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SKQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Slop codon, /=possiblc nucleotide 
deletion, \— possible nucleotide insertion) 


21015 


51383 


A 


21141 


154 


1470 


KDGDHMGYTYKVIERILEIGAF 

RPHMSLGQLQSARGVACLGCK 

GTCSGFEPHSWRKICKSONAA 

KRTTA* H LT* KNDRKLGR WLR 

DSKYSTLHLLG*KAGTASGFYK 

RNP\MI\LTNPIATGKDPTFDTIT 

YE WGSP WEFTQETG DCS YMG A 

HSPREEGSQLTGHQRGAFYRA 

ARPAHAPGLPIYDNQDPLALPVD 

FWRNELKTEWKEFVKVKYKSE 

GPS A LGE V ALPGQG WL APRKE 

GE/GSRKK.PEGGRRP/PAATTNG 

SLSDPSKEVEYVCELCKGAAPP 

DSPV VY\SDRAG YN KQ WHPTCF 

VCAKCSEPLV\DLIYFWKDGAP 

WCGRHYCESLRPR/CAPACDER 

IFAEDYQRVEDLAWHRKHFVC 

EGCEQLLSGLGVHRHPGVQLL 

VPQLAASPKRSLKGCPTPQPESP 

GIPTEKDKPGCARDPSLRVPDV 

TSKPSEINQ 


21016 


51384 


A 


21142 


1 


1332 




21017 


51385 


C 


21143 


147 


272 




21018 


51386 


A 


21144 


160 


374 


ETPVSSRCEKHVSSPHLCPGIHR 
AVSLSSH\STCGRSWRSELHGPQ 
STNLSGNTELPLHFLFGAWQTG 
VFKM 


21019 


51387 


A 


21145 


3 


4366 


LG AQQRELQE A LG A RA A LEAL 

LGRLQAERRGLDAAHERDVRE 

LRA RAASLTMHFRARATG PA A 

PPPRLRE VHDS YALL VAES WRE 

TVQLYEDEVRELEEALRRGQES 

RLQAEEETRLCAQEAEALRREA 

LGLEQLRARLEDALLRMREEY 

GIQAEERQRAIDCLEDEJCATLT 

LAMADWLRDYQDLLQVKTGL 

SLEVATYRALLEGESNPEIVIW 

AEHVENMPSEFRNKYYHYTDS 

LLQREN E WN LFSRQKAPL AS 


21020 


51388 


A 


21146 


1 


4617 


RVIDCLEDEKATLTLAMADWL 

RDYQDLLQVKTGLSLEVATYRI 

VEHVAVEGVSKLWKPLWQKS 

QSLVISSGVSFTGGRLNLERLRR 

GPTPLASTESVKQVLVNNRMU 

DDEMVKTLAMSRTCSAPNPLT 

ADVKTWSRSYRSEDAATGPVL 

G VASTV ALLEGESNPEI V I WAE 

HVENM PSEFRNKSYHYTDSLL 

QRE\NERNLFS\RQKAPLASFNH 

SSALYSN LSGH RGSQTGTS1GG 

DARRGFLGSGYSSSATT 
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SKQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 

0 WylUti 1 7 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Onknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


21021 


51389 


A 


21147 


2 


435 




21022 


51390 


A 


21148 


] 


1233 




FAGDDAPRAVFPSIVGRPRHQG 

VMVGMGQKDSYVGDEAQSKR 

G ILTLKYPI EHG 1 ITN WDDMEK 

KJCEAEELARNMA1QQELEKEK 

QRVAQQKQQQLEQEQFHAFEE 

MIRNQELEKERLKJVQEFGKVD 

PGLGGPLVPD/SGEALLRCVPHL 

NSLIHTAFRLSHNCKAS*ATCG 

GQVLETWSTEQLRK YSHNRWI 

APCGGAWAAVPTVSPVSQCQH 

CPGSGDMWNSLWKTDEE*IYH 

YPCSHPQAKCWV*LLQHRERR 

RTFPHTGSAGPHHTGLDSCKQF 

*AVREHGVR\GIHETTYNSIMKC 

DIDIRKDLYANNVLSGGTTMYP 

GIADRMQKE1TALAPSTMK1KII 

APPERKYSVWIGGSILASLSTFQ 

QMW1SKPEYDEAGPSIVHRKCF 


21023 


51391 


A 


21149 


2 


1273 


PRVRPRVRPRVRSLGEEPLIPSV 

LRSPAHSATHTMCEEETTALVC 

DNGSGLCKAGFAGDDAPRAVF 

PSI VG RPRHQG VM VG MGQKDS 

YVGDEAQSKRGILTLKYPI\EHG 

M1TNWDDMEKIWAPLLLTMEL 

RVSTWKRHPTLLTEAPLNPKAN 

REKMTQ1MFETFNVPAMYVAI 

QAVLSLYASGRTTGIVLDSG\D 

GVTHNVPIYEGYALPHAIMRLD 

LAG\RDLTDYLMKIL/AKRGGY 

SFVTTAEREIVRDIKEKLCYVAL 

DFEK*\MATAASSSSLE\KSYELP 

DGAGLSPIGKWTLP\CPETLFQP 

YF1SNGVPLEFNDDNLTIPSMK\ 

CDIDIP*GL1CPTMFLSGGTTHV 

PWALLDR1QKENPSPGPPGTMK 

IKIMAPPEREVTSVWD/LGGSILA 

SLSTFQA\MWISKPEYDDAGPSI 

VHRKCF 


21024 


51392 


A 


21150 


95 


674 
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SEQID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 






codon for peptide 
sequence 


of peptide sequence 


deletion, V=possible nucleotide insertion) 


21025 


51393 


A 


21151 


1 


1536 


MGGGEQGTLRTA ENQG LQVCP 

GEAGSSLGFSGNTPTNGLPARG 

DQTSYRDFWSGPQFPDTSLRTA 

APGAREQCGTHGGEGSTLEGSR 

PDVPQDLFSPTLGFYGSTYPELE 

QGMLGGH*G/PAENQGLQVCP 

GEAGSSLGFSGNTPTNGLPARG 

DQTSYRDFWSGPQFPDTSLRTA 

APGAREQCGTHGGEGSTLEGSR 

PDVPQDLFSPTLGFYGSTYPELE 














QGMLGGHVEASREYQMLSHV 

GNPDYPH A L ATEQATSPSTESG 

SAGFKGVALAMLSKITMCVRJG 

I L VFQQDQG SMCK A FSTTG MG 

LVTYLLTCRAWSRLQCGASYR 

A H D VN VLPGCSG PA ALLLG D W 

FSLHSSDAVLPAQGQGMLSQG 

EADACITLPHLFPSREVVFLLGL 

EAGGL1PGAEGPPEDMGLVRGP 

PAVAAGPPPRWLSPEFCLLQYS 

EEEGCKEPLWLKVEAEVSTLYR 

FMPTGFTRGPFNIEHREWGNTT 

ATWTRM ISNHN K H SQRG RKMT 

ARLPCGGAPHFSDRTDDKWRR 

SSLLTRSGCQTERLLTSQTEPLP 

AGGSPHFSNGETGQRRSSPPQR 

GCDRPQALLTSKTEQQRKSASH 

ISYDERPGKJDAPHFLDGMVAG 

KRRSSLSRLGSQA 
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SEQID 

NO: 


SEQ 10 NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540 2 1 7 


Nucleotide 
location of first 
cndnn fnr ntntidt 

sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


21026 


51394 


A 


21152 


689 


2176 


PATSPTSRAMAQPSAPAASMLL 

PCPECPSGPP.FMTCCLSVSTFCS 

PSLRRPPGSIKGSSGLGGGVSSRT 

SCRLSG\ALG AGSCRLGS AGG L 

GSTLGGXNSYSSCYSFGSGGGY 

GSSFGG\VDGLLA\GGEKA\TMH 

NLIDFNLASYLDKVPCPWKEAM 

TELE V\K I RD\ WYQRQ\APG PA R 

DYSQYYRTIEELQNKILTATVD 

NAN1LLQ1DNARLAC/ADDFRT 

K\F\ETEQALRL\SVEAD1NGL\R- 

RVL\DELTLARADL\EMQIENLK 

EEAWPTLKERTTEGRRLNALR 

GQVGW*RSMLEMDAAPGVDL 

SRJLNEMPSCVDHRVTRC1NRP 

GAELKLGSGGWTEELKREVAT 

NSELVQSGKSKISEL\RRTMQAL 

ElELQSQLSMKAVSLEGNLGGD 

RATAYCVQLS\QIQGL\IGSGED 

QL\AQLR\C\EMEQQ\NQDYK1LL 

DVKTRLEQEIATYRRLLEG\ED 

AHLTAQCKKEPVTTRQV\RTIVG 

KRSRD\GKVILLPRSRFHQTTR 


21027 


51395 


C 


21153 


58 


252 




21028 


51396 


A 


21154 


2 


190 




21029 


51397 


A 


21155 


2 


432 


KMADGVDHID1YADVGEEFNQ 

EAEYGGHDQ1DLYDDVISPSAN 

NGDAPEDRDYMDTPPPVPGYG 

PPPGPPPPQQGPPPPPGPFPPRPP 

GPLGPPLD/TLAPPPHLPG\PP\PG 

\APPPA\PHVEPSFLFLPP1NSGH 

GLHSDRPRFH 


21030 


51398 


A 


21156 


1 


1070 


MGGIGARAAAAGKGRRRRARA 

PPGLPPPTSDGGGGAAAASSLR 

RLHAAPPPGPSAAGSASRVPPT1 

GSEAAPAREDRRQLHSGRVRAS 

GSPRLTRPRPVKRRGRTRGGGA 

PRQG S AARPRGG KG A H S A V AS 

ARAAAGPGSASRPHGAASAAG 

TWALTYLVELFADIRVNVYVV 

HAVRHLPSACAAAAAAASCRF 

ALVGVGSEASSKKLMDLLPKR 

ELHGQNPVVTPCNKQFLSQFE 

MQSRKTTQSGQMSGEGICAGPP 

GGSSRAAFPQGGRGRGRFPGA 

VPGGDRFPGPAGPGGPPPPFQD 

PS VN SDP VCGTFG/EH * PPG YQT 

PSNLSVRPMAKPKPEGTDLSRS 

REGFFKSRFAPN 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of lasi 


Amino acid sequence ( X=Unkno\vn, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 






codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


21031 


51399 


A 


21157 


63 


1750 


MKMAGGVNHID!YADVGE*FN 

QEA\EYGGHDQIDVHDDA!SPS 

ANNGDAPEDRDYMDTLPPTVG 

DDVGKGAAPNVVYTYTGKRIA 

LY1GNLTWWTTDEDLTEAVHS 

LGVNDILEMKFFENRANGQSKG 

FALVGVGSEASSKKLMDLLPK 

RELHGQNPVVTPCNKQFLSQFE 

MQSRKTTQSGQMSGEGKAGPP 














GGSSRAAFPQGGRGRGRFPGA 

VPGGDRFPGPAGPGGPPPPFPA 

GQTPPRPPLGSFQGPPG\PPGPPP 

PGQVLPPPLAGPPNRGDRPPPPV 

LFPGQPFGQPPLGPLPPGPPPPV 

PGYGPPPGPPPPQQGPPPPPGPF 

P\PRPTGSNLGHPLTLAPPSASFP 

GP\PP\GAPPPSPHVNPAFFPPPT 

NSGMPTSDSRGPPPTDPYGRPPP 

YDRGDYGPPGREMDTARTPLS 

EAEFEEIMNRNRAISSSAISRAV 

SDASA/GVDYGSAIETLVTAISLI 

KT1PKYPADD/RCTKFL1SSLQD 

CLHGIESKSYGSGSRRRERSRER 

DHSRSREKSRRHKSRSRDRHDD 

YYRERSRERER\HRDRDRD\RD 

RERDREREYRHR 














21032 


51400 


A 


21159 


1 


96 


TNFKSGLLGLAAED*HCPJASE 
AP*TITDAEL 


21033 


51401 


A 


21160 


1 


1056 


MWKGPKGLDMYGKSSVSPKTS 

DILGRDTLLLALKVQTVVLQTA 

CGEGHVAGNCGRPLETEGSLQ 

LTATKKLRDSVLQPKSPEFCQQ 

FTRAWNRTQVPDETEAPAGTY 

AAQSGDLPWEINPLSSCSLLHE 

KDPPTASGPQTDQPKEHLTNFK 

SGFRGVRP/LQGRLPWSFTLSGK 

SRFSGEGASTPTPSLCVSTPSPPF 

WGARNTQPLLLHPEWQ/CPLF* 

RSKYPNLVSLCPSPLFPRPDLLS 

L/SAQSLISAPQPL1SLCPNPLFPC 

PDLLSLHPNPLFPRPNPFPAFLE 

GACYKCQKSGHQAKECLQPGI 

PPKLRPICAGPHWKSDCPTHLA 

ATPRA PGTLAQG SLTASQIFL A 


21034 


51402 


C 


21161 


283 


408 
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SEQID 

NO: 


SKQ II) NO: 
of peptide 

>Cl| UC1ILC 


Mel 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
rrwlnn for nentirfc 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
•^Stop codon, /=possible nucleotide 
deletion^ \=possible nucleotide insertion) 


21035 


51403 


A 


21162 


-» 


505 


ILNPVSGLFLFSSPLSLNLSSLSL 

NLFLLSILAPHFNLS!LL!S!PF!FP 

LE1ELSNSPGSHSQSPWNSGPRL 

SDSFPDLLGLAAEE*HCP1ASEA 

FSQTYRAYLSLSLSLSLSPEPPT 

AGDGVT/HSSPVASTTITVLGQT 

/SKPAQCWPLPKVCCHHSLTSD 

YVHPRP 


21036 

. 


51404 


A 


21163 

• 


164 

- 


420 

■ 


LANFCEESGAGEPGSHSQSPWN 
SGPRLSDSFPDLLGLAAEDRHC 
PIASEAPLLQRKrSLYKSPCTSSTl 
S*CCIPRSG1SESLSVN 


21037 


51405 


A 


21164 


50 


298 




21038 


51406 


A 


21165 


49 


433 


SSSG1WPSHSQSPLRSSPAKLLS 

RJRCSLSSLLLCLATLLLVWQP 

LPEPLEL WPK A/H LTDSFPDLLG 

LAAED/W/HCPIPSEAP*TLTDAE 

LRVTLTVEGKSIPFGAGKEVTL 

ESYWVSLTLSFLICYMII 


21039 


51407 


A 


21166 


282 


374 


CDLFLPHPN*SMYFVISPTPKKV 
LCNSPHT 


21040 


51408 


A 


21167 


71 


333 


LRSGDLPWEfNPLSSCSLFREED 
PPTTSG PQTNQPKEHLTNFKS A 
AED*RCQFASEAP*TITDAKLRV 
SLTAEGLLATLFLNPKPEY 


21041 


51409 


A 


2U68 


113 


342 


AFGCFTTGVGRVTDSDGPLYTG 
PWAPGSHSQSPWNSGPRLSDSF 
PDLLGLAAED*HCPIASEAPFLT 
LIFLLCVIQ 


21042 


51410 


A 


21169 


301 


608 


TFTPLKSYIKAPSSAGPVAEQE 

MTPEGKVGAGPE*LTWKNQFL 

FY 


21043 


51411 


A 


21170 


2 


724 


FLVSLMLPPAVVMLNHCYSLIF 

TNALVKRLFAWNMLSELATCA 

GNLATGPRNARSPGFLLSCVPS 

VRDPTGNQTVQLTWQPLPEPLE 

LWPKA/HLTDSFPDLLGLATED 

*HSPIASEAPWAIMDAELRVTL 

TVEDRDSSSSSSSSSSSSSSSSSSS 

SSSSSSSSSSSSSSQSSSSSSSPCD 

LFLPHPN*SMYFVISPTLKKVLY 

NVTHP*EVSL*FSPPLRMYFVRS 

1 PC PQN I A LNST A YP 


21044 


51412 


A 


21171 


442 


501 
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SfcQ ID 
NO: 


SEQ 10 NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Slop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21045 


51413 


A 


21172 


266 


1003 


SCMCLALDPCNHGEGHQPDFS 

GVKFRRHCADNHEASAATATT 

AAATTVAAAAAAAAAAAAAR 

VTLTGSHFQSPWNSGPRLSDSF 

PDLLSLATED*RCPIASEVPWTI 

TEAELRVTLTVEGKSIPCLIDTG 

ATHSTLPS FQG P VS L A PIT V VG\1 

DGQASKPL\KTPPLW\CQLGQH 

SFMHSFLVIPHL/CPIFLIRGRNIL 

TKLS\ASLTIPGSTANISLVAFFP 

NPKPPLCPLTSPQYHPLPQDLPS 

A 


21046 


51414 


A 


21173 


2 


245 


LTALLRKSLDPRLISTGENTQTA 
ETMGPLSAPPCTQHJTWXKGLLL 
TAETPKPSISSSNLNPRGGHGRL 
CALILLILEDSG 


21047 


51415 


A 


21174 


3 


324 




21048 


51416 


A 


21175 




552 




21049 


51417 


A 


21176 


<■» 


435 




21050 


51418 


A 


21177 




1459 


GAVRTWGRGFQTEKCQASLLN 

FWNPPTTAQVTIEAEPTKVSKG 

KDVLLLVHNLPQNLAGYIWYK 

GQMKDLYHYITSYVVDGQIIIY 

GPAYSGRETVYSNASLLIQNVT 

REDAGS YTLH 1 VK RG DGTRGET 

GHFTFTLY\LIPWTLLYL*RSLA 

QVSHYETPGKTAPPCGSTA* *L 

N*PPDLTLFSPVLFLLKYPVPGQ 

AFQYPKGLKTIGSSITHL*DVLG 

KGSCRENIPRAAK*D*N*EDSST 

ACSK*GPQVETPKPSISSSNLYP 

REDMEAVSLTCDPETPDASYL 

WWMNGQSLPMTHSLQLSKNK 

RTLFLFGVTKYTAGPYECEIRN 

PVSASRSDPVTLNLLPKLPKPYI 

TINNLNPRENKDVLAFTCEPKS 

ENYTYIWWLNGQSLPVSPRVK 

RPIENRILILTQCSREMKQGPYX 

QCEIQ\DRYGG\1RSYPVTLECP/ 

HITTKHSGLYACSVRNSATGME 

SSKSMTVK.VSAPSGTGHLPGLN 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Mel 
hod 


SEQID NO: 
in USSN 


Nucleotide 
location of first 
coatin lor pepuue 
sequence 


Nucleotide location of last 
codon for last amino acid 

Ul pcpilUC aCI|UClllC 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 

uckiiuii, t |iumiuic uuticuiiuc insertion} 


21051 


51419 


A 


21178 


3 


1445 


IRADPAHELENCSCPGKRLSTE 

RGRTAQLTAVLREFLDPRLISTE 

ENTQAAETMGTLSAPPCTQRJK 

WKGLLLTASLLNFWNLPTTAQ 

VTIEAQPPKVSEGKDVLLLVHN 

LPQNLTGYIWYKGQMRDLYHY 

ITSYVVDGEIIIYGPAYSGRETA 

YSNASLLIQNVTREDAGSYTLH 

IIKGDDGTRGVTGRFTFTLHLET 

PKPSISSSNLNPRETMEAVSLTC 

DPETPDASYLWWMNGQSLPMT 

HSLKLSETNRTLFLLGVTKYTA 

GPYECE1RNPVSASRSDPVTLNL 

LPKLPKP YITINN LN PREN KDVL 

NFTCEPKSENYTYIWWLNGQSL 

PVSPRVKRPIENRILILPSVTRNE 

TG P YQCEIRDRYGG VRSDP VTL 

NVLYGPDLPRJYPSFTYYRSGE 

VLYLSCSADSNPPAQYSW\TINE 

KFQL\QGQKLFIP\HITTKHSGLY 

VXCSVRNSATGKESSKSMTVEV 

SGKWIPASLA1GF 


21052 


51420 


A 


21179 




1380 


TAQLTAVLREFLDPRLISTEENT 

QAAETMGTLSAPPCTQRJKWK 

GLLLTASLLNFWNLPTTAQVTI 

EAEPTKVSEGKDVLLLVHNLPQ 

NLTGYIWYKGQMRDLYHYITS 

YVVDGEIIIYGPAYSGRETAYSN 

ASLLIQNVTREDAGSYTLHHKG 

DDGTRGVTGRFTFTLHLETPKP 

S1SSSNLNPRETMEAVSLTCDPE 

TPDASYLWWMNGQSLPMTHSL 

KLSETNRTLFLLGVTKYTAGPY 

ECEIRNPVSASRSDPVTLNLLPK 

LPKPYITINNLNPRENKDVLNFT 

CEPKSENYTYIWWLNGQSLPVS 

PRVrCRPIENRJLILPSVTRNETGP 

YQCEIRDRYGGIRSDPVTLNVL 

YGPDLPR1YPSFTYYRSG\EVLL 

LVLFCGTLNPP\AQYSWTrNEKF 

QLPGQKLFIRHITTKHSGVLYVC 

SVRNSATGKESSKSMTVEVSAY 

SSSFNYTSGNRN 
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StQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21053 


51421 


A 


21180 


2 


1341 


TEGGRTAQLTAMLRQLLDPRLI 

STEENTQAAETMGPLPAPSCTQ 

RITWKGLLLTASLLNFWNPPTT 

AEVTIEAQPPKVSEGKDVLLLV 

HNLPQNLPGYFWYKGEMTDLY 

HYIISYIVDGK1I1YGPAYSGRET 

VYSNASLLIQNVTRKD\AGTVYT 

LHIIKVRGDETREEIRHFTFTLYL 

ETPK P Y I SSSN LN PRE A M E A V R 

LICDPETLDASYLWWMNGQSL 

PVTHRLQLSKTNRTLYLFGVTK 

YIAGPYECEIRNPVSASRSDPVT 

LNLLPKLPIPYITINNLNPRENK 

DVLAFTCEPKSENYTYIWWLN 

GQSLPVSPGVKRP1ENR1L1LPSV 

TRNETGPWQCEIRDRYGGIRSY 

PVTLNVLYGPDLPRJYPSFTYYR 

SGENLDLSCFTESNPPAEYFWP1 

\*GKFQQSGQKLFIPQITRNHSG 

LYACSVHNSAAGKEISVSLFRH 


21054 


51422 


A 


21181 


1 


1532 


MTQFPMDKRQGRSRSVA1TNT 

AVTSLEWVPFHAFAIPRSTLVS 

QQRLSTERGRTAQLTAVLREFL 

DPRLISTEENTQAAETMGTLSA 

PPCTQR1KWKGLLLTASLLNFW 

NLPTTAQVT1EAEPTKVSEGKD 

VLLLVHNLPQNLTGYIWWKGA 

MR\DLYHYVTSYVVDGQIIKYG 

\PAYSGRETAYSNASLLIQNV\T 

REDVAGSYTLHIIKGDDGTRGVT 

GRFTFTLHLETPKPS1SSSNLNPR 

ETMEAVSLTCDPETPDASYLW 

WMNGQSLPMTHSLKLSETNRT 

LFLLGVTKYTAGPYECEIRNPV 

SASRSDPVTLNLLPKLPKPYIT1 

NNLNPRENKDVLNFTCEPKSEN 

YTYIWWLNGQKPP/VSSPRVKR 

PH*KTGSLIPTPVFTRNETGP\YQ 

CEIRAR\YGG\IRSDPVTLNVLY 

GPDLP\RJYPSFTYYRSGGKSSY 

LSCFCGTSN PP\AQYS W\TIN * K 

VFSLPGTKALYSRHITTKHSGL 

YVCSVRNSATGKESSKSMTVE 

VSDWTVP 


21055 


51423 


B 


21182 


28 


29751 
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SEQ ID 


SEQ ID NO: 


Mel 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon Tor last amino acid 


*=Stop codon, /=possihle nucleotide 








09/540,217 


cod on for peptide 
sequence 


of peptide sequence 


deletion, ^possible nucleotide insertion) 


21056 


51424 


A 


21183 


158 


1660 


EASLLEDDDGMVYLRPLTSHQ 

YRTAQLRAMLRKFLDPRJLSSTE 

ENTQAAETMGPLSAPPCTQRIT 

WKGLLLTASLLNFWNPPTTAQ 

VTIEAEPTKVSKGKDVLLLVHN 

LPQNLAGYIWYKGQMKDLYH 

YITSYVVDGQH1YGPAYSGRET 

VYSNASLLIQNVTREDAGSYTL 

HIVKRGDGTRGETGHFTFTLYL 

ETPKPSISSSNLYPREDMEAVSL 








- 






TCDPETPDASYLWWMNGQSLP 

MTHSLQLSKNKRTLFLFGVHK 

VHCRDPMECE1REPS*VASRS*P 

SSPWNLLPKL\PKPYITI\NN\LNP 

REKKDVLAFT\CDP\KSRNYTYI 

WWLNGQSLPVSPRVKRPMENR 

DPSFLP\SVTRNETGP\YQCEIRD 

\RYGG\IRSYPVTLNVLYG\PDLP 

RJYPFISPIYHFREENLRTLSCFC 

GTFNPPGRVFLGT1NGGSFQVIQ 

GQKALYSPRITTKHSGA/LYAW 

LCSVTSRPLAWESSQ1PWTV\KV 

SGSFQGTGTSSWGLNPL 


21057 


51425 


A 


21184 


927 


1378 


QPPTLRSWDCWFAWGKRQLM 

SSP/STEPQVCFTIEGHEIDFLLG 

TGMAFSVLISCPG'LSSRSVTIR 

G1LG*PVTRYFSHLLSCNWETLL 

FSHNA KTQGGGTLTLPKPSKSH 

RPWAVRGLAPGPAAAVLNFSP 

GLSCLPTGQGLGPAAHHA 


21058 


51426 


A 


21185 


1 


221 


ILLAQLESQDGDI LRQRDEFDLL 
VAGEICRFSALIEELEVEKNERPA 
RELLTVRPEPEPCPTCAVLRLLH 
LCLA 
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SEQ ID 

NO: 


SKQ ID NO: 
or peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 


Nucleotide 
location of first 

IUUUH Hit |1C|HIUC 

sequence 


NucMMide location of last 
codonVr last amino acid 

fit n^nfin^ c^niirnr^ 


Amino acid sequence ( X-IJnknown, 
*=Stop codon, /^possible nucleotide 

flf*|ptinn \=nnccihl<k nn^l^wtfi/lr* int-Ar-ftwmV 

uciciiuiif \ pusatoic iiucict>iiuc insertion) 


21059 


51427 


A 


21186 


335 


1963 


VCDPALPPWAKQREWALEGSH 

SSRTSMGLLVASVTSLGRWKF 

NCP1/CVQGTLKEAGSLSNCG/H 

KNFCRACLT\RYCEIP\GPD\LEE 

SP\TCP\LCKEPFRP\GSFRPNWQ 

LANVVENIERLQLVSTLGLGEE 

DVCQEHGEKIYFFCEDDEMQL 

C VVCREAGEH ATHTM RFLEDA 

A\APYREQIHKCLKCLRKEREEI 

QE1QSRENKRMQVLLTQVSTKR 

QQVISEFAHLRKFtEEQQSlLLA 

QLESQDG Dl L RQRDEFDLL V AG 

EICRFSALIEELEEKNERPAREL 

LTDIRSTLIRCETRKCRKPVAVS 

PELGQRJRDFPQQALPLQREMK 

MFLEKLCFELDYEPAHISLDPQ 

T\SHPKJLPLVPRTIQR\AQFS*QM 

GRTSPDNPQ\RF\DRATCVSRPT 

LGITGGRHTWVVSIDLAHGGSC 

TVGVVSEDVQRKGELRLRPEE 

GVWAVRLAWGFVSALGSFP\TR 

LTLKEQPRQVRVSLDYEVGWV 

TFTNAVTREPIYTFTASFTRKVI 

PFFGLWG\RGS\SFSLSSLRRSSY 

LLSSKYRTH1NPSTMWT 


21060 


51428 


A 


21187 


217 


397 




21061 


51429 


A 


21188 


529 


1526 


YCGRVGELAAGELVFLWSRVG 

PQNPRSSRLPPPTLAMFLTRSEY 

DRGVNTFS\PEGRLFQVEYDIEA 

IKLGSHSQLAPRHREGV\ALAV\ 

EKRIYLPHLMGAQAGI*GKLLG 

DLMLH IGLLPIEWGLICLMLKT 

FNSIKSRVGRHR/YPWGSPYNG 

GH*QWESFEPKLCPNLGFSSFG 

EED AESRVPM S\R PLGSSH LFI W 

EELYEKGTPSLFP*GTPFWGPFV 

PVWMARSQFGSGFQRGAPRAP 

LPRKFPPTSPMTFERSPSSPSPHP 

SLKQVMGGRKLNANQTIEPRPT 

VPALAENFPHCSQRKKLEEVIQ 

GHFKESWILRTSLGT1SVLNNVP 


21062 


51430 


A 


21189 


211 


382 


TSVSPSVPPLPC*RHPGEPQTGN 
NASNGTSSSRDESRPPVRVVPPP 
QTAVAITLSTA 


21063 


51431 


A 


21190 


3 


96 


FFFPPQKYD*DR*EHPRFHKTLR 
NWRVGAQ 


21064 


51432 


A 


21191 


1 


1320 




21065 


51433 


A 


21192 


1 


339 
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SKQII) 

NO; 


SEQ ID NO: 
of peptide 

>ci|ucnic 


Met 
hod 


SEQ ID NO: 
in USSN 
A0/C40 217 


Nucleotide f 
location of fir* 

rrwlnn for" n^iiftrtp 

sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
dHction V=no<;^ihip mirl^ntiffo ine^rtinni 


21066 

- . . * 


51434 


A 


21193 

r 


289 


3694 


MAFVPV1PESYSHVLAEFESLDP 

LLSALRLDSSRLKCTSIAVSRK 

WLALGSSGGGLHL1QKEGWKH 

RLFLSHREGAISQVACCLHDDD 

YVAVATSQGLVVVWELNQERR 

G KPEQM Y VSSEH KGRRVTA LC 

WDTAILRVFVGDHAGKVSAIK 

LNTSK.QAKAAAAFVMFPVQTIT 

TV DSC V VQLDYLDGRLLI SSLT 

RSFLCDTEREKFWKIGNKERDG 

EYGACFFPGRCSGGQQPLIYCA 

RPGSRMWEVNFDGEV1 


21067 


51435 


A 


21194 


2 


128 




21068 


51436 


A 


21195 


1041 


2238 


LLHPAQRSLSKDGTKESLEDAA 

LMGEEGKPEINQQLSLESM ELD 

ELALEKYPIAAPLVPYPEKSSED 

G VGNPEAKI LSGTPTYKRRVISL 

L VTI EN HTPL VELSEYLGTNTLS 

EILDSPWEGAKNVYKCPECDQ 

NFSDHSYLVLHQKIHSGEKKHK 

CGDCGKIFNHRANLRTHRRJHT 

GEKPYKCAKCSASFRQHSHLSR 

HMNSH VKEKPYTCSICGRG FM 

WLPGLAQHQKSHSAENTYEST 

NCDKHFNEKPNLALPEETFVSG 

PQ YQHTKCMKSFRQSL YPA LSE 

KSHDEDSERCSGNCGDNFFSFSK 

FKPLQCPDCDMTFPCFSELISHQ 

N IHTEERPH*\CKTCEESFALDSE 

LACHQKSHMLAEPRKCTVCGK 

TFKSNLHLITHKRTHIKKHHVK 


21069 


51437 


C 


21196 


156 


389 
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SEQID 

NO: 


SKQ 11) NO: 
of peptide 
sequence 


Mel 
hod 


SKQ ID NO: 
inUSSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /=nossiblc nucleotide 
deletion, \=possible nucleotide insertion) 


21070 


51438 


A 

• Ay 


2II97 


1 


2466 


MLSRLFRMHGLFVASHPWEVI 

VGTVTLTICMMSMNMFTGIAG 

LFTIFSSFVFSTVV1HFLDKELTG 

LNEALPFFLLL1DLSRASTLAKF 

ALSSNSQDEVRENIARGMAILG 

PTFTLDALVECLVIGVGTMSGV 

RQLEIMCCFGCMSVLANYFVF 

MTFFPACVSLVLELSRESREGR 

P1WQLSHFARVLEEEENKPNPV 

TQRVK.MIMSLGLVLVHAHSRW 

lADPSPQNSTADTSKVSLGLDE 

NVSKRIEPSVSLWQFYLSKMIS 

MD1EQVITLSLALLLAVKYIFFE 

QTETESTLSLKNPITSPVVTQKK 

VPDNCCRREPMLVRNNQKCDS 

VEEETG INRERK VE V 1 KPL V AET 

DTPNRATFVVGNSSLLDTSSVL 

VTQEPEIELPREPRPNEECLQIL 

GNAEKGAKFLSDAEIIQLVNAK 

HIPAYKLETLMETHERGVSIRR 

QLLSKKLSEPSS\LQYLPYRGY\ 

NYSLW*WGACCENVIGYMPIP 

VG V AG PLCLDEKEFQ VPM ATT 

EGCLVASTNRGCRAIGLGGGAS 

SRVLADGMTRGPVVRLPRACD 

SAEVKAWLETSEGFAVIKEAFD 

STSRFARLQKLHTSIAGRNLYIR 

FQSRSGDAMGMNMISKGTEKA 

LSKLHEYFP*NCRF*AV\SGNYC 

TDKKPAAINWIEGRGKSVVCET 

VIPAKVVREVLKTTTEAMIEVN 

INKNLVGSAMAGSIGGYNAHA 


21071 


51439 


A 


2H98 


236 


3022 


GEGSFRSATALTGARLSVGAGV 

RWPLVRSGGSKDSVATMLSRL 

RRMHGLFVASHPWEVILGTVT 

LT1CMMSMNMFTGNNKICGWN 

YECPKFEEDVLSSDIIILTITRCIA 

ILYIYFQFQNLRQLGSKYILGIA 

GLFTIFSSFVFSTVVIHFLDKELT 

GLNEALPFFLLLIDLS\RASTLA 

KFALSSNSQDEVRENIARGMAI 

LGPTFTLDALVECLVIGVGTMS 

GVRQLEIMCCFGCMSVLANYF 

VFMTFFPAC 


21072 


51440 


A 


21 199 


I 


450 


CKSRGSNLRVHFKNTRETAQAI 

KGM H I RTATK YLKD VTLQKQC 

VPFRRYNGGVGRCAQAKQWG 

WTQGRWPKKSAERLVIEHIQV 

N KAPKM RRRTYRAHGRJNPYM 

SSPCH1EMILTEKEQ1VPKPEEEV 

AQKKKISQKKLKKQKLMARE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
endnn for nentide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknown, 
*=Stop codon, /=possiblc nucleotide 
deletion. V = D<>ssible nucleotide int*rtinnl 


21073 


51441 


A 


21200 


1 


876 




21074 


51442 


A 


21201 


1 


1725 




21075 

' • 


51443 


A 

•> 


21202 

V 


278 


889 

---- - • 


SVKMVRYSLDPGGTPRKSCK/S 

QRGSNLRVPFKDHS*KLPQAHQ 

RVCHl RKSPTKY\LKD V H LTRN 

QCVPIPDRYNG*QLGQVCRRHK 

QMGPGTTKGR\WPQKGVLrCFL 

PAHALKTAEVSNAEIAKGLDVDS 

L V J EH I\Q VN KAP\KM\RRRTYR 

AHGRINPYMSSPCHMEMMLTEK 

EQIVPKPEEEVAQKKK1SPEETE 

RNKNLLARE 


21076 


51444 


A 


21203 


1 


1923 




21077 


51445 


A 


21204 


1 


280 




21078 


51446 


A 


21205 


1 


109 




21079 


51447 


A 


21206 




638 




21080 


51448 


A 


21207 




396 




21081 


51449 


A 


21208 


26 


969 


HGVGCRDGLPMECRFLCQ1FM 

AFMQMNSYCARHKKATRRTV* 

/CRNQDMTESSQKWTGKGSAV 

EHLVESGEWTMHPARPVSACR 

CPSDCHVPLSPGACWPKLECLS 

EGSSY1SDGKEYLFYLNVCGET 

E1QFCNKKQAAVCQVKKSDTS 

QVKAAGRYHMQTLRPSESSWS 

LLFVVLVFFPGVHSPFSLDEALT 

LCPQNCLPPGTVSAPLNCVYPL 

ALSAAVALAAGSELMECHRLV 

NSLEVSTAAQGQSSKTQFYACL 

CRLSTHLWKYSEESGRRLVCSF 

YQPSELNPALNLSFLVGTRLQE 

G A ALLFIQSG FT1 V 


21082 


51450 


A 


21209 


1 


465 




21083 


51451 


A 


21210 


217 


453 




21084 


51452 


A 


21211 


1 


840 




21085 


51453 


A 


21212 


1 


663 




21086 


51454 


A 


21213 


176 


957 


DEPIGVPLLSAPPAGTTKIKADQ 

LHLQGAAPKICPCLQDGSLGQH 

YCPFVSFSRYYINLCQKIYKGPL 

GCSERASICRRTTTGDVQVLGXL 

VHTQK\LGVIGPRVVVTTSKRY 

PCGGNKTASSVIELTCTKPVGR 

PA FKRFEIDSCTY Y FS WDSG A A 

CAVKPQEVQMVNGTITNPINGK 

SFSLGDIYFKLFRASGDMRTNG 

DNYLYE1QLSSITSSRNPACSGA 

NICQVKPNDQHFSRKVGTSDKT 

KYYLQGNPWLPTKFHI 
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SEO ") 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 

tin icau m 
09/540,2 1 7 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


21087 


51455 


A 


2I2I4 


-> 

J 


7616 


SPVEPRSPRAPAPSPPPPLPWRR 

DPVPGAAPSSRAPLASRPPRSSG 

PG A MG A A AG RS PHLG PA PA RR 

PQRSLLLLQLLLLVAAPGSTQA 

QAAPFPELCSYTWEAVDTKNN 

VLYKIN1CGSVDIVQCGPSSAVC 

MHDLKTRTYHSVGDSVLRSAT 

RSLLEFNTTVSCDQQGTNHRVQ 

SSIAFLCGKTLGTPEFVTATECV 

HYFEWRTTAACKKDIFKANKE 

VPCYVFDEELRKHDLNPLJKLS 

GAYLVDDSDPDTS 


21088 


51456 


A 


21215 


2 


184 


VNCQPLGMISLMKR\PPGFSPFR 
SSRIGEIKEETTSHLRSCEYKGR 
PPKAGAEPASEREVS 


21089 


51457 


A 


2I216 


1 


203 




21090 


51458 


A 


21217 


1 


1107 




21091 


51459 


A 


21218 


1 


915 




21092 


51460 


A 


21219 


1 


1932 




21093 


51461 


A 


21 220 


2 


746 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540 2 1 7 


Nucleotide 
location of first 

cat inn fnr rt^ntidf 

sequence 


Nucleotide location of last 
codon for last amino acid 
of ncntide <if»uuence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /^possible nucleotide 

deletion. \— nnccihfo nnrf^ntirtp incprtinnt 


21094 


51462 


A 


21221 


1 


2157 


MGFPLRPSPAHLSSGRQQFPAK 

EERLLLSLTQESQSEE1DCNDKD 

LFKAVDAALKKYNSQNQSNNQ 

FVLYRITEATKTVGSDTFYSFK 

YEI KEG DCPVQSGKTWQDCE Y 

KDAAKAATGECTATVGKRSST 

KFSVATQTCQITPGGWFILWHC 

PGGKLTISDYPNSSRVLHCTQC 

VQGLNRRTRRHKTCPPLQAAS 

QIEERIGFEGRPGLESFRAPCLL 

ASPFPGLEKGAEGPVVTAQYDC 

LGCVHPISTQSPDLEPILRHGIQ 

YFNNNTQHSSLFMLNEVK.RAQ 

RQAAP/GREFSSMDTFEGYEGA 

EDMEKLAGPFPVG*QSRNLFLQ 

IRFPGEERKHPGRKRRTR*GSN 

GDRQHQEGACWGVHAG*LLR 

GRRLVSRRGRGARGPPPRRAAL 

PAVAPAPRLQSARIPERGDGDD 

GVRRWG HREA1GS* GQS/LS/CN 

GIIILIKEERLPCPFHCISLMKRPP 

GFSPFRSSRIGEIK.EETTVSPPHT 

SMAPAQDEERDSGKEQGHTRR 

HDWGHEKQRKHNLGHGHKHE 

RDQGHG HQRGHGLGHG H EQQ 

HGLGHGHKFKLDDDLEHQGGH 

VLDHGHKHKHGHGHGKHKNK 

GKKNGKHNGWKTEHLASSSED 

STTPSAQTQEKTEGPTPIPSLAK 

PGVTVTFSDFQDSDLIATMMPPI 

SPAPIQSDDDWIPDIQIDPNGLSF 

NPISDFPDTTSPKCPGRPWKSVS 


21095 


51463 


A 


21222 


207 


424 


HHINCVLLYLQSHLRS\CEYQG\ 
RPPKAGAEPASEVRE VSLTN W A 
ESSTPRHIAPTTSASNLEMEGQE 
ERWDRI 
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SfcQ ID 
NO: 


SEQIDNO: 
or peptide 
sequence 


Mel 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /= possible nucleotide 
deletion, \-possible nucleotide insertion) 


21096 


51464 


A 


21223 


170 


1487 


IMKLIT1LFLCSRLLLSLTQESQS 

EEIDCNDKDLFKAVDAALKKY 

NSQNQSNTNQFVLYRJTEATKTV 

GSDTFYSFKYEIKEGDCPVQSG 

KTWQDCEYKDAAKAATGECT 

ATVGKRSST\KFSVATQT\CQITP 

A EG P V VYTA Q LRTCLG/C V WHP1 

1QRQSPDLEPILRHGIQYFNNNT 

QHSSLFTLNEVKRAQRQVVAG 

LNFR1TYSIVQTNCSKENFLFLT 

PDCKSLWNGDTGECTDNAYIDI 

QLRIASFSQNWDMYPGKDVVQ 

PPTK1CVGCPRDIPTNSPELEETL 

THTITKLNAENNAISYFKIDNVK 

KARVRVVAGKKYFIDFVARVET 

TCSK\ESNEELTESCETKKLG\Q 

RLG\CN A E\V Y V VP W\EK K 1 Y PT/ 

VFNCSTTGEWIFT*WKRPPRVF 

SPFRS\SRIGE1KEET\TSHLRSCE 

YKGRPPKAAGAEPASEREVS 


21097 


51465 


c 


21224 


21 


281 




21098 


51,466 


A 


21225 


204 


441 


Q1SQVLI1CNQK*VILTGNFLDT 
YF*TTFINKK1DELRLCA/CAVA 
HSYNTTLCKKPRWKDCLRPAV 
QDQPVQHSETLSL 


21099 


51467 


A 


21226 


333 


604 


SSDRITfCPPSAEFLPLQRTFLHSL 
QDTVIELLH*DLETPPLTVLQNH 
PSLPRPIPAPPTLCPQTRWPHLR 
GHQGILAASHILETALAAIF 
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SEQ ID 

NO: 


SEQH) NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21 100 


51468 


A 


21227 


846 


3269 


GFMEVLRDP1KKNSSESKPAQS 

GFSRGNSPLSCPESVEASPAVNE 

KS V YSTHN YGTTQRHG C RG L P 

YADHNYGAPPPPTPPASPPVQTI 

IPRSDLNGLPSPVEERCGDSPNS 

EGETVPTWCPCGLSQDGFLLNC 

DKCRGMSRGKVIRLHRRKQDN 

1SGG DSS ATESWDEELSPSTVLY 

TATQHTPTSITLTVRRTKPKKR 

KKSPEKGRAAPKTKKIKAFREG 

SRKSLRMKNSPSEAQNLDENTT 

EGWENRIRLWTDQYEEAFTNQ 

YSADVQNALEQHLHSSKEFVG 

KPT1LDTINKTELACNNTVIGSQ 

MQLQLGRVTRVQKHRKILRAA 

RDLALDTLIIEYRGKVMLRQQF 

EVNGHFFKK\PYP\FVLFLLQNL 

NGVEMCVDARTFGNDARFIRR 

SCTPNAEVRHMIADGMIHLCIY 

AVSAITKDAEVTIAFDYEYSNC 

NYKVDCACHKGNRNCPIQKRN 

S*CYRTATPTTSSKPTHHWSRD 

*T*KS\RRKELEMEQQNEASE£N 

NDQQSQEVPEKVTVSSDHEEV 

DNPEEKPEEEKEEVIDDQENLA 

HSRRTREDRKVEAIMHAFENLE 

KRKKRRDQPLEQSNSDVEITTT 

TSETPVGEETKTEAPESEVSNSV 

SNVTIPSTPQSVGVNTRRSSQA 

GDIAAEKLVPKPPPAKPSRPRPK 

SRISRYRTSSAQRLKRQKQANA 

QQAELSQAALEEGGSNSLVTPT 


21101 


51469 


A 


21228 


2 


197 


CRPPSPRPVRAARPARPQASFSR 
EPPPRRM AP* SKRRRQS A RG P V 
RPSRVWARJ1CAKPYSCCCQL 


21102 


51470 


A 


21229 


4 


488 


GSYD1NRQDTFQKDRQRVGPSG 

ASQKTEGFLLRLLYSGLHAHCS 

LEILGRNDPPASASKVAETTDS 

GSLSLANT*PPTPrWTSQTANA 

TSQAAPALPLGSVPGRRAADPR 

P L L A W A PA PPG PGTSRNTHPA P 

DGLDMLVP1GDGVLGGNCFRN 

QCKSVSTS 


21103 


51471 


A 


21230 


124 


293 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-linknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


21104 


51472 


A 


21231 


239 


1393 


IYPQISFQKKFVMFFFSEALCTA 

RAEECDPIGLLNNPRTSRYSRL 

KPNSSLGGSESRKTQMGPLPPP 

PKSPDGARPVPGCIKEAGPARG 

RSRLAPNPGALRRG/VGLGR'S 

AR1*GLVSKAAAGQGEARRGE 

AT*ARGALGRTTAGSFNAGWL 

TLDG ARQQPG RQTPTR1 PSC V A 

DNAAGPSRTTTPD/EALRPLRG 

GPACTAPASFDSRAPYSASSAPS 

EGRWPSRGFPPIS/PLYSQLPETR 

SHEWQAASKIQPRKASTSQ*SA 

RMEAT*QQWAGPPAEP*SLWFP 

RLARRSVVHWRTPY/ISSSITSLP 

PVAAGIPEDSGPGSTQSSSRPGN 

TSSSSRPPPPPPPPPP/OPI PPPPA 

GLASPRPVRARRPARPOASFSR 

EPPPRRMAP 


21105 


51473 


A 


21232 


107 


234 




21106 


51474 


A 


21233 


224 


227 


LPQPGPGRRRACLRQASPRQYS 
RLPGRPPPSG*SW 


21107 


51475 


A 


21234 


67 


607 


QRSWAGPGAGPEAGTRPPARG 
RRRQPGNVDPRRRAPQLRSQM 
QVAMARATTATGNRLWPGLLI 
MLGSVCHRGSPCGLSTHVEI\LL 
LEHQDA YQAG 1 VFPDCFYPSIC 
KGGKFH D VSESTH WTPFLN AS 
VHYIRENYPLPWEKDTFKI VAP 
LFG ITSH MA ADVSWHSLGLEO 
GFLRTMGAl 


21108 


51476 


A 


21235 


54 


193 




21109 


51477 


A 


21236 


1275 


1764 


STKCQYFSHLLLLFSASESKQLL 

LYSAFFRYVPVKDLLGIYEKLY1 

CFISLLQTGL*RYQE*YHIHFIFS 

FSLP*LYPTYSTKSPFLVEQFQE 

YFLGGLDDR*NSCL*RSR*MAN 

SFDCFLSDSVLQGVVFSVVTSL 

FLFLFNSSKMQKNDFHRNLTTS 


21110 


51478 


A 


21237 


297 


428 


QCQRGPGCSRGHGI*I*EHWTA 
FGLLDLRQWFARGSWASGHGP 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
cociou ior pcpiiuc 
sequence 


Nucleotide location of last 
codon for last amino acid 

oi pcpiiuc 


Amino acid sequence ( X=Unknown, 
*=Slop cotlon, /^possible nucleotide 

fllH^fiftn \=nnccihl# ntif IfOfiffo incfrlinnt 
uciciiuii* i — puaaii/ic uuticuiiuc iii>criiuil^ 


211 II 


51479 


A 


21238 


3247 


5958 


QRSWAGPGAGPEAGTRPPARG 

RRRQPGNVDPRRRAPQLRSQM 

QVAMARATTATGNRLWPGLL 

MIVMASLCHRGSSCGLSTHIEIG 

HRALEFLHLHNGHVNYKELLL 

EHQDAYQAGTVFPDCFYPSLC 

KGGKFHDVSESTHWTPFLNAS 

VHYIRENYPLPWEKDTEKLVAF 

LFGITSHMVADVSWHSLGIEQG 

FLRTMGAIDFHGSYSEAHSAGD 

FGGDVLSQFEFNFNYLARRWY 

VPVKDLLGIYEKLYGREVITEN 

VIVDCSHIQFLEMYGEMLAVSK 

LYPSYSTKSPFLVEQFQEYFLG 

GLDDMAFWSTNIYHLTSFMLE 

NGTSDCSLPENPLF1ACGGQQN 

HTQGSKMQKNDFHRNLTSSLT 

ENIDRNINYTERGVFFSVNSWT 

PDSMSFI YKALERN V RTMFIGG 

SQLSQKHVSMPLRHHYFLSFPY 

ARLG W\AMTSADL\NQDG\HG D 

LRGWGAPGLTAAPAH1PHSGR 

VYLIYGNDLGLPPVDLDLDKEA 

HRILEGFQPSGRFGSALAVLDF 

N\LDGV\PDLAVGAPSVGSEQLT 

YKGAVYVYFGSKQGGMSSSPN 

ITISCQDIYCNLGWTLLAADVN 

GDSEPDLVIGSPFAPGGGKQKG 

IVAAFYSGPSLSDKEKLNVEAA 

NWTVRGEEDFSWFGYSLHGVT 

VDNRTLLLVGSPTWKNASRLG 

HLLHIRDEKKSLGRVYGYFPPN 


21112 


51480 


A 


21239 


2 


403 


VVAEEDTELRDLLVQTLENSGV 

LNRJKAELRAGVFLALEEQEKV 

ENKTPLVNESLKKFLNTKEALQ 

GLEGRENLARDLGIIEAEGTVG 

GPLLLEVIRRCQQKEKGPTTGE 

GALDLSDVHSPPKSPEGKTSAQ 


2)113 


51481 


A 


21240 




1699 
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SFQII> 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


21114 


51482 


A 


21241 


3 


1812 


APRLKMGLHPNKPIVSQSRVVN 

DG QC K L H A A VDSRDPPDGTKR 

RVSSGGTGLPGPGRGPGLPAGA 

WLS A EG RG AGGSG DCGPSSGS 

AEPTQRPPRPSALPGAIPPLHLG 

LAPFRLASEAVAEQAPPPAPTLS 

FGAQWSGAPQGSVSSVNPEGA 

GPARCASGRGFGCVGRVARAR 

SVPCCGRWPLARLRRLSWRSK 

MAATAAAVWAQEDTELRDLL 

VQTLENSGVLNRMKAELRAAV 

FLALEEQEKVENKTPLVNESLK 

KFLNTKDGRLVASLVAEFLQFF 

NLDFTLA\VFQPETS/T1F*LLF*L 

QG LEG REN L A RD LG 1 1 E A EGT V 

GG PLL\LE VIRRCQQKEKGPTTG 

EGALDLSDVHSPPKSPEGKTSA 

QTTPSKIPRYKGQGKKKTSGQK 

AGDKKANDEANQSDTSVSLSE 

PKSKSSLHLLSHETKIGSFLSNR 

TLDGKDKAGLCPDEDDMEGDS 

FFDDPl PKPEKTYGLRKEPRKQ 

AG SL A S LS D APPLKSG LSSL AG 

APSLKDSESKRGNTVLKDLKLI 

SDKIGSLGLGTGEDDDYVDDFN 

STSHRSEKSEISIGEEIEEDLSVEI 

DDINTSDKLDDLTQDLTVSQLS 

DVADYLEDVA 


21115 


51483 


A 


21242 


419 


651 


TNIFSRLNPQTKNVFCARQLSS* 
SVTI*GVLGQAVTRYFSQALSC 
DWGTLLFSRAFLIMPESPTPLLG 
RD1LAKAGA 


21116 


51484 


A 


21243 


555 


888 


RTSSRRTPNPCSRIRKNYFKFH 
MEPKKSP/S*PRQC*AKRTKLEA 
SCYLTSNYTTRLQ* PKQHGWG 
TIRSFSSHEAIFQTITWGKTLDN 
TRLSRTEVPAAFHSALCPWFIET 


21117 


51485 


A 


21244 


728 


1428 




21118 


51486 


A 


21245 


238 


505 


INVGRHHVILQGLSCPGQLSSRS 
VTI * G\ VLG Q A VTI Y FSQPLSC D 
WRTLLFSHVFLIMPESPTPLLGR 
DI LL Y VC IG RFPI FRA DCRT 


21119 


51487 


A 


21246 


940 


1434 


QLAPCTLTEPRVCLT1EGQEVN 

CFLDTRAARVLLSCPRQLSSRS 

V A 1 RG VLGQA VT* YFSQPLSCD 

WGTLRFSHAFLIMPKSPTPLLG 

RDILAKAGAIIHEKRKAFMRKR 

EIKKQARSSKVHTSAASSCART 

APLGESFAEHLIK1ADFTPPSSSS 

PCTTLFFS 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown t 
*=Stop codon, /^possible nucleotide 
deletion, \~possiblc nucleotide insertion) 


21120 


51488 


B 


21247 


747 


1138 




2! !2! 


51489 


A 


21248 


1685 


205! 


SSSRTEGARGKRQPMPSP/STEP 
RVCLTIEGQEVNCLLDTGAAFS 
VLLSCPGQLSSRSVTI *G VLGQP 
VTRYFPQPLSCDWGTLLFSNAF 
LIM PESPTPLLG RG I L AKAG AIIH 
HAVLVTAAL 


21122 


51490 


A 


21249 


2 


1014 


GGAGPVVLRRRAACSPGPAPR 

AARPPAMEPGPDGPAASGPAAI 

REGWFRETCSLWPGQALSLQV 

EQLLHHRRSRYQDILVFRSKTY 

GNVLVLDGVIQCTERDEFSYQE 

MIANLPLCSHPNPRKVLIIGGGE 

GGWIAREVVKHPSVESVVQCEI 

DEDVIQVSKKFLPG\MAIGYSSF 

EADTYMWGDGF*VSWKQKQ\D 

AFDVI\UDSSDPMGPA\ESLFKES 

YYQLMKTA/LLREDGVLACCQG 

VECQWLH\LDLIKE\MRQFC\QSL 

FPV/VLAYAYCTIPT/YTPSGQIG 

FMLCSKN PSTNFXQEPVQA VDN 

SSKVAKMQLKYYWNSERATAA 

AFVLPE\FARQGLE 


21123 


51491 


A 


21250 


3 


4IS 


FSYEKLLNWQEFAVDLEHHSY 
RSFLGLTCLKQISTRTEDFIIDTL 
ELRRDMYILNESLTDPAIVKP\L 
AEEMLSYARDDTHYLLY1YDK 
MKLQMRERGNRQTVQLHVVW 
QRSRDICLKKFIKPI\FTDESYLE 
LYRKLKK 


21124 


51492 


A 


21251 


1 


1704 




21125 


51493 


A 


21252 


1 


3104 


MFDTHQAARLLNLGRHSLDHL 

LKLYCN VDSNKQ YQL AD WRJ R 

PLPEEMLSYARDDTHYLLYIYD 

KMRLEMWERGNGQPVQLQVV 

WQRSRDICLKKFIKPIFTDESYL 

ELYRKQKKHLNTQQLTAFQLL 

FAWRDKTARREDESYGYVLPN 

HMMLKIAEELPKEPQGIIACCN 

PVPPLVRQQINEMHLL1QQARE 

MPLLKSEVAAGVKKSGPLPSAE 

\RENVKSQPVQVHL*QRPVLTA 

GRKLLPACTFYMPACWGL 
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SEO ID 


SEQ ID NO: 


Mel 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location or first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/A40.2I7 


codon Tor peptide 
sequence 


of peptide sequence 


deletion, \-possiblc nucleotide insertion) 


21126 


51494 


A 


21253 


2 


2775 


QALARRAVQAEKMAPPSTREP 

RVLSATSATKSDGEMVLPGFPD 

ADSFVKFALGSVVAVTKASGG 

LPQFG DE YDF Y\RSFPG\FQ A FC 

ETQGDR/LCFQCMSRVMQVPM 

GC\RSN\IKDRSKV\TELEDKF\D 

LL\VDAN\DVILERVGILLDEAS 

GVNKNQQPVLPAGLQVPKTVV 

\SSWNRKAAEYGKKAKSETFRL 

LHAKNIIRPQLKFREKIDNSNTP 














FLPKIFHSNPMVQ\KPLPQALSK 
ERRERPQDRPE 


21127 


51495 


A 


21254 


••> 


2668 


QALARRAVQAEKMAPPSTREP 

RVLSATSATKSDGEMVLPGFPD 

ADSFVKFALGSVVAVTKASGG 

LPQFGDEYDFY RSFPG FQAFCE 

TQGDRLLQCMSRVMQYHGCRS 

NIKDRSKVTELEDKFDLLVDAN 

DV1LERVGILLDEASGVNKNQQ 

PVLPAGLQVPKTVVSSWNRKA 

AEYGKKAKSETFRLLHAKNIIR 

PQLKFREKJDNSNTPFLPKIFIKP 

NAQKPLPQALSKERRERPQDRP 

EDLDVPPALADFIHQQRTQQVE 

QDMFAHPYQYELNHFTPADAV 

LQKPQPQLYRPI EETPCHFISSL 

DELVELNEKLLNCQEFAVDLEH 

HSYRSFLGLTCLMQISTRTEDFII 

DTLELRSDMYI LN ESLTDPAI VK 

VFHGADSDIEWLQKDFGLYVV 

NMFDTHQAARLLNLGRHSLDH 

LLKLYCNVDSNKQYQLADWRI 

RPLPEEMLSYARDDTHYLLYIY 

DKMRLEM WERGNGQP VQLQV 

VWQRSRDICLKKFIKPIFTDESY 

LELYRKQKKHLNTQQLTAFQL 

LFAWRDKTARREDESYGYVLP 

NHMMLKIAEELPKEPQGIIACC 

NPVPPLVRQQINEMHLLIQQAR 

EMPLLKSEVAAGVKKSGPLPSA 

ERLENVLFGPHDCSHAPPDGYP 

IIPTSGSVPVQKQASLFPDEKED 

NLLGTTCLIATAVITLFNEPSAE 

DSKKGPLT V AQKKAQN I MESFE 


21128 


51496 


A 


21255 


98 


286 


HARPRHGPRLRCEVGLRCAPG 

YAGASARPTCECGDTRYCPQDP 

NQT*SRPVPIIAHRYCLTG 


21129 


51497 


A 


21256 


1020 


1280 




21130 


51498 


B 


21257 


153 


3804 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540 217 


Nucleotide 
location of first 
rndnn for nr ntide 

sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


21131 


51499 


A 


21258 


159 


579 


PNVRWCPSXCYRNQDDHELQIT 

HGNKILCGIVWKKIAQVEQMR 

KFSRLEKQRTHVLSCSDLQAVR 

RFRGVVSEGSFEMGEKVYKRK 

DMFQLSLLTEQHGDSTLGSGSS 

YTQMPAENGSLVHTLVTAAPPF 

FAEKPHSITAG 


21132 

■ *>-** 


51500 


A 


21259 


1 


1290 


MGASRSQKPGPSRDYSYTAGC 

DVDQRRRGAQKLSRSDTKR1V 

MSYGKKALKNDKFEIRAFSSSL 

EVRYRNQDDHELQIHTGTRBY 

VELCGFA VTRLRDPPM LRHAA 

MALLPWRPPDYSASLLPDWLP 

VPSSKVVITYPGFTSIWAFSNTE 

T/LCSEYKYYCEECRSKQE/AHK 

RRKV*KLPMILAP/HLKRFKYK 

DQLHRFTKLFTRASLRGPRDER 

LKRVSRQLFSLVVVTSRVFDVL 

LRILHRLGQYVSSEYYVALMCS 

EGHGPGAEDVTELLQSHEKTE 

WMRSCFFWMTKSGVFDG1YLW 

N AFNQEG EDL Y KENCKTLMKE 

VEDAQINGKTSYAHGSEEYCK 

MSILPRILLQKISRDDCFKIVLKF 

CVDHQKTKKCCMITLKSSVVQ 

LAFTIKISVSEMCAREDFVVVIS 

FQHSEVPSRQLARCTFKEGYT 


21133 


51501 


A 


21260 


-» 
J 


142 




21134 


51502 


A 


21261 


1 


1368 
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SEQ U> 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


21135 


51503 


A 


21262 


1 


2420 


MEEVAEAPQP1DPKPLATQPQSI 

IITT1TTIITITTTT1TITTTT1TTTIT 

IITTTITITTTITTTTITIITTTITITT 

TITITTHTIITTTITITTHTTTITTT 

V1TIITTTITTI1TITTITPSSSSSPSS 

QADECWGEAEPLMSRQAHVW 

LRYRTGCREERPDQELTGSWG 

HGPRSTLVRAKAMAPPPPPLAA 

STPLLHGEFGSYPARGPRFALTL 

TSQALHIQRLRPKPEARPRGGL 

VPLAEVSGCCTLRSRSPSDSAA 

YFCIYTYPRGRRGARRKATRTF 

RADGAATYEENRAEAQRWAT 

ALTCLLRGLPLPGDGEITPDLLP 

RPPRLLLLVNPFGGRGLAWQW 

CKNHVLPMISEAGLSFNL1QTER 

QNHARELVQGLSLSEWDGIVT 

VSGDGLLHEVLNGLLDRPDWE 

EAVKMPVG1LPCGSGNALAGA 

VNQHGGFEPALGLDLLLNCSLL 

LCRGGGHPLDLLSVTLASGSRC 

FSFLSVAWGFVSDVDIQSERFR 

ALGSARFTLGTVLGLATLHTYR 

GRLSYLPATVEPASPTPAHSLPR 

AKSELTLTPDPAPPMAHSPLHR 

SVSDLPLPLPQPALASPGSPEPL 

PILSLNGGGPELAGDWGGAGD 

APLSPDSTAGFTSWLSQGSSTLT 

RLRRGPRNSP1LWAPTSHP*CPG 

RGLH\RGPPDHLLPPLGTPLPPD 

WVTLEGDFVLMLAISPSHLSAD 

LVAAPHARFDDGLVHLCCVRS 


21136 


51504 


A 


21263 


573 


1025 


RKQSH EDE WRSTN KT VG H PSA 

RLYEPPWWAHTWTPPGGSKAP 

SDP/PLSHQLSPPAGQPHFASPEP 

TSKTPDPWPGNVFSSFPLPQSLP 

ELRHTLYLPMGTKKPPGSSMIF 

YT*AQYPGTNSSATICRLLSYKS 

GQVYPNTGQAPPQQRRGR 


21137 


51505 


A 


21264 


48 


327 


EELEALRR\QRLAELQAKHGDP 

GDAVAQQEAKHREAEMRMSILA 

QVLDQSARARWSEQGLIEILKK 

VSQQTEKTTTVKFNRRKVMDS 

DEDDDY 


21138 


51506 


A 


21265 


1 


400 




21139 


51507 


A 


21266 


786 


905 


VSEQGL1 EILKK*CQLTEKTSTV 
KFNRRKVMDSDEDDDY 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
inUSSN 


Nucleotide 
location of first 
cuuon lur pc|iiiuc 
sequence 


Nucleotide location of last 
codon for last amino acid 

nf nmlirfo CPfiilf*nrt* 
Ul pv|rllUC JCl|UlllH 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 

A? Iplinn \— iVKtitllp nti^l^ntiffr incf*rfinn\ 


21140 


51508 


A 


21267 


907 


1327 


PRLLQRSTPSPWRTEELEALRRX 

QRLADAAGQNTGDPGDAA\QQ 

EAKAPGQAEMRNSILAQVPGSS 

PAPAPRLSNLSHLVKP*KNLKP 

V\ENYPYTRLARYWTT*VMTGI 

RNQG FN * KSLKK V KAQ\QTEKT 

TTVKFNQKKK 


21141 


51509 


B 


21268 


1 


828 




21142 


51510 


A 


21269 


317 


2390 


KWPKMNPQQQRMAAIGTDKE 

LSDLLDFSAMFSPPVNSGKTRP 

TTLGSSQFSGSGIDERGXGTTSW 

GTSGQPSP\SYDSSRGFTDSPHY 

SDHLNDSRLGAHEGLSPTPFMN 

SNLMGKTSERGSFSLYSRDTGL 

PGCQSSLLRQDLGLGSPAQLSS 

SGKPGTAYYSFSATSSRRRPLH 

DSAALDPLQAKKVRKVPPGLPS 

SVYAPSPNSDDFNRESPSYPSPK 

PPTSMFASTFFMQDGTHNSSDL 

WSSSNGMSQPGFGGILGTSTSH 

MSOASSSYGNLHSHDRLSYPPHS 

VSPTVDINTSLPPMSSFHRGSTSS 

SPYVAASHT\PPINGSDSILGTK 

GN A AGVSSQTG DALGKALASI Y 

SPDHTSSSFPSNPSTPVGSPSPLT 

GTSQWPRPGGQAPSSPSYENSL 

HSLQSRMEDRLDRLDDA1HVLR 

NHAVGPSTSLPAGHSDIHSLLG 

PSHNAPIGSLNSNYGGSSLVASS 

RSASMVGTHR\EDSVSLNG\NH 

SVLSSTVTTSSTDLNHKTQENY 

♦RWPCKSQSGTWVPQEIICnEN 

KEKDENLHEPPSSDDMKSDDV 

SSQK.DIKVSSRGRTSSTNEDEDL 

NPEQK.IEREKERRMANNARERL 

RVRDINEAFKELGRMCQLHLKS 

EKPQTKLLILHQAVAVIIASLEQ 

QVRERN LN PKAACLKRREEEK 

VSAVSAEPPTTLPGTHPGLSETT 


21143 


51511 


A 


21270 


2 


153 


QNASSPSKGSQLLTSKGTKLDG 
E* V* * INRSRLQKV ANNKLLWR 
KLKGQF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,2(7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


21144 


51512 


A 


21271 


1 


1230 


MRKTQCKNAESSKNQNASFPP 

KDHNSLTAREQNWIENEFGELT 

EVGFRRJLNQEEVEFLNRPITGSE 

1EAIINSLATKK\GPEGFIAEFY*R 

KTQCKNAESSKNQNASFPPKD 

KN S LT A REQN Wl EN EFG ELTE V 

GFRRLNQEEVEFLNRP1TGSE1E 

A UN S L ATKK RTRG I HSRILLE VI 

TSFYVERGGNAMSFMGKGVTK 

STILCLLHLSHEMMAQAGSLE' 

WMSLWFLPLGSHSEEHIPTQQb 

LAWLIPLWVDRDPEVRFTSLGL 

GSALTTLETGCVALANSCQN1S 

GGLWGTVVNILLDQSECSMVR 

RESQH H VD VAK V YHLHPPE W 

WPKLYLGPLDHSRELRSSVLEC 

MEQRLEVTLGTTPYFSVPISKFI 

QAVTTKCLRLGASRFSVCLAGL 

SAAPEQK1HPPPPTQQFQQLPHD 

SVGFLQFSLHPKGNFGSGISSPD 
R<;r.nA<inYQVP<;i u/htp^tcdv 

IxokJLJrYorl I O I r oLWl^IKlj loKV 

KIC OT\X/nQ<TMI k r k r U/niI4k r \/PiP 
IVrvv ' WVJDVjiNLKIv WOlriJv V V^r 

QRLM MQNDTDEESI 


21145 


51513 


A 


21272 


1 


987 




21146 


51514 


A 


21273 


180 


466 


ARGSERAAASFSASMYEGKKT 
KNMFLTRALEK1LADKEVKKA 

HT-I^OI PkTAPPW/AI PP.Mk' APTC 
nriov^Lrviv/\^KA V ALcOfNivAc. I c 

V HQ PPUri P A V A C\ 1 CXI DD\/V C V 

TNFIEADKYF 


2U47 


51515 


A 


21274 


1 


1224 




21148 


51516 


A 


21275 


251 


5986 


SCRCPPRLQSPTSTPSPFSLLFLP 

LLLLPSSRWEPRVGRAAASFSA 

SMYEGKKTKNMFLTRALEKIL 

A DKE VKKAHHSQLRKS/CGR V 

ALEEIKAETEKQSPPHGXEAKAG 

SSTLPPVKSKTNFIEADKYFLPF 

EL\ACQSKCP\RIV\STSLDCLQK 

L\IAYGAL*LGNAPDSTTPGKKL 

IDRIIETICGCFQGPQTDEGVQL 

QAVRTCYNIYLASKNLINQTTA 
KATLTQ 


21149 


51517 


A 


21276 


46 


214 


KLRLTTTSVYAIPNRRRYDGFK 

LVv^jLiri INrlv^ L/L#tvr r I IVlr r 
LIEajOIVI J VolNoLKAAror 1 oLL 

RHFRSEAWLQNTNTGGFGSTF 


21150 


51518 


A 


21277 


306 


616 




21151 


51519 


B 


21278 


47 


927 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/S40 2 1 7 


Nucleotide 
location of first 

rewind finr nenlidt? 

sequence 


Nucleotide location of last 
codon Tor last amino acid 
of nf ntiriV wautnef 


Amino acid sequence ( X=t)n known, 
*=Stop codon, /^possible nucleotide 

deletion \~DO^sihlt nurlpnfirlf incprfinnt 


21152 


51520 


A 


21279 


660 


890 


GGKITASGSPVPRPSGA*ALPSG 

RCSTPRTSSCPROLPEPPGUPSP 

PSAPANTTPDDSHAAP*GTRAH 

THRPPPHT/PTAPSRPPTSPPVAT 

RT A PKAPQ/HHP/PTSC PTQR PT 

DSPSVHEPSQPLATQHSTQPI*P 

V1VTQ 


21153 


51521 


A 


21280 


3 


213 




21154 


51522 


A 


21281 


349 


2616 


TTAMAHRKLESVGSGMLDHRV 

RPGPVPHSQEPESEDMELPLEG 

YVPEGLELAALRPESPAPEEQE 

CHNHSPDGDSSSDYVNNTSEEE 

DYDEGLPEEEEGITYYIRYCPED 

DSYLEGMDCNGEEYLAHSAHP 

VDTDECQEAVEEWTDSAGPHP 

HGHEAEGSQDYPDRQLPIPEDE 

PSVLEAHDQEEDGHYCASKEG 

YQDYYPEEANGNTGASPYRLR 

RGDGDLEDQEEDIDQIVAE1KM 

SLSMTSITSASEASPEHGPEPGP 

EDSVEACPPIKASCSPSRHEARP 

KSLNLLPEAKHPGDPQRGFKPK 

TRTPEERLKWPHEQVCNGLEQP 

RKQQRSDLNGPVDNNNIPKTK 

KVASFPSLVAVPGPCEPKNL1D 

GIIFAANYLGST\QLLSERNPSK 

NIRMMQAQEAVSRVKRMQKA 

AKIKKXANSEGDAQTLTEVDLF 

1STQR1KVLNADTQETMMDHAL 

RTISYIADIGNIVVLMARRRMPR 

SASQDCIETTPGAQEGKKQYK 

MICHVFESEDAQLIAQSIGQAFS 

VAYQEFLRANGINPEDLSQKEY 

SDI1NTQEMYNDDL1HF\SNSEN 

CKELQLEKHKGEILGVVVVESG 

WGSILPTVILANMMNGGPAAR 

SG\KLSIGDQIMSINGTSLVGLPL 

ATCQGIIKGLK*PDHR*SFNIV\S 

CPPV/TPRFLYSFCRPDLKYQLGF 

SVQNGIICSLMRGGIAERGGVR 



2691 
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SKQ II) 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540^217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


21155 


51523 


A 


21282 


20 


771 


TTPNKQHMMQTRAGSAWYLR 

SRGCSQGAPQKASSGSGGSSW 

NRSVATVPG1VLGWRRPELLSE 

RGCAEARGAGVAGRQRLQLTG 

VQGKSVVRGRGLLGRREWCRR 

GGGAAPRPTPAGTPVPRRPGTR 

AG PEEGEG AG AG ARA APEPRP 

HALSPPAAFGADGQLRPLLLTS 

LRAHHPGRGGLLLTSPGTHQPR 

RGROGTPPPASPSPA/PEEGAI P 

GVLPll*PPr > SPPSP/SSESPRPHPG 

GGALAVTRRTAAA 


21156 


51524 


A 


21283 


1615 


1985 


LGSTRQAAPGQLRGHQAPAPN 
SDATAGQGRCRRSAD*GWGSR 
EQI * ALPLPSGPAPLLPPLLPPLL 
PVPPSPPPPSPPSPPSPI PPPVGPP* 
PPLTFSVVTPGGLWCPPHRKSl 

1 I 1— ' I 1 O V T II VJ VJ I— » TV Vw>l I 1 1 I\lv>J 1— ' 

NPTSKGVNFY 


21157 


51525 


A 


21284 




501 




21158 


51526 


A 


21285 


1 


2646 




21159 


51527 


A 


21286 


31 


319 


V1QDLHVPPREESAEQVDDPPE 
PVY\RT*RGSPGPLHRAPLQPPF 
P A RCG R RTRTR A PG A PTTTTOT 

I «» • V VJ 1 V J V I IX I IVrll vj n I 1111 V^ 1 

RF1 PPGSRPI RI PRVPPAOPPPI 

1\JL_> 1— < 1 I VJ O IV 1 L^I\JL/1 IN. VII r\Wl rTLi 

PRWTAT 


21160 


51528 


A 


21287 


3 


147 




21161 


51529 


A 


21288 


20 


600 


PVTPRRTILPWALSVSPALPLP* 

PHPPAGLVMSARTSRCSTPTTS 

LRSSG*GWRTPTGSHTSTIQRTP 

LFDGSCPRSLSLPLEAS1NPARM 

VTPQPRPALQRRRSQQSWMRL 

GAGRKSLLPQLL*GPRPWTRQG 

CSIAPRRQTRESGSGRSTGVPPG 

LCWRVAS*HSSRTQRPRLQAA* 

GSLPSFPPLSTQWS 
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SfcQ ID 
NO: 


SKQ ID NO: 
or peptide 

aC(|ucucc 


Met 
hod 


SEQ ID NO: 
in USSN 
09/S40 2 1 7 


Nucleotide 
location of first 
rnrinn for nentide 

sequence • 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \ = possible nuclcolide insertion) 


21 162 


51530 


A 


21289 


383 


1800 


TCSTQTSLRNPPRRPRAASLPQT 

CSRSPRPSRAHSLTGRPPRFQSQ 

MPSRSPCC*IC*NIRIDLCGS\TH 

SDGRFELVFSGKKLALRASSQD 

EAEDWLDRVREALQK.VRPQQE 

DEWVNVQYPDQPEEPPEAPQG 

CLSPSDLLSEPAALQGTQFDWS 

SAQVPEPDA1KESLLYLYMDRT 

WMPYIFSLSLEALKCFRJKNNE 

KMLSDSHGVETIRDILPDTSLG 

GPSFFKMTAKAVLKLQAGNAE 

EAALWRDLVRKVLASYLETAE 

EAVTLGGSLDENCQEEKNNTK 

HTTARNAFEENDFMENTNMPE 

GTISENTNYNHPPEADSAGTAF 

NLRPTVKQTETKWEYNNVGTD 

LSPEPKSFNYPLLSSPGDQFE1Q 

LTQQLQSLIPNNNVRKLIAHVIR 

TLKMDCSGTHVQVTCAKL1SRT 

GHLMKLLSGQQEVKASKIEWD 

TDQWKIENYINESTEAQSEQKE 

KSLEAASGTQDGVHVQEPRPQ 

APSPLDLQQPVESTSSQQPSSTV 

SETAREVGQGNGLQICAQAHDG 

AGLKLVVSSPTSPQQVCKLWW 

SAGLHTPPPVTSLGTVGLQGPQ 

QRFPKFPDFFHPLE1SCGKVA 


21163 


51531 


A 


21290 


2 


667 




21164 


51532 


A 


21291 


84 


377 


RMGKHCFENLLFRDGKAQRAC 

MGYTVCHSHIVGSGQKCWPA 

WPQVNLQPSRHQQVCCSLPRC 

AKCKTVFHQSCQAVWKKGCPR 

CAR*RKYQQQNVFA 


21165 


51533 


A 


21292 


2 


1168 


FVLPVVSGRETASSARRLRGCR 

SREPPSPRSSLRLVSCDSLREQL 

REWRCFQWWRMDWTPRLPSR 

H1ISELEHLTFVNMDVGRCRAW 

LRL A LNNGLMEC YLKLLLQ\EQ 

ARLREYYQPTALLRDAEEGEFL 

LSFLQGLMSLSFELSYKSAILNE 

WTLTPLALSGLCPLSELDPLSTS 

GAELQRKESLDSISHSSGSED1E 

VHHSGHKIRRNQKPTASSLSLD 

TASSSQLSCSLNSDSCLLQENGS 

KSPDHCEEPMSYDSDLGTANA 

EDSDQSLQEVLLEFSKAQAASG 

TQDGVHVQEPHPQAPSPLDLQ 

QPVESTSGQQPSSTVSETAREV 

GQGNGLQKAQAHDGAGLICLV 

VSSPTSPNISSMIQSTRPVHFCIV 

STKHCTWEKVGMDE 
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SEQII> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of First 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


21166 


51534 


A 


21293 


263 


813 




21167 


51535 


A 


21294 


130 


1094 


NQPHRTKGCPNSSTECKNGSLT 

CDFMQVPILEMGKLRPEGERRV 

QDRDSNPSLSPSAGLFQARWS* 

PPRPSFLLPAGKRRGCDGGGRG 

GGRVRAGGAPLRVHRQGRAPP 

QSTEH W WH VRRKPGGRPF YLP 

AQYVRELPALGNPAADAPPGPP 

IGTRSP*AARLRLPVRERGCGSG 

PQRPPSGAPRRGQLPVRPCAAR 

RREP/RAA!AWRPACPPACTCGP\ 

GARAARAVPGRPDARRRLASR 

RQPRKQRQLQGLQRSGLLGVP 

AAPVAQRLRERLRGHPGGTRP 

AAVGDREAGTTPGAEAGRLAE 

DSARREPGLEENHSAQRRA 


21168 


51536 


A 


21295 


2 


3676 




21169 


51537 


A 


21296 


432 


3453 


DLAGEVLLCGGAADYGTLGFS 

SPAVQEANRGALCSSIERGHIIS 

ELEHLTFVNTDVGRCRAWLRL 

ALNDGLMECYLKLLLQEQARL 

HEYYQPTALLRDAEEGEFLLSF 

LQGLTSLSFELSYKSAILNEWTL 

TPLALSGLCPLSELDPLSTSGAE 

LQRKES L DS 1 S H SSG SEDI E VHH 

SGHKIRRNQKLTASSLSLDTASS 

SQLSCSLNSDSCLLQENGSKSP 

DHCEEPMSCDSDLGTANAEDS 

DRSLQEVLLEFS 


21170 


51538 


A 


21297 


64 


2996 


LCPPAQPAASQPQVELPAGWPQ 

PHALPLPHDHRAQHLLGCAHP 

GRAKPELQQHHDCACAAQIPH1 

PVRQPYQHPDPPLCQPRRPACP 

ALPIHGRQLLLQEPLQAGTGGG 

PGCPPWPGQPHPPVTQVQQPHC 

GAPQPAFQPGVSAVVLRGRIVK 

LAPEDLANLTALRVLDVGGNC 

RRCDHAPNPCMECPRHFPQLHP 

DTFSHLSRLEGLVLKDSSLSWL 

NASWFRGLGNLRVLDLSENFL 

YKCITKTKAFQGLTQL 


21171 


51539 


A 


21298 


1 


320 


PVRTPPIPAFSPLKTLR1MSLHQF 

LLEPNCGRPQLCRGTMARKPAP 

RKH*KHISRQCRVVLFEYKIGES 

VGFFKAVIFLFVFLRFHSILDQS 

FSLSSLLWKIVTLT 


21172 


51540 


A 


21299 


1 


443 




21173 


51541 


A 


21300 


1 


1059 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
iuuun ior pc|»iiuc 

sequence 


Nucleotide location or last 
codon for lust amino acid 

ill |fC|iiiuc ac\|in.ntv 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 

H^l^ttAn \— nOCcitllf niirl#*ntiflf» int:prlinnk 
VICICIIVII, \ J#\fSSIUIv HUUCtlllUv HISCl llt/ll^ 


21 174 


51542 


A 


21301 


116 


1559 


PRTARPSCAHARTVRAVATRRR 

RVHFRDLSAAPSGLSVLRPRPT 

EPVRVDCPESANPPVRARPDSP 

DPRMFELLAASDARJNGPFCAP 

RVLLAPLLGAFVTVSKJVSKIAL 

SPK*SRRSHLLRRNGSQW\VrCV 

H\ELKEHNG\HITGID\WAPKSD 

RICH/CLGADRNCLMVWS\QK\D 

GVWKPNPG*FLRNLIGGGNFL* 

KWVPPRRTKFGCGGSGARLISV 

CYFESENDWWVSKHIKKPIRST 

VLSLDWHPNNVLLAAGSCDFK 

CRVFSAY1KEVDEKPASTPWGS 

KMPFGQ\LMSEFGG\SGTG\GW 

VHGVSFS\ASG\DRLGWGSATD 

STWSVA*CLQKVVQVSTLKT\E 

FLAAP'VVSFVSREPASGLPAH 

DC\CPMLFNYG*PRAALTFRLP 

KLDIPKAQSIQRNMSAHGNAFG 

NM\DKRATTED\RNTAL\ETLH\ 

QNSITQVLYLLRWDKQDVCRKF 

CRTG I\DGEPWTI WDFQDPRSL 

PSQGLRIM 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \= possible nucleotide insertion) 


21175 


51543 


A 


21302 


1 


2223 


MKHYTRVQSS1SPPAERQETHA 

WASPAVTSLESAACHELQEAD 

LSESLSYPRIVSSSSLQQYVAQG 

GSFPCFGMPWNFISGGAESTNA 

VISFANATTAVPMAVLSRRESS 

LANNPGVVNYSALPENENVGP 

EMPERPANSSKNSTETANYPTL 

MGNYNGONTASLSVFIPPYFAE 

KIILTEMPGTTETNVENNSQTV 

YYPALSGNTSAPYPASSYLPITS 


*■ 












NFVLERVAEMPETAGTNVKNN 

TQTVN Y PPSSG RG RSQGN A SLS 

LSIPPKFGIERHLGCFLVLAIRSK 

AAMN\IIYHIGFV*TQAFISLRY/ 

MPKSAVAGSYGNALQNVLH1E 

MLFKTESGPQMSYGTMSYSTE 

MKNNCDQDDASASACLTPDFA 

LLPLNILVKVDTNTENSVNTMN 

RSTLLDSDSGQDSSSSSVCIPPK 

YGYLGDPKRNVRVLKIHLLAV 

QNMAKPKQAACYLVRILFSKEI 

LISSSVDIHLKDSQSLDPNKMA 

ALREYLATTFPTCDLHEHGKD 

WQDCISGINSMIYCLCSEGKSTP 

KT VRKNKKRTN R V AS AS A DRN 

DQRGRDGGEGCSWMFQPMNN 

SKMREKRNLQPNSNAIPEGMRE 

PSTDNPEEPGEAWSYFGRPWRN 

1 RM PCS VLTLAKTKSC ASLS AR 

YL1QKLFTKDVLVQSNVYGNL 

KJHGLCALDPNK1SALREFLQEN 

YPICDLSENGRDWKSCVTSINS 


21176 


51544 


A 


21303 


1 


297 




21177 


51545 


A 


21304 


1 


162 




21178 


51546 


A 


21305 


11 


212 


KGKNCVAIAADRRFGIQAQMV 
TTDFQKIFP/MGAQRLKFRLNL 
YELKEGRQIKPYTLMSMVANL 
LYEK 


21179 


51547 


A 


21306 


37 


554 


SSIKFGRSNPDYWIALPSRNLDP 

AIMSIMSYNGGAVMAMKGKN 

CVAIAADRRFGIQAQMVTRDF* 

KFFPMG*PACTPGMAGFAIDVQ 

TVAQRLKFRLNLYELKEGRQIK 

PYTLMSMVANLLYEK/RDPDHL 

FETISQAMLNAVDRDAVSGMG 

VI VH 1 1 EKDKITTRTLKARMD 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
bod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflasl 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
•=Slop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


21180 


51548 

* *- * .' 


A 


21307 


51 


741 


YTAIMSIMSYNGGAVMAMXKG 

KNCVAIAADRRFGIQVARLLTTN 

FQKIFPMGDRLY1GLGGASPLD 

VQTS/VAQRLKFRAEPVMS*RE 

GRQI\KPYTLH*AMGGQPSLL*E 

KVFGPLTYTEVPVHLPGLGPERP 

FKALSICFSKTL1RVGPMGDLN 

DFCG SSGN LA PN KM YG\MC ESL 

WGGPTWDPDHLF*KPFSQGHG 

♦MLWDRDGS/VSGMGSSLFHIIE 

KDKMPPRTLKARMD, / 


21181 


51549 


B 


21308 


150 


404 




21182 


51550 


A 


21309 


199 


395 




21183 


51551 


A 


21310 


100 


182 


SFLFWJKR*SFPDALYFSSKSGA 
CSCN 


21184 


51552 


A 


21311 


203 


289 


KCLALDIALATRRSAI*FPSVKG 
PGRGV 


21185 


51553 


B 


21312 


166 


411 




21186 


51554 


A 


21313 


232 


317 


KCPALDIAVATRRSAI*FPAVKG 
PGRGV 


21187 


51555 


A 


21314 


129 


278 


FYSSVSGVSSKDDRRFGCSGYS 
AAVISFRQC*SQLPGCSATYQR 
ESTFS 


21188 


51556 


A 


21315 


789 


962 




21189 


51557 


A 


21316 


477 


599 




21190 


51558 


A 


21317 


86 


577 


ATEPLAPSERREVSIPLLVPAPL 

PPPPRPPVPSRTRTRPWRRP*AC 

FPMTLAASCGPTRSPWPSQQP1P 

QPAPVG/PGN I KTLG DA YEF A V 

DVRDFSPEDIIVTTSNNHIEVRA 

EKLAADGTVMNTFAHKCQLPE 

DVDPTAV\TSALRKDGSLTIRAR 

RDPHTEHV 


21191 


51559 


B 


21318 


312 


466 




21192 


51560 


A 


21319 


886 


1338 


GFWQVIRALRGGEVHREGTSA 

PGRHRRRCGCRSAWNRCCTAC 

SHVWPPRQMWPQG/PDVAMKT 

GNIKTLGDAYEFAVDVRDFSPE 

DIIVTTSNNHIEVRA/REA/ERPD 

GTVMNTFAHKCQLPEDVDPTS 

VTSALREDGSLT1RAWRHPHTE 

HVQ 


21193 


51561 


A 


21320 


3 


605 


KKLTPVVRSRVERDPRVRRGLR 

PHPVLSSLRPPGQGPAPSVDEPQ 

NLFHLPSGEKIPFLFLLLLLFTPP 

PRPPVLSRPRTRPWRRP*ACFP 

MTLAAICGPTRSPWPSQPAPV/V 

AGN I KTL* DA YEF V V DVRDFSP 

EDIIVTTSNNHIEVRPEfCLAADG 

TVMNTFAQQCQLPEDVDPTSV 

TSALREDGSLT1RARGHPHTEH 
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SEQID 

NO: 


SEQII) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \-possiblc nucleotide insertion) 


21194 


51562 


A 


21321 


3 


450 


SSAAEVQEPRGAPGSPSIPSASR 
PGPAPRPASLPPSQMQAAALPE 
EIRWLLEDAEEFLAEGLRNENL 
SA V ARDH RDHILRGFQQ1 KA\G 
GD1GODSSDDNHSGTLGLSLTY 
DAPFLSDYQDEGMEDIVKGAQ 
ELDNVIKQGYLEKKS*DH 


21195 


51563 


A 


21322 


1 


399 


I G Q DSSDDN H SGTLG LS LTS DA 

PFLSDYQD/EG*VHQISDHWEK 

LRTWC*VYCDKGMEDIVKGAQ 

ELDlMVlKQGYLEKKSkDHSFFG 

SEWQKRWCVVSRGLFYYYANE 

KSKQPKGTFLIKGYSVRMAPHL 

RRDS 


21196 


51564 


A 


21323 


3 


1189 


RLPARPPPDQGPRPVPPLSRPAK 

CRLAVLPEE1RWLLEDAEEFLA 

EGLRNENLSAVARDHRDH1LRG 

FQQ1KARYYWDFQPQGGDIGQ 

DSSDDNHSGTLGLSLTSDAPFL 

SDYHDEGMEDIV*GAQELDNVI 

KQGYLEKJCSKDHSFFGSEWQK 

RWCVVSRGLFYYYANEKSKQP 

KGTFL1KGYGVRMAPHLRRDS 

KKESCFELTSQDRRSYEFTATSP 

AEARDWVDQ1SFLLKDLSSLTIP 

YEEDEEEEEKEETYDDIDGFDS 

PSCGSQCRPTILPGSVGIKEPTEE 

KEEEDIYEVLPDEEHDLEEDES 

GTRRKGVDYASYYQG\LWDC\ 

YGDOPDDLSL\ORGDLILFLSKE 

YNMYG WWVGELNSLVGM VPK 

EYLHHLPLKWKERWKPREIYFF 


21 197 


51565 


A 


21324 


47 


225 


NSHHVRGRPRCADSSSPSGDRG 
QPEAQPAPDSSAPEHAQEPGRA 
AVKRPDL*SHMTRRP 
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SEQID 

NO: 


SEQID NO: 
or peptide 
sequence 


Mel 
hod 


SEQ ID NO: 

in USSSN 


Nucleotide 
location of first 
cuuun iui pcpiiuc 
sequence' 


Nucleotide location or last 
codon for last amino acid 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=pos.sible nucleotide 
uncuon, v— possioie nucleotide insertion) 


2M98 


51566 


A 


21325 


66 


725 


AIL1ILLSSEGLWSSDQHRLVGV 

QDSPPQGSLGCYFSAMATSEQS 

VCQARASVMVYDDTSKKWVPI 

KPG\QQG FS R 1 N I Y KN TV SNTFR 

VVGVKLQDQQWV1NYSIVKGL 

KYNQATPTFHQWRDARQVYGN 

LNFASKEEATTFSNAMLFALNI 

MMSQEGGPSSQRQVQNGPSPD 

EMDIQRRQVMEQHQQQRQEFL 

ERRTSATGPILPPGHPSSAASAP 

VSCSG PPPPPPPPVPPPPTG A\TP 

PPPPPIAPAGGAQGSSHDESFHV 

QDWPLAISWGPSLRRVPNGPED 

ASGGSSPSGTSKSDANRASSGG 

GGGGLMEEMNKLLAKRRKAA 

SQSDKPAEKKEDESQMEDPSTS 

PSPGTRAASQPPNSSKVAGRKP 

WERSNSRGYFCVLDSVQNPAL 

WPKSPES*EPPSVSSL/ISRMKPA 

GS\VSDMA\LDAFDLD\RMKQEI 

LEEVVRELHKGERKEIIDVAIRQ 

EA*SGISRKKNLGHRAHPPTRTS 

F1CSQRPRLM 


21 199 


51567 


A 


21326 


301 


390 




21200 


51568 


A 


21327 


72 


415 




21201 


51569 


A 


21328 


395 


697 


RVMSPVHVNTICSPHPHSDGDV 
IVP1VLSNERYHWPWLGWVGG 
VDCDEFFRVVLGEARLHXLDGV 
AHQH*TK£GTISNLFQ\ATSVSH 
LVEVVPQKLSWVI 


21202 


51570 


A 


21329 


36 


399 


VEILTSKRAGDWFKEELRLLGG 

LDHIVDKVKECVDHLSRDEDEE 

KLVASLWGAQRCLRVLQSVTV 

HNPENQSYLIAYKDSQLIVSSA 

KALQHCEELI*QYNRAVDTLCL 

ADCKPLPHPTVL 


21203 


51571 


A 


21330 


1 


177 




21204 


51572 


C 


21331 


198 


350 




21205 


51573 


A 


21332 


113 


228 




21206 


51574 


A 


21333 


1 


466 





2699 



wo 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 

AQ/CJft 71*7 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21207 

• A o 


51575 


A 


21334 

<> 


1 


4133 


ASGCWRKEVGAGSANGVEMV 

QGPVQTPALT1HRRKRRRRRRR 

RPSGGTQQALLPAPAVAASES* 

ARARPAALEAGREVAGPPVSCPP 

NRASYLPKAESLASLGSHLPAL 

LSRARVPRPPAGRKERE\RRKRP 

\VAKAPARL\RGEYETGWKMTS 

RFAKTYSRKGGNGSSKFDEVFS 

NKRTTLSTKWGETTFMAKLGQ 

KRPNFKPDIQEIPKKPKVEEEST 

GDPFGFDSDDESLPVSSKNLA'Q 

VKCSSYSESSEA 


21208 


51576 


A 


21335 


3 


221 




21209 


51577 


A 


21336 


I 


580 




21210 


51578 


A 


21337 


2 


1095 


ARGNRPPPPPRTERGVLESRTRS 

RHRAPRLPPAMPAPRAPRALAA 

AA\PASGKAKLTHPGKAILAGG 

LRGGMQICMTFPTEYVKTQLQL 

\DERSHPPRYRGIGDFVRQTVRS 

HGV\LGLYRGLSSLLYGSIPKAA 

\ARFGMFE\FLSNHMRDA\QGRL 

DSTRGLLC\SLGAGRGPRP*VV 

VCPM ETI K. VKFI H DQTS PN PK Y 

RGFFHGVREIVREQGLVKGTYQ 

GLTATWLKQGSNQA\IRF\FVM 

TSLRQW\YPRGTTPNKAHEPF*I 

TWGSFGAMASASQVSFGNTPLD 

V1VKTRMPGP WRPH K\Y RVNTWD 

\CGL\Q1 LKKGGGSR A FWKGTV 

PPLGPGLAWDVAIWFVMYDEV 

G*SCFNKVWKNGIKA 


21211 


51579 


A 


21338 


3 


375 


TAGDSGAEDGPASRVSQMPTLP 

PPMPWNLPAGVDCTTSGVLAL 

TALFFKMEEANLASRAKAQELI 

QATNQILSHRKPPSSLGMTPAP 

VPTSLGLPPGPSSYLLSGSPPLG 

GQGSTPPTPPGLAA 


21212 


51580 


A 


21339 


51 


3789 


GRGHPHGGGELLPASPRGSPEG 

DQPGQGDPEEKEGRVVPRGGA 

PDVPSAHALVPEPQTVLGLHQR 

VTAQPGRHGAH*LHGDRLHSG 

RPQRPTHTGWAPCLPYPTLGSG 

*RRHHGNPAGTPRSLLFPF\PEK 

ELEAPPPAPRFDIYDPFHPTDEA 

YSPPPAPEQKYDPFEPTGSNPSS 

SAGTPSPEEEEEEEEEEEEEEED 

EEEEEGLSQSISRJSETLAG1YDD 

NSLSQDFPGDESPRPDAQPTQP 

TPAPGTPPQ 


21213 


51581 


A 


21340 


286 


393 




21214 


51582 


A 


21341 


64 


610 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=IJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


21215 


51583 


A 


21342 


1 


4433 


MWAQLLLGMLALSPAIAEELP 

NYLVTLPARLNFPSVQKVCLDL 

SPGYSDVKFTVTLETKDKTQKL 

LEYSGLKXRHLHCISFLVPPPAG 

GTEEVATIRVSGVGNNISFEEK 

KXVLIQRQGNGTFVQTDKPLYT 

PGQQVYFRJVTMDSNFVPVND 

KYSMVELQDPNSNRIAQWLEV 

VPEQGIVDLSFQLAPEAMLGTY 

TVAVAEGKTFGTFSVEEYVLSP 

FLLLLSSVLPKFKVEVVEPKELS 

TVQESFLVKGGL*\ 


21216 


51584 


A 


21343 


3 


522 


ELRTWIEGLTGLSVGPDFQKGL 

KDGTILCTLMNKLQPGSVPKIN 

RSMQNWHQLENLSNFIKAMVS 

YGMNPVDLFEANDLFESGNMT 

QVQVSLLALAGKMGTNKCASQ 

SGMTAYGTRRHLYDPKNHILPP 

MDHST1\SLQMGTNKCASQVG 

MTAPGTRRHIYDTKLGTD\KCD 


21217 


51585 


A 


21344 


1 


1230 


MHQEDLRAWYLDLGLPSHQNE 

TTDVSVVYERFSLTDATYPKQA 

KQWDFPFLRVSTAQPTAWKCQ 

RAPSPYTHQDTALIPSPTARWL 

SPEKEPKQGEVGEKSLLPDPTLP 

LTDPRLTGSTEQKKDLAAGPVG 

SALRRRPPAVSSTQFNKGPSYR 

LLADVQNRLLPKYDSQKEAEL 

RSWIKGFTGLSIRPDFQKGLKD 

GIILCTLVNKLQPGSVPKINUSV 

*NWH*LENLSNFLKAMVSYGM 

/NPVDLFEANDLFESGNNMQVR 

VSLLALAGKAKTKGLRSGVD1R 

DKYSKJCQNFDDTTMKASQCVI 

RLQITNKCASQSGMTAYGTRR 

HLYDPKNRJLPPMDNSTISLQM 

GTN1CYASQVGMTAPGTQRHIY 

DTNLGIDKCENSSMSLKMGYT 

QVANHSGQVFGLGRQIYEPKY 


21218 


51586 


A 


21345 


2 


389 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


21219 


51587 


A 


21346 


1 


1113 


MHQEDLRAWYLDLGLPSHQN 

AQPTAWKCQRAPSPYTHQDMA 

LIPSPTARWLSPEKEPKQGEVG 

EKSLLPDPTLPLTDPRLTGSTEQ 

AHAEGLAALMSALRVSHLQGR 

GGVVTLVDSQLGVIAVSSTQFN 

KG PS YRLLA DVQN RLL PK YDS 

QKEAELRSWIKGFTGLSIRPDFQ 

KGLKDGIILCTLVNKLQPGSVP 

KIN\ASV*NWH*LENLSNFLKA 

M V S YG M/N P V DLFE ANNLFESG 

NNMQVRVSLLALAGKAKTKGL 

RSGVDIRDKYSEKQNFDDTTM 

KASQCV1RLQITNKCASQSGMT 

AYGTRRHI YDPKNRII PPMDM^ 

TISLQMGTNKCASQVGMTAPG 

TQRHIYDTKLGIDKCENSSMSL 


21220 


51588 


A 


21347 


353 


1260 


SCWCLKLALAVSST/QFNKGPS 

YRLLA DVQN RLLFK YDSQK E A 

ELRSWIKGFTGLSIRPDFQKGLK 

DGIILCTLVNKLQPGSVPKIN\AS 

V*NWHQLENLSNILKAMVSYG 

M/NPVDLFEANDLFESGNNMQ 

VRVSLLALAGKAKTKGLQSGV 

DIRDKYSEKQNFNDTTMKARL 

C V 1 RLQITNKC ASQSGMTA Y VT 

RRH L YDPKNRILPPM DNSTISLR 

MGTNKCASQVGMTAPGNQWH 

TOVANHSROVRGI GROIYFPKY 

QPGGPVAHGAPSAGNCPGPGE 


21221 


51589 


A 


21348 


3 


530 




21222 


51590 


A 


21349 


1 


853 


MPESWLAAFPPYGDIKKVVGL 

QLKEGLHQNLTMQDSIQIFDFQ 

LPGLLRPSSVLWTLKPYHTAGL 

ASDRDSYKGILACMPCMFGSRR 

SPLRDI KSHQADLELEVKNSLD 

TIHRLESELKKQSKIQSQMKVE 

KAHLEEEIAELKJCSQAQDKAKL 

LEMQESIKDLSAIRADLANKLA 

EEERAKKTSA*GAFGP/LIAQAN 

SRDEGTATIITQLELERDVHQRE 

LKDLTSSLQSVKTKHEQN1QEL 

MKHFKKEKSEAENH1RTLKVPL 

LNYPDDTEG1FLVAHEVNKA 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SfcQ ID NO: 
in USSN 

217 


Nucleotide 
location or first 

rndnn far npnfid? 

sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence { X-Unknovvn, 
*-Stop codon, /= possible nucleotide 
deletion, \— possible nucleotide insertion) 


21223 


51591 


A 


21350 


1 


652 


NTSL1NTKKKLETDISQIQGEME 

DIIQEARNAEEKAKKA1TDAAM 

MAEELKKEQDTSAHLERMKXN 

LEQTVKDLQHRLDEAEQLALK 

GGKXQ1QKLEARVRELEGEVES 

EQKRNVEAVKGLRKHERKVKE 

LTYQTEEDRKNILRL\QDL\VDK 

LQAKVKSYKRQAEEAEEQSNV 

NLSKFRRIQHELEEADRRADIA 

ESQVNKLRVKSREVHTKIISEE 


21224 : 


51592 


A"- 


21351 


21 ■ 


5868 


PAAMSSDSEMAIFGEAAPFLRK 

SERERIEAQNKPFDAKTSVFVV 

DPKESFVKATVQSREGGKVTA 

KTEAGATVTV1CDDQVFPMNPP 

KYDKIEDMAMMTHLHEPAVLY 

NLKER Y A A W M I YT Y SG LFC VT 

VNPYKWLPVYNAEVVTAYRG 

KKRQEAPPHIFS1SDNAYQFML 

TDRENQSILITGESGAGKTVNT 

KRVIQYFAT1AVTGEKKKEEPA 

SGKMQGTLEDQIISANPLLEAF 

GNAKTVRNDNSSRFGKFIR 


21225 


51593 


A 


21352 


54 


399 




21226 


51594 


A 


21353 


441 


1585 


VPPMGGGPPFVGPVGFGPGDRS 

HLDSPEAREAMFLRRAAVAPQ 

RAPILRPAFVPHVLQRADSALSS 

AAAGPRPMALRPPHQALVGPP 

LPGPPGPPMMLPPMARAPGPPL 

GSMAALRPPLEEPAAPRELGLG 

LGLGLKEKEEAVVAAAAGLEE 

ASAAVAVGAGGAPAGLAV1GP\ 

SLPLALAMPLPEPEPLPLPLEVV 

RGLLPP\LRJTELLSLRPRPRPPR\ 

PEPPPG L M A LE VPEPLG EDKKK 

GKPGE1EHRCIATA/AQGASWE 

DPPTCWKWDAE*LSRVFCGDL 

GVNEVND*HLGHAASARFPIPSL 

KA K V I R* QS AQ A RPKG YG\F V S 

FICDP\SDYVRP\MREMNGKYVV 

LAPPIKLRKSMWKDRNLDVFR 

KKQKEKKKLGLR 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


21227 


51595 


A 


21354 


1 


1122 


MPGGK1GFL1EKGATEQSSTGN 

DFDELREEGG RRSN YS ELQED1 

QTKGKEVENFEKNLEECVTTIS 

NTEKCVKELMELKTKARELRE 

ECRSFRSQCNQLEERVPAMKDE 

MNEM KREGKFREKRIKRN EQS 

LQEIWDYVKRPNLPLIGVPESD 

RENGTKLENTLRDIIQENFPSLT 

RRGQPFRIMENTENAPKDNLLE 

KEOLPRHNNCLELTQEEPANVD 

LQFDLLDLNDISSALiKHHEEKN 

LISLLPQRGADYLSFRSHFQKNF 

VCVENCSLQERTVTGTVKVKN 

VSFEKKVQ1R1TFDSWKNYTDV 

DCVYMKNVYGGTDSDTFSFAI 

GLPPV1PTEQKIEFCISYHANG\Q 

IF\WDNK*WGRKYKNCVIVQW 


21228 


51596 


A 


21355 


71 


1124 


GPPPLCLMSCTRMIQVLDPRPL 

TSSVMPVDVAMRLCLAHSPPV 

KSFLGPYDEFQRRHFVNKLKPL 

KSCLNIKHKAKSQNDWKCSHN 

QAKKRVWFADSKGLSLTAIHV 

FSDLPEQPAWDLQFDLLDLND! 

SS\ALKHH\EEKNLILDFP\QPST 

DYL\SFRSHFQK\NFVCL\ENCSL 

Q\ERTVTGTV\KVKNVEF*GRKF 

QIRYHFSDSWEKLTLDVDCVY 

MENVY/GVGTGSDTFSFAIDLPP 

VIPTEQKIEFC1SYHANGQVFW 

DNNDGQ\NYWIVHVQWKPDG 

VQTQMAPQ\DCAFHQTSPKTEL 

ESTIFGSPRLASGLFPEWQSWG 

RMENLRLLCDELSNNVTGLDLS 

YSPMQS 


21229 


51597 


C 


21356 


204 


273 




21230 


51598 


B 


21357 


1 


1062 




21231 


51599 


A 


21358 


I 


397 


QRP1*PTKPIGQRVSKGHQP\TR 

H\DFTQF\LAAHETISRLVGFSA 

GQV\QYLDLIKK\DPSKLFNEER 

LIDKTKVTYLKWLPESESLFLA 

SHASGHLYLYNVSHPCASAPPQ 

YSLLKQGEGFSVYAAKYNDLF 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \— possible nucleotide insertion) 


21232 


51600 


A 


21359 


71 


1736 


FRTSLKDVWHTPLTPFLPPLKSI 

DLNKPIDKRIYKGTQPTCHDFN 

QFTAATETISLLFGSFSPRRTWA 

WCG P A V* AG PCPTA FLGTLRJLI 

DKTKVTYLKWLPESESLFLASH 

ASGHLYLYNVSHPCASAPPQYS 

LLKGAAWGFSFYAAKSKAPRNP 

LAKWAVGEGPLNEFAFSPDGR 

HLACVSQDGCLRVFHFDSMLL 

RGLMKSYFGGLLCVCWSPDGR 

YVVTGGEDDLVTVWSFTEGRV 

VARGHGHKSWVNAVAFDSLY 

TTRAEEAATAAGADGERSGEE 

EEEEPEAAGTGSAGGAPLSPLP 

KAGSITYRFGSAGQDTQFCLW 

DLTEDVLYPHPPLARTRTLPGT 

PGTTPPAASSSRGGEPGPGPLPR 

SLSRSNSLPHPAGGGKAGGPGV 

AAEPGTPFSIGRFATLTLQERRD 

RGAEKEHKRYHSLGNISRGGSG 

GSGSGGEKPSGPVPRSRLDPAK 

VLGTALCPRIHEVPLLEPLVCK 

K I AQERLTVLLFLEDC 1 ITACQE 

GLICTWPRPGKAFTDEETEAQT 

GEGSWPRSPSKSVVEGISSQPG 


21233 


51601 


A 


21360 


2 


467 


LMQ/NWDAAMEDLTRLKETID 

NNS VSSPLQSLQQRT WLIH WSL 

FVFFNHPKGRDNIIDLFLYQPH 

MLADKLNMTPEEAERWIVNLI 

RNARLDAKIDSKLGHVVMGNN 

AVSPYQQV1EKTKSLSFRSQML 

AMNIEKKLNQNSRSEAPNWAT 

QDSGFY 


21234 


51602 


B 


21361 


I 


909 




21235 


51603 


A 


21362 


3 


3617 


YWKERPTQK.VIPRATENHGLKS 

YLQKTKLSIDEA AFLLPDTN LK 

SELLELLTHWLQVGVPMTPSLG 

SfNLLGWLTELRETHTYICWFIV 

KETTRDTDEEMCRTEPALACSI 

SHYCDDGCIQMLNTPETLQCSA 

KDSKHFIPKECSIPGENRPPSDT 

GKTVKFLSLNIFNLQLAESTDA 

EQRANCILRCFLTETTLNYQKIL 

SVRPGTKLATASHVSGLGLQTP 

PFGLAQHLIRPHAFLAPKDPLTS 

FTERNSRSG 
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SEQ ID 
NO: 


SEQ II) NO: 
of peptide 

5C(|UCI1CL 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
cuuun iur |ic|>iiuc 
sequence 


Nucleotide location of last 
codou for last amino acid 

oi pcpiiuc acmiciivc 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
uciciiuiii \ fiuaMuic nucicoiiue insertion) 


21236 


51604 


A 


21363 


75 


2141 


GPRLGLTTMWHEARKLGRRLR 

GLLFDSRKRAERRREYYEKIKK 

DPAQFLQVHG RACKVH\LDS A 

V A L A A ESP VN MM P WQG DTNN 

M I DRFDVRA H L\DH I PDYTPPL A 

HHHFSQNQESDER\KCNYERYR 

G L VQN DFAG I SEEQCL YQI Y 1 DE 

LYGGLQRPSEDEKKKLAEKKA 

SIGYTYEDSTVAEVEJCAAEKPE 

EEESAAEEESNSDEDEVIPDIDV 

EVDVDELNQEQVADLNKQATT 

YGMADGDFVRMLRKDKEEAE 

AIKHAKALEEEKAMYSGRRSR 

RQRREFREKRLRGRK1SPPSYAR 

RDSPTY DPYKRSPSESSSESRSR 

SRSPTPGREEKITFITSFGGSDEE 

AAAAAAAAAASGVTTGKPPAP 

PQPGGPAPGRNASARRRSSSSSS 

SSSASRTSSSRSSSRSSSRSRRGG 

GYYRSGRHARSRSRSWSRSRSR 

SRRYSRSRSRGRRHSGGGSRDG 

H R YSRSPARRGG YG PRRRSRSR 

SHSGDRYRRGGRGLRHHSSSRS 

RSSWSLSPSRSRSLTRSRSHSPSP 

SQSRSRSRSRSQSPSPSPAREKL 

TRPA ASPAVG EKLKKTEPA\AG 

KETGAAKVXPKLTPQEKLKLRM 

QKPL\NRQFKADKKAAQRKR*S 

QAEHERQERKDEA\RAMARKIG 

MKERER\REKEREEWERQYSRQ 

SRSPLP/RDYS RE YSSSRRRSRSR 

SRSPHYRH 


21237 


51605 


A 


21364 


1 


609 




21238 


51606 


A 


21365 


1 


1227 




21239 


51607 


A 


21366 


1 


1626 




21240 


51608 


A 


21367 


370 


4388 


GF1WNR1TPTEDGQTRELQNHL 

GLSAPVPRGRKGKKVKTQTSSF 

DIQKAEWLRKYNPEQLLQDEG 

YKKH1KHHCNKVLLRVRMLYY 

LKQEVIGNECQKVFDGVDASDI 

DVWVPEPDHSEVPAEWWDFD 

ADKSLLIGVFKHGYEKYNTIRA 

DPALCFLERVGKPDEKAVAAE 

QRANDYMDGDVEDPEYKPAPA 

IFKDDIEDDVSSPGDLVIADGDG 

QLMEGDKVYWPTQSALTTRLR 

RLITAYQRTNKNRQ1QQ1Q 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
bod 


SEQ ID NO: 
in USSN 
09/540 M7 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 

deletion. \ = EM>SCihlr nnrlmtirlp incprfirtn) 


21241 


51609 


A 


21368 


1 


530 


AEADA1IQMVREGQRARRQQQ 

AATSESSQSEASVRREESPMDV 

DQPSPSAQDTQSIASDGTPQGVE 

KEKEERPPELPLLSEQL\ALDEL 

WDMLGECLKELEESHDQHAVL 

ETH RT VLNQ1LRQSTTH LA DG P 

FAVLVDYIRVLDFDVKRKYFR 

QELERLDEGLRKEDMAVHVRR 

DHVF 


21242 


51610 


A 


21369 


1 


217 




2-1243--- 


51611 * 


A — 


21370. 


274 


599 


PVSKESRVAPLCDFCLPF1QSES 

SQSEASVRREESPMDVDQPSPS 

AQDTQSIASDGTPQGEKEKEER 

PPELP/LLSEQLSLDELWDMLGE 

CLKELEESHDQHAVLVLQPA 


21244 


51612 


A 


21371 


2 


731 


TPTPPT A PTPVTSA PAL V A ATA I 

STIVVAASTTVTTPTTATTTVSI 

SPTTKGSKSPAKVSDGGSSSTD 

FKMVSSGLTENQLQLSVEVLTS 

HSCSEEGLEDAANVLLQLSRGD 

SGTRDTVLKLLLNGARHLGYT 

LCKQJGTLLAELREYNLEQQRR 

AQCETLSPDGLPEEQPQTTKLK 

GKMQSRJASGLGSASSJQAAVR 

QLEAEADA1IQMSESSQSEASVR 

REESPMDVDQPSPSAQDTQSIA 


21245 


51613 


A 


21372 


208 


423 


LYVKPTAPPK*AL*SEGLE*MSP 
QCLWQGLQQGKAQKKLLEVP 
NKLTQTIN*PANVL1LA*GGSSS 
YRPPHK 
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SEQ ID 


SEQ II) NO: 


Mel 


SEQ ll> NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, ^possible nucleotide insertion) 


21246 


51614 


A 


21373 


1 


2002 


MPQLPGISLPEGVDPSFLAALPD 

Dl RREVLQNQLG 1 RPPTRTAPST 

NSSAPAVVGNPGVTEVSPEFLA 

ALPPAJQEEVLAQQTAEQQRPE 

LAQNASSDTLMDPVTLIQTLPS 

DLRRSVLEDMEDSVLAVMPPD1 

AAEAQALRREQEARQRQLMHE 

RLFGHSSTSALSAILRSPAFTSR 

LSGNRGVQYTRLAVQRGGTFQ 

MGGSSSH\NRPSGS\NVDTLLRL 














RGRtLLDHEALSCLtVLLFVEiE 

PKLNTSRLHRVLRNLCYHAQT 

RHWV1RSLLSILQRSSESELCIET 

PKLTTSEEKGKKSSKSCGSSSHE 

NRPLDLLHKMESKSSNQLSW/L 

SSVSMDAALGFR\TNIFQIQRSG 

G RKHTEKH ASGG ST VH I HPQ A 

APVVCRHVLDTLIQLAKVFPSH 

FTQQRTKETNCESDRERGNKA 

CSPCSSQSSSSGICTDFWDLLVK 

LDNIVTNVSRKGKNSVKSVPVSA 

GENKVSEAQANSGSGASSTTTA 

TSTTS ITITI AASTTPTPPTA PTP 

VTSAPALVAATAISTIVVAASTT 

VTTPTTATTTVS 1 SPTTKG SKS P 

AKVSDGGSSSTDFKMVSSGLTE 

NQLQLSVEVLTSHSCSEEGLED 

AANVLLQLSRRPARMLAMHW 

PSLYNVETEKTLALPNLIALQTS 

PFASGV1AKSSTDRLINQCAPV 

WRWR 


21247 


51615 


A 


21374 


1 


6384 


MVSPEPKTGHSIRNWLDELKDL 

PILHAYSNLPSSPAVDLAIHSSK 

EGRMDWTEGQVTGPVVRSAAT 

SGAGSTTSGVVSGSLGSREINYI 

LRVLGPAACRNPD1FTEVANCC 

IRIALPAPRGSGTGNGSSRJPRES 

APEMATAESLVEELSEDAAGG 

ASPGVELPALGCSELPAAEVSP 

TASSKNLET1CEYAYCMAMLPE 

TGLDPYPKRGFLDLTQERJWTD 

IPPSPGN1PTTHPLMVRHADHSS 

LTLGSGSSTT 


21248 


51616 


A 


21375 


1 


1356 




21249 


51617 


A 


21376 


80 


608 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
bod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, possible nucleotide 
deletion, \= possible nucleotide insertion) 


21250 


51618 


A 


21377 


298 


1374 


GRGDWPDILNLTQATASWTPR 

WCCLRKPVEAPSGGATEERTLS 

LTSLGLSMPADPCEGGARSCLV 

TESARGGLQNGQSVDVEETLPS 

EPENGALLRSERYQGPRRRACS 

ETLAESRTAVLQQRRAAQLPG 

GPAAAGEQRASPSKARLKEFLQ 

QCDREDLVELALPQLAQVVTV 

YEFLLMKVAESLGITEFLRKKEI 

HPDNLGPKHLSRDMDGEQLEG 

ASSVEKREREAAEEGLASVKRP 

RREALSNDVTTVESLAANSRGRE 

KPRPLHALAAGT1VSQEEDIVT 

VTD/GRGACLRMGPLEGVPLEA 

VESVVTVEPEPSQ*NGVRY*NS 

SDFIQRRSMASNVYFSNVNIAQ 

MNLLFIKNNVFL 


21251 


51619 


C 


21378 


354 


530 




21252 


51620 


A 


21379 


1 


1272 


MVLSEKASGSTLRGCTEERTLS 

LTSLGLSMPADPCEGGARSCLV 

TESARGGLQFLQQCDREDLVEL 

ALPQLAQVVTVYEFLLMKVAE 

SLG1TEFLRKKEIHPDNLGPKHL 

SRDMDGEQLEGASSEKREREA 

AEEGLASVKRPRREALSNDTTE 

SLAANSRGREKPRPLHALAAES 

HTTTVSGGNGSVFQAGPQLQA 

LANLEARRGSIGAALSSRDVSG 

LPVYAQSGEPRRLTQAQVAAFP 

GENALEHSSAQDTWDSLRSPGF 

CSPLSSGGGAESLPPGGPGHAE 

AGHLGKVCDFHLNHQQPSPTS 

VLPTEVAAPPLEKILSVDSVAV 

DCAYRTVPKPGPQPGPHGSLLT 

EGCLRSLSGDLNRFPCGMEVHS 

GQRELESVVCLSAETMAF*NFP\ 

MGA\MSYCL\RD\RSRFLFRLPM 

GLSCPLQVQ 


21253 


51621 


A 


21380 


90 


204 




21254 


51622 


B 


21381 


13 


423 
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SKQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unltnown, 
*=Slop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21255 


51623 


A 


21382 


1513 


2405 


RRAQYRRWWRRWRRRHREPE 

KEKRRHSRSHSRRRRTLIF*TQS 

RSRSRE*LHCQSRSR**FKSPRQ 

RRSHSRERGRSTARHYRSTVKER 

QQRRSRSGTRSPKKSRCPKRKL 

SLSPSPGKHKKKKKDKERNRY 

ERERSTSKKKSKDREKDQERKS 

ESDTDVKVTRVYDEEEQGYDT 

SQEIEMHADNPAAIQTVVLQRD 

DLQNGLLSTCRELSRATAELER 

A WREYDKLEYDVTVTRNQMQ 

EQLDHLGEVQCWCYRTEKYV 

MERGPEQDPKRAFLDFVQERIQ 

GESAVQSESKFIKTVKK 


21256 


51624 


A 


21384 


1 


180 




21257 


51625 


A 


21385 


3 


115 




21258 


51626 


A 


21386 




312 


LPTALLRSTMALLHSGRVLPGI 

AAAFHPGL/AA/AASARASSWW 

THVEMGPPDPILGVTEAFKRDT 

NSKKMNLGVGAYRDDNGKPY 

VLPSVRKFVTVQTISGTGAL 


21259 


51627 


A 


21387 


3 


395 


STMALLHSGRVLPG1AAAFHPC\ 

LAAAASARASSWWTHVEMGPP 

DPILGVTEAFKRDTNSKKMNLG 

VGAYRDDNGKPYVLPSVRKAE 

AQIAAKNLDLLPLLNVVCSLSS 

HTVSPAAQGGTRKEDILGFACC 


21260 


51628 


A 


21388 


1 


303 




21261 


51629 


A 


21389 


2 


425 


RPE*WKEIATVVKKRNLFALFD 

MAYQGFASGDGDKDAWALHH 

F 1 EQG 1 N VCLCQS Y A KN MGL YG 

EHVGAFTVVCKDADEAKRVES 

QLKILISPMYSNSPLNGAQIAST1 

PNTPVGLKVWVMGGLHDHPQ 

VMSDEKETTLRA 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 

sequence 


Met 
hod 


SEQ II) NO: 
in USSN 


Nucleotide 
location of first 

sequence 


Nucleotide location of last 
codon for last amino acid 
nf ncntide seauence 


Amino acid sequence ( X= Unknown, 
*=Slop codon, /= possible nucleotide 
deletion, \— possible nucleotide insertion) 


21262 


51630 


A 


21390 


3 


1508 


HEAGAGSLCVCPARPLLRPAAA 

HC PS Y RSTM A H ACTSG R V L PG \ 

AAAVFHPGLAAAASARASSWW 

THVEMGPPDPILGVTEAFKRDT 

NSKKMNLGVGAYRDDNGKAL 

PCCPSVRJCAEGPRLPQKIWDKE 

YL\PIGG\LAEFCKASAELALGE 

NNRSLERVGRFVTVQTHFWEL 

GALRI\GASFL\QRFFKFSRDVFL 

PKPTWGETTHPSFRDAG\MOL\ 

QGYR\YYDPKTCGFDFTGAVED 

ISK!PEQSVLL\LHACG/HNNPTG 

VDPRPEQWKEIATVVKKRNLF 

AFFDMAYQGFASGDGDKDAW 

A VRH Fl EQG IN VCLCQS Y A KN M 

GLYGERVGAFTMVCKDA\DES 

KRVESQLKILIRPMYSNPPLNG 

ARIA A A 1 LNTPDLRKQWLQE VK 

GMADR1MGHAGLQLVSNLQGR 

EG\STH\NWATHSPTKLGMFCF 

HRG*KLEQVERLIKEFSIYMTK 

DGRJSVAGVTSSNVGYLAHAIH 

QVTKY VSLVRGNG DN LS VLSL 


21263 


51631 


A 


21391 


1 


184 




21264 


51632 


A 


21392 


70 


253 




21265 


51633 


A 


21393 


1 


351 


VMEFYCQSCETAMCRECTEGE 

HAEHPTVPLKDVVEQHKASLQ 

VQLDAVNKRWGTLPKPPTGCL 

YLRPGLMASaQLTNQKASl/VD 

DIHSTFDELQKTLNVRKSVLLM 

ELEVNYGLKHK 
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SKQ Il> 

NO: 


SEQ ID NO: 
of peptide 

5CIJUCI1CC 


Mel 
bod 


SEQ ID NO; 
in USSN 


Nucleotide 
location of first 

cuuuii lor pepuue 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
ui pepuue >ctjucntc 


Amino acid sequence ( X=l)nkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblt nucleotide insertion) 


21266 


51634 


A 


21394 


208 


2546 


WLHCMQQQRAGSKTAGPP\CQ 

WSRMAS\EGTNIP\SLVVGQI\DK 

QFLICSICLERYKNPKVLPCLHT 

FCERCLQNYIPVAHSLTLSCPVC 

RQTSILPEKGVAALQNNFFITNL 

MDVLQ\RTPGSNAEESSILETVT 

AVAAGKP\LSCPNHDGNVMEF 

YCQSCETAMCRECTEGEHAEH 

PTVPLKDVVEQHKASLQVQLD 

AVNKRWGTLPKPPTGCLYLRP 

GLMASaQLTNQKASIVDDIHST 

FDELQKTLNVRKSVLLMELEV 

N YG LKH K VLQSQLDT\LLQGQE 

SIKSCSNFTAQTLNHGTETEVLL 

VKKQMSEKLNELADQDFPLHP 

RENDQLDFIVETEGLKKSIHNL 

GTILTTNAVASETVATGEGLRQ 

TI IGQPMSVTITTKDKDGELCKT 

GNAYLTAELSTPDGSVADGEIL 

DNKNGTYEFLYTVQKEGDFTL 

SLSLYDQHIRGSPFKLKVIRSAD 

VSPPTEGVKRRVKSPGSGHVKQ 

KAVKRPASMYSTGKRKENPIED 

DLIFRVGTKGRNKGEFTNLQGV 

AASTNGKIL1ADSNNQCVQIFSN 

DGQFKSRFG1RGRSPGQLQRPT 

GVAVHPSGDIIIADYDNKWVSI 

FSSDGKFKTKIGSGKLMGPKGV 

SVDRNGHIIVVDNKACCVF1FQ 

PNGKIVTRFGSRGNGDRQFAGP 

HFAAVNSNNEIHTDFHNHSVKV 

FNQEGEFMLKFGSNGEGNGQF 


21267 


51635 


A 


21395 


I 


591 




21268 


51636 


A 


21396 


3 


608 


LEGDQRWINTVSQALHLLSTLY 

GPFPNCYGIGRCAKMAYELWR 

NLEEEEDGETKGRRPEIGHIFLL 

DRGfCLCPAFLSSFSPRRHGNME 

GVVAKLKS*S*GCESQL*GAWV 

LGPMESIKAALGHAV*KAGSGR 

TFMVRDLCRDVDFVTALCSQV 

VYEGLVDDTFRIKCGKCYGPLH 

LGKMDGSSALAPATWGRVCGR 

DPHPE 


21269 


51637 


A 


21397 


268 


402 




21270 


51638 


A 


21398 


139 


452 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
Oy/^Wfl 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21271 


51639 


A 


21399 


1 


2497 


MGPVAAPLGLSLPATDGAHSV 

RGNSVLVPSGL1PKDYRSLKTQ 

YLQSYGPEHLLTFSNLRRAGLL 

TEQAPGDTLTAVESKVSKLVTD 

KAAGKITDAFSSLAKRSNFRAIS 

KKLNLIPRVDGEYDLKVPRDM 

AYVFGGAYVPLSCRIIEQVLER 

RSWQGLDEVVRLLNCSDFAFT 

DMTKEDKASSESLRL1LVVFLG 

GCTFSEISALRFLGREKGYRFIF 

LTT A VTN S A RLME A M SELPG K 

KDLFIETDLMSPLDR1ANVSLLK 

QHE VDKL YK VEN KPALSSNEQ 

LCFLVRPRIKNMRYIASLVNAD 

KLAGRTRKYKVIFSPQKFYACE 

MVLEEEGIYGDVSCDEWAFSLL 

PLDVDLLSMELPEFFRDYFLEG 

DQRWINTVAQALHLLSTLYGPL 

SQTCYG IGRCAKAMA YEFVEGT 

WEEEEDG RNPRARREGFGVH 1 F 

LL\DR\DVDFVDSTLLPKLVYEG 

LVDDTFRIKCGSVDFGPEVTSS 

DKSLKVLLNAEDKVFNEIRNEH 

FSNVFGFLSQKARNLQAQYDR 

RRGMDIKQMKNFVSQELKGLK 

QEHY\LLSLHIG\ACESIMKKKT 

KQDFQEXLIKTVEHALLEGFNIRE 

STSYIEEH1DRQVS\PIESLRLMC 

LLSITENGLIPKDYRSLKTQYLQ 

SYGPEHLLTFSNLRRAGVLLTEQ 

APGDNLTAVESKVSKLWTDKA 

AGKITDALSVSLAKRSQFRAISK 


21272 


51640 


A 


21400 


1 


216 




21273 


51641 


A 


21401 


2 


270 




21274 


51642 


A 


21402 


1 


600 


SGRALHASWAAGGVGAYSGRL 

RSDALEGESFA\LSF\SSASDAEF 

DAVVGYLEDIIMDDEFQLLQRN 

FMDKYYL\EFEDTEENKLIYTP\I 

FNEYISLVEKY!EEQ\LLQRUPEF 

NMAAFHHNITPSVPVCRHHKD 

EVAW*QYSAMLAPPFTRFSWA 

F*RNVFGTYRGRKKEGRGL\DL 

SSGLV\VTSLCKSSSL\PASQNNL 

RH 


21275 


51643 


A 


21403 


1 


297 
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SEQIO 

NO: 


SLQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 

UW54U*& 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \-possiblc nucleotide insertion) 


21276 


51644 

. ' ' * • *'!■-'■- 


A 


21404 


1 


1419 


MGAPLLSPGWGAGAAGRRWW 

MLLAPLLPALLLVRPAGALVEG 

LYCGTRDCYEVLGVSRSAGKA 

EIARAYRQLARRYHPDRYRPQP 

GDEGPGRTPQSAEEAFLLVATA 

YETLKIVFPELKIVKELTTLLMP 

SRAVWIIWSHKMSGGGAGPEL 

DIGYVPVLLHMPKRIGSGMDTS 

RSTTVIPVEIRNKEL1ALLVKAQ 

DRQEEETNYKLRPFNGLSYEVG 

YLVILQDEETRKDYDYMLDHP 

EEYYSHYYHYYSRRLAPKVDV 

RVVILVSVCAISVFQFFSWWNS 

YNKAISYLATVPKYR1QATEIA 

KQQGLLKKAKAKSKNNKVQR 

RNS*\EEEN 1 1 KN1IKSKIDIKGG Y 

QKPQICDLLLFQIILAPFHLCSYI 

VWHCRWIYNFNIKGKEYGEEE 

RLYIIRKSMKMSKSQFDSLEDH 

QKETFLKRELWIKENYEVYKQ 

EQEEELKKKLANDPRWKRYRR 

WMKNEGPGRLTFVDD 


21277 


51645 


A 


21405 


1 


1266 




21278 


51646 


A 


21406 


1 


739 




21279 


51647 


A 


21407 


i 


428 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 

•9 V \J U( II 


Met 
hod 


SEQ ID NO: 
inUSSN 
09/>40 2 1 7 


Nucleotide 
location of first 

sequence 


Nucleotide location of last 
codon for Inst amino acid 


Amino acid sequence ( X=lJnkno>vn, 
*=Stop codon, /^possible nucleotide 
ucit:iiuii t \— pussiDic nucieonuc insertion) 


21280 


51648 


A 


21408 


99 


2338 


MPEEVHHGEEEVETFAFQAEIA 

QLMSLirNTFYSNKEIFLRELISN 

AS\DALDKIRYESLTDPSKLDSG 

KELKIDIIPNPQEPYPGLWVDTG 

1G\MTKADLINNLGTIAKSGTKA 

FMEALQAGADISMIGQFGDGFY 

S\ANLVAKVKWVITKHP\DDEQ 

YAWESSAGGSFTVRADHGEPIA 

\RGTAQVILHLKEDQTEYLEERR 

V\QEVVKKH\SQF1GYPITLYLE 

KEREKE1SDDEAEEEKGEKEEE 

DKDDEEKPKI ED VGSDEEDDSG 

KDKKKJKTKKIKEKYIDQEELNK 

TKPIWTRNPDDIT\QEEYGEFYK 

SLTNDWEDHLAVKHFSVEGQL 

EFRALLFIPRRAPFDLFENKKKK 

NNIKLYVRRVFIMDSCDELVPE\ 

YLNFIPGVVDSEDLPLNIFRKML 

QQNK/ILWKVIRKNIVKKCLELF 

SELAEDKENYKKFYEAFSKNLK 

LGIHEDSTN\RRRLSELLRYHTS 

QSG\DEMTSLSEYVS\RMKETQ 

MSIYYITGESK\EQVANSAFVER 

VRKRGFEVVYMT\EPI\DEYCVQ 

QLKEFDGKKLVVSVTKEGLELP 

EDEEEKKKMEESKAKFENLCK 

LM K£I LDKK VEK\ VTI S\N RL\ VS 

SPCVCIGHKHLGAGQALIERDHE 

KPRALRDHPPQGGIMMGKKAP 

*ESPPDHPHFVETRAGRKADAR 

QVM1RAVKD/LWWVLLV*NPP 

LLSSGRSLEDPQT/HTPNRIYRI 


21281 


51649 


A 


21409 


1 


426 




21282 


51650 


A 


21410 


1 


1305 




21283 


51651 


A 


21411 


446 


3180 


VAVRLGSASQFPSGARPQLPRP 

PSWSSSIHSPISTTGLSESTDSDS 

KSGLRG FS A YNPSSRI PKSTTSS 

NSSDGAVTASNQDTGIPWVLV 

TGPTPPVNSPVESLQGSAFSSGF 

STPRGLVKGPTLPPDSNLTSVSD 

YTWIFVRGPPIPNDLSQVSIQAP 

PTPSNTPECQYKGLPHPQCPASP 

GVWYQDHLYPITFPQCRHKHL 

LHPITSPQCQGRRLPPPQCLTLR 

GVQYKNLLHPVILSSCRHKDIL 

NLITLAE 
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si:q id 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide localion of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


21284 


51652 


A 


21412 


24 


667 


MLPWLNCITTGVPWTPTSKRW 

LRNSKVCDCCDKTPSNAFSLLS 

VPPTTTSPASLAWWSGCARLLD 

LGSSSLMMSPTMASPACRPWL 

GQRWRLISGSWAWAIVPVT*VP 

VPEPSWKNRAG*PGCSSYESPH 

MRRPTRPSASCLEWAPRASLA 

MHLMATSFCVLLSSARITSEKA 

PLSGEGIHKVKNWNPSFPPASPP 

FPMGSVTTAGPRTWMTLP 


21285 


51653 


A" - 


214 13' 


1 


304 • 


RAQVLPARCYPGSTVSPLGFRG 

LPLPRGGSEIPRCATAATRPHR 

MPFLFYLFLQQQHRPHHWHGG 

AAVPGFWTSAHPAVCDVTYHGF 

PSLQALAGPPWQCI 


21286 


51654 


A 


21414 


1 


7629 




21287 


51655 


A 


21415 


180 


423 




21288 


51656 


A 


21416 


17 


753 


QAHTRRAGGRAQVLPARCYPG 

STVSPLGFRGLPLPRGGSEIPRC 

ATAATRPHRMPFLFYLFLQQQH 

RPHH WHGG AA VPGFWTS A H PA 

\CDVTYHGFPSLQALAGPEVEA 

HLRKLGLGYRARYVSASARAIL 

EEQGGL/RLAAAATRVLI'GGP 

QGPLHPAWSGHQGG*LHLPDG 

PRQAPGCARGCPYVAHCPT*LQ 

LAPYHVPGEGTEPPDQQGTGKL 

FPEPVGTLC WLG PSALSGHHHF 

YDLSRTP 


21289 


51657 


A 


21417 


17 


1087 


QAHTRRAGGRAQVLPARCYPG 

STVSPLGFRGLPLPRGGSEIPRC 

ATAATRPHRMPFLFYLFLQQQH 

RPHHWHGGAAVPGFWTSAHPA 

\CDVTYHGFPSLQALAGPEVEA 

HLRKLGLGYRARYVSASARAIL 

EEQGGL/RLAAAATRVL1*GGP 

QGPLHPA WSGHQGG* LHLPDG 

PRQAPGC ARGCPYVAHCPT* LQ 

LAPYHVPGEGTEPPDQQGTGKL 

FPEPVGTLCWLGPSGWIRCLLK 

NYRLLPLDLEGLLGNAFDGHQ 

LLRPLIFCQDHLREGPPIGRGDS 

QGEELEPQLPSSLSSIPYGFCDH 

CWTKDVDDPPLVTHPSPGSRD 

GHMTQAWPVKVVSPLATV1GH 

VMQASLLAL 
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StQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ II) NO: 

in USSN 


Nucleotide 
location or first 
coaon lor pcpiiuc 
sequence 


Nucleotide location of last 
codon for last amino acid 

oi pcptiuc dci|ucmc 


Amino acid sequence ( X=Unknown» 
*=Stop codon, /-possible nucleotide 
uciciiuiif nucicuiiuc inbcriiunj 


21290 


51658 


A 


21418 


3 


1584 


TQKNTAVRAHRLWGREK.ISRK 

EGAGPTPQESRRIGARSGALMT 

RKGRGMQEVEELSETGKVVKQ 

HRVGEALRVVVLVWAGSLG/D 

RRGLVLGRRGYYGAVPAVEMP 

A RA LLPRRMG H RTL ASTP A L W 

AS1PCPRSELRLDLVLPSGQSFR 

WREQS PA H WSG VL A DQ V WTL 

TQTEEQLHCTV Y RG DKSQ ASRP 

TPDELEAVRKYFQLDVTLAQL 

YHHWGSVDSHFQEVAQKFQG 

VRLLRQDPIECLFSFICSSNNNIA 

RJTGMVERLCQAFGPRLIQLDD 

VTYHGFPSLQALAGPEVEAHLR 

KLGLGYRARYVSASARAILEEQ 

GGLAWLQQLRESSYEEAHKAL 

C1LPGVGTKVADC1CLMALDKP 

QAVPVDVHMWHIAQRDYSWH 

PTTSQAKGPSPQTNKELGNFFR 

SLWGPYAGWAQAGLLGNAFD 

GHQLLRPLIFCQDHLREGPPIGR 

GDSQGEELEPQLPSSLSSIPYGF 

CDHCWTKDVDDPPLVTHPSPG 

SRDGHMTQAWPVKWSPLATV 

IGHVMQASLLAL 
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SEQID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
couun in* pcpnuc 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
ucttimii, * |/uA9iuic iiuliluiiuc insertion) 


21291 


51659 


A 


21419 

r_- * t ■ 


837 


2785 


WTRMLFAVSCNDGECQNSNVI 

LFCDMCNLAVHQECYGVPY1PE 

GQ WLCRRCLQSPS R A V DC ALC 

PN KGG A FKQTDDG R W A H VVC 

ALWIPEVCFANTVFLEPIDSIEHI 

PPARWKLTCYiCKQRGSGACIQ 

CHKANCYTAFHVTCAQQAGLY 

MKMEPVRETGANGTSFSVRKT 

AYCDIHTPPGSARRLPALSHSE 

GEEDEDEEEDEGKGWSSEKVK 

KA K A KSR1KM KKA RK I L AEKR 

AAAPVVSVPC1PPHRLSKITNRL 

TIQRKSQFMQRLHSYWTLKRQ 

SRNGVPLLRRLQTHLQSQRNCD 

QVGRDSEDKNWALKEQLKSW 

QRLRHDLERARLLVELIRKREK 

LKRETIKVQQIAMEMQLTPFLIL 

LRKTLEQLQEKDTGNIFSEPVPL 

SEVPDYLDHIKKPMDFFTMKQ 

NLEAYRYLNFDDFEEDFNLIVS 

NCLKYNAKDTtFYRAAVRLRE 

QGGAVVRQARRQAEKMGIDFE 

TGMHIPHSLAGDEATHHTEDA 

AEEERLVLLENQKHLPVEEQLK 

LLLERLDEVNASKQSVGRSRRA 

KM I ICKEMT A LRRKL AHQRETG 

RDGPERHGPSSRGSLTPHPAAC 

DKDGQTDSAAEESSSQETSKGL 

GPNMSSTPAHEVG\GEPQFCSP 

KRTRRQ/HGPPKRPGRPPKNRES 

QMTPSHGGSPVGPP/RAPHHEFP 

ASAQAG*EPQFCSPKRTRRQLD 


21292 


51660 


A 


21420 


1 


2625 


MENKITGYTTVDISQWHRXEHF 

EAFQSVAQCTYNQTVQLD1TAF 

LKTVKKNKHKFYPAFIHILARL 

NfNAHPEFRMAMKDGELVIWD 

SVHPCYTVFHEQTETFSSLWSE 

YHDDFRQFLHIYSQDVACYGE 

NLAYFPKGFIENMFFVSANPWV 

SFTSFDLNVANMDNFFAPVFTM 

GKYYTQGDKVLMPLAIQRDSE 

DKNWALKEQLKSWQRLRHDL 

ERARLLVELIRKREKLKRET1KV 

QQIAMEMQLTPFLILLRK 



2718 



WO 01/075067 PCT/US01/0863I 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oftast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkn»wn, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


21293 


51661 


A 


21421 


164 


1401 


PPKGRGMQEVEELSETGKVVK 

QHRVGEALRVVVLVWAGSLG/ 

DRRGLVLGRRGYYGAVPAVE 

MPARALLPRRMGHRTLASTPA 

LWASIPCPRSELRLDLVLPSGQS 

FRWWREQSPAHWSGVLADQV 

WTLTQTEEQLHCTVYRGDKSQ 

ASRPTPDELEAVRJCYFQLDVTL 

AQLYHHWGSVDSHFQEVAQKF 

QGVRLLRQDP1ECLFSF1CSSNN 

NIARITGMVERLCQAFGPRLIQL 

DDVTYHGFPSLQALAGPEVEA 

HLRKLGLGYRARYVSASARAIL 

EEQGGLAWLQQLRESSYEEAH 

KALCILPGVGTKVADCICLMAL 

DKPQAVPVDVHMWHIAQRDY 

SWHPTTSQAKGPSPQTNKELGN 

FFRSLWEPYAGWAQATPPSLQ 

VLFSADLRQSRHAQEPPAKRRK 


21294 


51662 


A 


21422 


751 


2107 


SSEHPRELHRJPISWAMSELKDC 

PLQFHD\FKSVDHLKVCPRYTA 

VLARSVEDDGIGIEELDTLQLEL 

ETLLSSASRR\LRVLEAETQ1LT 

D\WQDK\KGDRRFLKLG\RDH\E 

FGAPPKHGKPKK\QKLE\GKAG 

HGPGP\CPGRPKSKNLQPK\IQE 

YEFTDDPIDVPR1PKNDAPNRF 

WASVEPYCADITSEEVRTLEEL 

LKPPEDEAEHYKIPPLGKHYSQ 

RWAQEDLLEEQKDGARAAAV 

ADKKKGLMGPLTELDTKDVDA 

LLKKSEAQH EQPEDGCPFG A LT 

QRLLQALVEENIISPMEDSPIPD 

MSGKESGADGASTSPRNQNKP 

FSVPHTKSLESR1 KEELI A\QALL 

♦AGDLLAKDSEDEVLAELRKR 

QG\EL\1CALSAHNRTKKA\DLLR 

LAKEEVS RQE\LRQR\VRRA ERE 

GMDAFRKIHGLPGRRKRMSPPK 

K\EKDQAWKNS*KEREEHP 


21295 


51663 


A 


21423 


107 


331 





2719 



WO (» 1 /075067 PCT/LSO 1 /0863 1 



SEQID 
NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
Uy/540 t 217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Un known, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


21296 


51664 


A 


21424 


387 


1071 


NNPEWRTLIYVDKENGEPGTR 

VVAKDGLKLG\SGPSIKALDG\R 

SQVSVTPRFG KTFDA PTQPY LKL 

PRKALG\TVNR\TTEKSVKDPGD 

PSNKKQPKLFRPKKDGPEEGLL 

KAKKPLFPG LQD* CPIPEI RK1 P F 

PFNPS*TLRSF*PCPEEHPDCGTF 

PL*VGV\PLMIPLTREREL*KSW 

FQLGPPFHLWKDGPLPPWGIPIC 

LQFSFQGISVRTWGV\DLPPVCC 

DID! v ^ — * ' 


21297 


51665 


A 


21425 


480 


1270 


RSVKKVGAQRPGSGGGWGGN 

EGWVPQATAPGWAYTHVLFLY 

LFVTTPISAALRADGFGDNPFY 

HCLVAEILPAPGKLLGKSTWPL 

EVHLSSRPQRSPHRLPEALLPFS 

LSQG/HCVVGYGIYYFIYSTWK 

GRTIYLEDIYVMPEY/RGYWAE 

AEAGVGAKHPTDPTVIPCPQSP 

AGVIF*SPSAQTIAIFCLFLSTTG 

QGIGSKI1KKVAEVALDKGCSQ 

FRLAVLDWNQRAMDLYTCALG 

AQDLTEAEGWHFFCFQGEATR 

KLAGK 


21298 


51666 


A 


21426 


182 


797 


LPFARPWDFGPRQRGSGWLPC 

GSREAKEGDCGDIL\RLIRVKTA 

GPELAEFEKLFGSGERSVEEAL 

ESRLAFGDNPFYHLFW*AEILP 

APGESYWG/HCVVGYGIYYF1Y 

STWKGRTIYLEDIYVIAGN1GV 

QGIGSQK* SKKVXAE V A LG 1 RGC 

SPNFRLARPLD\WNPEGPWDLY 

KAPRSPKI* RKLEG WHFFCFQG 

EATRKLAGK 


21299 


51667 


A 


21427 


224 


490 


QAGFISARMITWR*ANRRSTWR 
SYRRKSGRTANCPPISPPACSRC 
SAPIFIPKNGWWRAMVAPLKW 
PSTGAFNRLFVPLLTWWRSPDR 


21300 


5166S 


A 


21428 


301 


773 


HGPGTQQRPRS1WRMPQ*ARPG 

GRSLAVGGGPRPRAAGGFP*VA 

SRARRCQRVAHGCHCAFSPLSP 

ALLSQDAGLCQSRPLLLGQRRC 

LSQEVWSGLGNVHFCQPPEDA 

ATTPSCPEALTAQGQQASVCDR 

VSHRFSTWSMVRCSDRTEGQR 

LQTLGD 


21301 


51669 


B 


21429 


1 


1380 





2720 



WO 01/075(167 



PCT/US01/Q8631 



SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \= possible nucleotide insertion) 


21302 


51670 


A 


21430 


1 


1660 


AGVLASHPNSTDVHIINLSLTFH 

GQELLSDTKLELNSGRRYGLIG 

LNGIGICSMLLSAIGKREVPIPEH 

IDIYHLTREMPPSDKTPLHCVM 

EVDTERAMLEKEAERLAHEDA 

ECEKLMELYERLEELDADKAE 

MRASRILHGLGFTPAMQRKKL 

KDFSGGWRMRVALARALFIRPF 

MLLLDEPTNHLDLDACVWLEE 

ELKTFKRILVLVSHSQDFLNGV 

CTNIIHMHNKKLKYYTGNYDQ 

YVKTRLELEENQMKRFHWEQD 

QIAHMKNYIARFGHGSAKLAR 

QAQSKEKTLQKMMASGLTERV 

VSDKTLSF YFPPCG KI PPPV1M V 

QNVSFKYTKDGPCIYNNLEFGl 

DLDTRVALVGPNGAGKSTLLK 

LLTGELLPTDGMIRKHSHVKIG 

R YHQH LQEQLDLDLSPLEYMM 

KCYPEIKEKEEMRKMGRYGLT 

G\KQQVSPIRNLSDGQKCRVCL 

AWLAWQNPHMLFLDEPTNHL 

D I ETIDAL A DA IN EFEGGMML V 

SHDFRLIQQVAQEIWVCEKQTI 

TKWPG\DIL\AYKEHLKSKLVD\ 



2721 



WO 01/075067 



PCT/USO 1/08631 



SEO >» 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEO »> NO: 
in USSN 
0W540,Z 1 7 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of Ins l 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


21303 


51671 


A 


21431 


78 


2022 


NNSNLPLWVI1MPSDLAKKKAA 

KKKEAAKARQRPRKGHEENGD 

VVTEPQVAEKNEANGRE/TTRE 

VDLLTKELEDFEMKJCAAARAV 

TGVLASHPNSTDVHIINLSLTFH 

GQELLSDTKLELNSGRRY\GLIG 

LNGIGIGKSMLLFAIGKREVPIP 

EH1D1YHLTREMPPSDKTPLHCV 

MEVDTERAMLENEAERLAHED 

AECEICLMELYERLEELDAD*AE 

MRASRIVLHGLGFTPAMQRKKL 

KDFSGGWRMRVALARALF1RPF 

MLLLDEPTNHLDLDACVWLEE 

ELKTFKRJLVLVSHSQDFLNGV 

CTN 1 1 HMHNKKLK Y YTGN YDQ 

Y VKTRLELEENQM KRFH WEQD 

QIAHMKNYIARFGHGSAKLAR 

QAQSKEKTLQKMMASGLTERV 

VSDKTLSFYFPPCGKIPPPVIMV 

QNVSFKYTKDGPCIYNNLEFGI 

DLDTRVALVGPNGAGKSTLLK 

LLTGELLPTDGMIRKHSHVKIG 

RYHQHLQEQLDLDLSPLEYMM 

KCYPEIKEKEEMRKIIGRYGLT 

GKQQVSPIRNLSDGQKCRVCLA 

WLAWQNPHMLFLDEPTNHLDl 

ETIDALADAINEFEGGMMLVSH 

DFRLIQQVAQE1WVCEKQTITK 

WPG Dl LA YKEHLKSKL VDEEPQ 

LTKRTHNVCTLTLASLPRP 


21304 


51672 


A 


21432 


313 


599 




21305 


51673 


A 


21433 


737 


1006 


DNPVVFVFGSVYMLDYVY*FS 
YVEPPLHPWDEAHLIMVDKLF 
DVLLDSVCQYFIEDFCINVNQG 
Y WS KILFFCC1 S A RL WYQDD AG 


21306 


51674 


A 


21434 


1108 


1260 


GVNRNLSCFLLWAFSAIHFPLH 

TALNVSQRFWYVVSLFSLVSK 

NIFISAF 


21307 


51675 


A 


21435 


804 


917 




21308 


51676 


A 


21436 


158 


298 




21309 


51677 


A 


21437 


1 


1068 




21310 


51678 


A 


21438 


1 


1188 




21311 


51679 


A 


21439 


122 


352 




21312 


51680 


A 


21440 


647 


662 


1CGVISEGSVLFH*SISLFWYQY 

HAVLVT/DSLVV*FEVT*HDASS 

FVLLA*DRRPEGSSPKSP 


21313 


51681 


B 


21441 


53 


692 




21314 


51682 


B 


21442 


1 


925 




21315 


51683 |A 


21443 


606 


900 





2722 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mcl 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 

coaon lur peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
oi pcpiiuc sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 

ucicuon» \— pubsioic nucleotide insertion) 


21316 


51684 


A 


21444 


33 


852 


CWKFWARAN*AGGITLPDFKL 

YYKATVTKTAWKFHFTMFGV 

DLKETCTAPSLWKDLALNTVE 

LVCKLCVRQVEGARQIFQLNCT 

VSE 


21317 


51685 


A 


21445 


3 


795 




21318 


51686 


A 


21446 


475 


1023 


CWFSAGDGGLPGPDYGQDFAA 

HPAGAGALYKCRDLINDNILRT 

VSCQSHDDGDIRGMAFARQ*Q 

RPVQI DHMMARRG * * A ATFQPI 

NKTFSG1HWPHGMRTGGTNPN 

FENIECTNHIHTLGLPFSEVERN 

DCDGFNFQLH1FRQTRDLHTAP 

GRJGRLMLIEELLIDFVDGGK1I 

QIGDKHGH 


21319 


51687 


A 


21447 


1637 


2020 


PSSEEFTGGPARGFPERARAQL 

TGRTPGQRTQLDNDLLTKSTP 

WRGVMGPTLLPGLLAGPFQPL 

GHTGPFYPQGFRWQKTHWVRL 

AQAHWQF*LGQFRGPKTADGG 

GSKGPGLSASHGAKHHVITYV 


21320 


51688 


A 


21448 


1051 


1185 




21321 


51689 


A 


21449 


1290 


2025 




21322 


51690 


B 


21450 


I 


1410 




21323 


51691 


A 


21451 


3269 


3678 


SLSIRLATAPCWLRYFASSRRPQ 

PTRSAGSVTDSSVTASASSPG*R 

*NASP\CRERSHRSSRGQARRSL 

HLWDRSDR*TLPCDHGRCCHA 

NDQQVGFAGNYSTAGQT*RWT 

GFTAGHAGRDINKSADKLPAT 

AGKR 


21324 


51692 


B 


21452 


2655 


2825 




21325 


51693 


A 


21453 


I 


896 


MGDFNTPLSTLDRSMRQKVNK 

DTQELNS A L HQ ADLI DI YRTLH 

PKSTEYTFFSAPHHTYSKJDHIL 

GSKALLSKCKRTEIITNYLSDHS 

A 1 KLELRIKNLTQN HSTTWKLN 

NLLLSDYWVHNEMKAEIKMFF 

ETNENKDTTYQNLWDAFKAVC 

RGKFIALNAHKRKQERSKIDTL 

TSQLKELEKQEQTH S KA S RRQE 

ITKIRAELKEIETQKTLQKINESR 

SWFFERTNKIDRPLARLIKKKRE 

KNQIDTIKNDKGDITTDPTEWK 

LPSENTTNTSTQIN*KI*KKWrN 

SSTHTLSQD 



2723 
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SEQ ID 

NO: 


SEQ II) NO: 
or peptide 

c^niiAtirp 
3Ct|UCIHC 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 

sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
utictHHi, v-pua&iuic nucieoiiuc insertion) 


21326 


51694 


A 


21454 


23 


559 


TPGLRQSSLSPSAFASQNAGVS 

GIGGFLVSLTSRMKPWTLAMFR 

CVWSFFLLVGSWSCWLQE*SC 

RPSQ* VSQFL/NSS ASG V VCCSC 

LELFVPPGGFVVSLASRVKLQT 

FTVSVTAHKGGVDPKSEQQQD 

LVQKAKEHSFCSVEADLSGLPL 

LAGAACFYSLMEPHPHPADWSI 

LQRAD 


21327 


51695 


A 


21455 


26 


323 




21328/: 


51696: 


A - 


21456 - 


221 


734 


i i - * ■!■■-. 


21329 


51697 


A 


21457 


293 


2103 


PCHSALSSPLPHRDCIALCFLNS 

GTSFVAGFAIFSILG\FMF\QEQG 

VPISEVAESGPGLAFIAYPRAVV 

MLPFSPLWACCFFFMVVLLGL 

DSQFVCVESLVTALVDMYPHV 

FRKKNRREVLILGVSVISFLVGL 

IMLTEGGMYVFQLFDYYAASG 

MCLLFVA1FESLCVAWVYGAK 

RFYDNIEDMIGYRPWPLIKYCW 

LFLTPAVCTATFLFSLIKYTPLT 

YNKKYTYPWWGDALGWLLAL 

SSMVC1PAWSLYRLGTLKGPFR 

E VHPVSI RMTK VAGTAG LSGN 

VGPRCDLSRiEELPDGGTRCGM 

DSRVSGTTSNGETKPVYPVME 

KKEEDGTLERGHWNNKMEFVL 

SVAGEHGLGNVWRFPYLCYKN 

GGVVGFYNSIKN1PILQRVILFV 

RIHNMLNKGQGVLAKCDAAK 

KIEEKEADAGSASVPGDVMRT 

KKLSFEGAWHPCLLVGLKLSD 

ALELRGGFISAR1AGPRAAESDS 

VGLERELRVCIANKLPGEADAA 

GPGTTFWKHCSMPITDGADAV 

EGRNTQEAFFRQLNPEAAFLHF 

MEMVDTNALHVHGIHTRKNHP 

GQKEAAHSQHGTFPIRWTLNLL 

KRTFQKGNRAEPNSPAM 


21330 


51698 


A 


21458 


1 


419 


MKLRTLAVSATALKVARLEFV 

PFDVRMCSEFLSSGVKLQTFAV 

SVTALNALRLELFVPPGGLMVS 

LASGVKLQIFTVSVTAHKSSVD 

PKTLG/CVDGTGRRGAGGGAH 

RGGLGRTGAHGGGGRLRHGGL 

QVSSPAPRKGS 



2724 



WO 01/0750(57 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
•n USSN 


Nucleotide 
location of first 

couon lur pepuue 
sequence 


Nucleotide location or last 
codon Tor last amino acid 

Ol |rcpiitic SC(|UCIICC 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /^possible nucleotide 
ueiciion t \— possioie nucleotide insertion) 


21331 


51699 


A 


21459 


24 


1639 


GG M DSR VSGTTSNG ETKPVYP 

VMEKKEEDGTLERGH\\ / NNKN1 

EFVLSVAGEUGLGNVWRFPYL 

CYKNGGGAFFIPYLVFLFTCGIP 

VFLLETALGQYTSQGGVTAWR 

K1CPIFEGIGYASQMIVILLNVY 

YIIVLAWALFYLFSSFTIDLPWG 

GCYHEWNTGNWVDVVE/HGG* 

GEWCGNGSNTPHVCR/VTGWT 

W*SRWLKGMVWEWIQHTPCV 

QGTGWTW*STWLKG/PGNRVD 

VVEHVAEGNGVGMDPTHPTCA 

GNRVDVVEQVAEGNEHCMEF 

QKTNGSLNGTSENATSPV1EFW 

DSPPGPQFVCVECLVTASIDMF 

PRQLRKSGRRELLILTIAVMCY 

LIGLFLVTEGGMYIFQLFDYYA 

SSGICLLFLSLFEVVCISWVYGA 

DRFYDNIEDMIGYRPWPLVKIS 

WLFLTPGLCLATFLFSLSKYTPL 

KYNNVYVYPPWGY\SIGWFLA 

LSSMVCVPLFVVITLLKTRGPFR 

KVGGVGESDLLKEGTERGWT 

WGRTHNWGQGADTNSECGAA 

LQSH RJ LTRRTLKTS P V A FQKC S 


21332 


51700 


A 


21460 


I358 


4787 


RRCYCGIWSRYLLKRLWKWIS 

GEGWAEKDSARRRGICTFWLE 

FE/VTCLS WNSLF/Y AHIN VDISG 

M KVP WL Y VGMCFSSFC WHIED 

HWSYSINYLHWGEPKTWYGVP 

SHAAEQLEEVMRELAPELFESQ 

PDLLHQLVTIMNPNVLMEHGV 

PVYRTNQCAGEFVVTFPRAYHS 

GFNQGYNFAEAVNFCTADWLP 

1GRQCVNHYRRLRRHCVFSHEE 

LIFKMAADPECLDVGLAAMVC 

KELTLMTEEETRLRESVV 


21333 


51701 


A 


21461 


l 


5773 


M EEK PLK VKG K DSSEKJCRKRK 

LEKVEQLFGEGKQKSKELKKM 

DKPRKKKLKLGADKSKELNKL 

AKKLAKEEERKKKKEKAAAAK 

VELVKJESTEKKREKKVLDIPSK 

YDWSGAEESDDENAVCAAQN 

CQRPCKDKVDWVQCDGGCDE 

WFHQVCVGVSPEMAENEDYIC1 

NCAKKQGPVSPGSHKAVITVV 

VKAVSYLKFEEESTSELMWLL 

AAFSSFWVVGIKALDFVWPLA 

REEKEIGDNKDLERNKIGVNM 



2725 



WO 01/0751)67 PCT/US01/08631 



SEQID 

NO: 


SEQID NO: 
of peptide 

Cf*si tn*nrt* 
Jl-tf UCIll t 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 

rAflfin fnr n^ntifti* 

tVUVII IUI |Jv|SIIU(. 

sequence 


Nucleotide location of lasl 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
ucieiion, \— possioie nucicotifle insertion) 


21334 


51702 


A 


21462 


85 


1333 

j . , • . - 


STSRALSGAQRFGRJLIDHGARV 

PALLLLLLPL\VHVSATTPEPR\E 

LDDEDFRCVCNFSEPQPDWSEA 

FQCVSA\VEVE1HAG\GLNL\EPF 

LK\RVDADADPRQYA\DTVKGF 

PR/VRRASQVGAAQVPA\QLLV 

GALRWLAWSRFKELTLEDLKI 

TG\TMPPLPLEATGLALS\SLRLR 

NVSW\ATGRSWL\AEL\QQWLK 

PG\LKVLSIAQAHSPAFSCEQVR 

CFPGPSPA*DLSDNPGTGANAE 

LMAALCPHKFPA\IQNL\ALRNT 

GNGRRPQGVCAALAAAGVQPH 

SLDVSHNSLRANRNPS\AP\RCM 

\WSNA\LNSPQICRFAGAGTGVP 

KG PA P AKLAR V LRSS ACNRL\N R 

A\PQPWTSLPE\VDNLGQLDGNP 

FPGSPGTGPSPTEGSMMSGVVP 

SLCNVRTCRVGVSGTLVLLQG 

ARGFA 


21335 


51703 


A 


21463 


1640 


5804 


TITGSSPLAGGHHSTCRGRMDM 

VENADSLQAQERKDILMKYDK 

GHRAGLPEDKGPEPVGINSSIDR 

FGILHETELPPVTAREAKKIRRE 

MTRTSKWMEMLGEWETYKHS 

SKLIDRVYKGIPMN1RGPVWSV 

LLNIQEIKLKNPGRYQ1MKERG 

KRSSEHIHHIDLDVRTTLRNHV 

FFRDRYGAKQRELFY1LLAYSE 

YNPEVGYCRDLSHITALFLLYL 

PEEDAFWALVQLLASERHSLPG 

FHSPNGGTVQGLQD 


21336 


51704 


A 


21464 


1 


960 




21337 


51705 


A 


21465 


1 


1317 




21338 


51706 


A 


21466 


1 


3393 




21339 


51707 


A 


21467 


2745 


6141 


QGSKGTCHPQAQQPWDEGVW 

QEAPSQSEPWGQSQEPPTMPQR 

LPHARQHTPLPLGSADYRRVVS 

VRPQG PH RDPKDS RD A A KREQ 

GSLAPRPVPASRGGKTLCKGYR 

QAPPGPPAQFQRPICSASPPWAS 

RFSTPCPGGAVREDTYPVGTQG 

VPSLALAQGGPQGSWRFLEWK 

SMPRLPTDLDIGGPWFPHYDFE 

RSCWVRAISQEDQLATCWQAE 

HCGEVHNKDMSWPEEMSFTAN 

SSKJDRQKVPTEKGATGL 


21340 


51708 


A 


21468 


65 


320 




21341 


51709 


A 


21469 


3 


505 
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WO 01/0750(7 PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Slop codon, /<=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21342 


51710 


A 


21470 


2 


1756 


CRCHSELSGSSLVCCTRGIGGAI 

GAVGFRSQAASTLAGQPDGNG 

VCVHAGNSRIFVPLPVGLEVKG 

FSHSAFTFGIESHISQSN1NGTLV 

PPSALISILQKGLQYVEAEIS1MK 

DGTVFDSRPIESLSLIVAVIPDV 

VQMRQQAFGEKLTQQQASAA 

A TEA S A M A KA ATM TP A A I SQQ 

NPPKNREATVNGEENGAHE1NN 

HSKPME1DGDVEIPPNKATVLR 

GHESEVFICAWNPVSDLLASGS 

GDSTARJWNLNENSNGGSTQL 

VLRHCIREGGHDVPSNKDVTSL 

DWNSDGTLLAMGSYDGFARJW 

TENAPALDVDWQNNMTFASCS 

TDMCIHVCRLGCDHPVKTFQG 

HTFCTC1ESICFWGGLRKLTTM 

TEGKRLRPKTFCSDGGALLPPA 

GRRPHLLTGPD1FFKRLSALFQN 

EVMAIKWDPSGMLLASCSDDM 

TLKIWSMKQDACVHDLQAHSK 

EIYTIKWSPTGPATSNPNSS1ML 

ASASFDSTVRLWDVEQGVCTH 

TLMKHQEPVYSVAFSPDGKYL 

ASGSFDKYVHIWNTQSGSLVHS 

YQGTGGIFEVCWMARGDKVGA 

SASDGSWCILWQLSGKQ 


21343 


51711 


A 


21471 


1 


1647 




21344 


51712 


B 


21472 


4 


267 




21345 


51713 


A 


21473 


1 


1824 




21346 


51714 


A 


21474 


33 


543 


TFEGANNFVGDPIVLPCNPPKG 
LPPLH I Y WM N 1 ELEH IEQDE R V 
YMSQKGDLYFANVGRKRDSRN 
DWCCFAVAFPRIKGLLYRKMPM 
/RN LT VNSSNS 1 KA KENPKLLLA 
SPLRSGSESSITILKGEILLLECF 
AEGLPTPQVDWNKIGGDLPKG 
REAKENYGKTLKIENVY 


21347 


51715 


A 


21475 


197 


516 


TYLAAGRTPTLDPWNQERCTM 
PSGS1WILETTHSSFGWVTVAH 
LSSDPKGCQF*VGSRIGEGSATD 
PAFCASCSATWTIRPSRSNGA*G 
VNG * * VC WLEPLAGPHR 



2727 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 



SEQ ID NO: 
of peptide 
sequence 



Met 
hod 



SEQ ID NO: 
in USSN 
09/540,217 



Nucleotide 
location of first 
codon for peptide 
sequence 



Nucleotide location of last 
codon for last amino acid 
of peptide sequence 



Amino acid sequence ( \=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 



21348 



51716 



21476 



1766 



MNVALTHIDTHHAEFEMALQA 
ALVWNTLRTAGGKKSVHLASA 
LL V H E 1 1 1 DG AN LTI SN VTLEDQ 
GIYCCSAHTALDSAADITQVTV 
LDVPDPPENLHLSERQNRSVRL 
TWEAGADHNSNISEYIVEFEGN 
(CEEPGRWEELTRVQGKKTTVI L 
PLAPFVRYQFRV1AVNEVGRSQ 
PSQPSDHHETPPA A PDRNPQN I R 
VQASQPKEMIIKWEPLKSMEQN 
GP\GLEYRVTWKPQGAPVEWE 
EETVTNHTLRVMTPAVYAPYD 
VKVQAINQLGSGPDPQSVTLYS 
GEDLPEQPTFLKV1KVDKDTAT 
LSWGLPKKLNGNLTGYLLQYQ 
I1NDTYEIGELNDINITTPSKPSW 
HLSMLNATTKYKFYLRACTSQ 
GCGKPITEESSTLGEGSVSLEKC 
ENKLIRNIGTKKQGTAIR1PENV 
E A A LELRKQQKLEECGC FRRRE 
NANEQQGVTEEFKQQNEKLRF 
LLLKIVILAVAREMTWNGEGR 
DLSEPSLTVVFADLSSPAYSLHT 
TMAQEPGPGLFLSLSTIPWP1SS1 
PMIHASVQVSWIPLLRNSLMVH 
IHSSLEQRNLKVHISKEQKKLNS 
VDS DLTDN PPTHT VN 



21349 



51717 



21477 



1440 



21350 



51718 



21478 



266 



3974 



RAMEPLLLGRGLIVYLMFLLLK 

FSKAIEIPSSVQQVPTIIKQSKVQ 

VAFPFDEYFQIECEAKGNPEPTF 

SWTKDGNPFYFTDHRI1PSMNS 

GTFRJPNEGHISHFQGKYRCFAS 

NKLGIAMSEE1EFIVPSVPKFPK 

EKIDPLEVEEGDPIVLPCNPPKG 

LPPLHIYWMNIELEHIEQDERV 

YMSQKGDLYFANVEEKDSRMD 

YCCFAAFPRLRT1VQKMPMKLT 

VNSLKHANDSSSSTEIGSKANSI 

KQRKPKL 



2728 



WO 01/075067 PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
or peptide 

acijucntzc 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 

rnrlnn fnr n^ntiftt 

sequence 


Nucleotide location of last 
codon Tor last amino acid 
of neotide seauence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \— possible nucleotide insertion) 


21351 


51719 


A 


21479 


1 


2421 


QAGAMASGSVAECLQQETTCP 

VCLQYFAEPMMLDCGHNICCA 

CLARCWGTAETNVSCPQCRETF 

PQRHMRPNRHLANVTQLVKQL 

RTERPSGPGGEMGVCEKHREPL 

KLYCEEDQMPICVVCDRSREHR 

GHSVLPLEEAVEGFKEQIQNQL 

DHLKRVTRLKFTDFLAQGEQA 

RAELLSLTH MEREKIV WEFEQL 

Y HSLKEHE Y RLL ARLEELDL A 1 

YMSINGAITQFSCNISHLSSLIAQ 

LEEKHQQPTRELLQDIGDTLSK 

AER1\RI PEPWITPPDLQEKIHIFA 

PKCLFLTESLKQFTEKMQSDME 

KIQELREAQLYSGGSIVGGHEP 

GEPRGIKAGYGTCNCFPEEEKC 

FCEPEDIQDPLCDELCRTVJAAA 

VLFSFVVSVLLSAFCIHCYHKF 

AHKPPISSAEMTFRRPAQAFPVS 

YSSSGARRPSLDSMENQVSVDA 

FKILEDPKWEFPRK.NLVLGKTL 

GEGEFGKVVKATAFHLKGRAG 

YTTVAVKMLKENASPSELRDL 

LSEFNVLKQVNHPHV1KLYGAC 

SQDGPLLLIVEYAKYGSLRGFL 

RESRKVGPGYLGSGGSRNSSSL 

DHPDERA LTMGDLISF A WQI SQ 

GMQYLAEM K.LVHRDLA ARN IL 

VAEGRKMKISDFGLSRDVYEE 

DPYVKRSQGRIPVKWMAIESLF 

DHIYTTQSDVWSFGVLLWEIVT 

LGGNPYPG1PPERLFNLLKTGH 



2729 



WO 01/075067 PCT/US01/08631 



SKQ Il> 


SEQ ID NO: 


Mel 


StQ ID NO: 


Nucleotide 


Nucleotide location of Inst 


Amino acid sequence ( X=llnkno\vn, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Slop codon, /= possible nucleotide 




sequence 






codon for peptide 
sequence 


of peptide sequence 


deletion, V=possible nucleotide insertion) 


21352 


51720 


A 


21480 


79 


2253 


PSATLSCPTSVAASLGEPAVFPL 

SLRGHRRRHRPGHSKPSVRGRV 

WDTGPGGAALRPPGASQEQRT 

GESAGELGSVQSSAPGPMPVRP 

RRPGAMASGSVAECLQQETTC 

PVCLQYFAEPMMLDCGHNICC 

ACLARCVWGTEET\NVS\CPQCR 

EMFPQRHMRPNRHLANVTQLV 

KQLRTERP\SGPGGEMG\VCE\K 

HREPLKLYCEEDQMPICVVCDR 














SREHRGHSVLPLEEAVEGF1CEQ 

IQNQLDHLKRVKDLKKRRRAQ 

GEQARAELLSL\TQ\MEREKIVW 

E\FEQLYHSLKEHEYRLLARLEE 

LDLAIYNSINGAITQFSCNISHLS 

SL1AQLEEKQQQPTVRELLQDIG 

DTLSRAERIR1PEPWITPPDLQE 

KIHIF\AQK\CLFLTESLKQFTEK 

MQSDMEKIQELREAQLYSVDV 

TLDPDTAYPSLILSDNLRQVRY 

SYLQQDLPDNPERFNLVFPCVLG 

SP\CFIAGETHWEGRGWGDKAK 

WTIG\VC*RLSCQEKGGVTSAP 

QNG F W\ A V SL WYG K\E Y W\ A LT 

SPMTALPLRTPFQ\RVGIFL\DYD 

A\GEVSF\YN\VTERC/HTPFTFSS 

CLPFGGLVRPLLSSLSYSGREK 

VQ LPL IN LPP* SG I DGG FL A H VG 

\NHGSFPWKTFPFEGRVNSGPK 

GLLAV1LRPGTRHLVCLANVLS 

KLG1LNHVPRPCSGRHGCPCSLP 

SFFLPMQIVKCNEMYQDILEIKT 


21353 


51721 


A 


21481 


1 


1068 





2730 



WO 0 1/075067 PCT/USO 1 /0863 1 



SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540 2 1 7 


Nucleotide 
location of first 

roflnn for nfntiflp 

sequence 


Nucleotide location of last 
codon for last amino acid 
nf nenfidc cpmicnre 


Amino acid sequence ( X=Unknown > 
*=Stop codon, /^possible nucleotide 

deletion. \— ntxcihlp nnrlpfttiftp incprt!ftn\ 


21354 


51722 


A 


21482 


955 


2548 


MSLCGARANAKMMAAYNGGT 

SAAAAGHHHHHHHHLPHLPPP 

HLHHHHHPQHHLHPGSAAAVH 

PVQQHTSSAAAAAAAAAAAAA 

MLNPGQQQPYFPSPAPGQAPGP 

AAAAPAQVQAAAAATVKAHH 

HQHSH H PQQQLDI EPDRP IG YG 

AFGVVWSVTDPRDGKRVALKK 

MPNVFQNLVSCKRVFRELKML 

CFFKHDNVLSALDIL*PPHIDYF 

EE1YVVTELMQSDLHKIIVSPQP 

LSSDHVKVFLYQILRGIAKYLHF 

RLGILHXRDIKPGNLLVNSNCVL 

K1CDFGLARVEELDESRHMTQE 

VVTQYYRAPEILMGSRHYSNA1 

DIWSVGC1FAELLGRRJLFQAQS 

PIQQLDLITDLLGTPSLEAMRTA 

CEGAKAH1LRGPHKQPSLPVLY 

TLSSQAT\H*TGHLLFAECGFDP 

SKR1SAKDALSHPYLDEGRLRY 

HTCMCKCCLSPS\TGRVNT\SDL 

EPVT\NPKFDDTFEKNLSPVRQV 

KEIIHQFI LEQVQKGN R V\PL WIN 

PQSAVFKSFISSTVAQPSEMPPVS 

PLVWE 


21355 


51723 


A 


21483 


119 


692 


SYKSRLARKS\TGGKAP\RKQLA 

YKKPASQECGPLTGGVKKPHR 

YR\PGTVAAP*NLDGYQKSTE\L 

MIRK\LRFQR\LVREIAQ\DF\KT 

DLRFQSAVIRWLCRMASVEAYL 

VWPFLKDTNLVCLSMPKRVT1Y 

AKKTFQLSTPASRGERALRIHS 

WMGKHFILKKKKKKFLFFLLL 

VVLNVRYFFFHGVKRYLSI 


21356 


51724 


A 


21484 


2 


363 


RFTKVEMKEK\MLSAAREKGR 

VTHKGKPISLKADLSAETLQAR 

REWGPIFNILKEKNFQPRISYPA 

KLSFISEQEIKYFTDKQMLRDFV 

ITRPALKELLKEALNMERNNW 

YQPLQKHAKL 



2731 



WO 01/075067 



PCT/USOI/08631 



SEQ ID 


SEQ ID NO: 


Mel 


SEQ ll> NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


or peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 






codon for peptide 
sequence 


of peptide sequence 


deletion, \-possible nucleotide insertion) 


21357 


51725 


A 


21485 


1 


1468 


MRNLRNIQKAKATINLGISFDE 

GLKGFMWSRIEAAPLPNTRWC 

LPHGYSGPANSGGCYY1TTGMS 

CWLSDLYPRHDGVHVGLQGK 

DLEHDIPVDLGSRPTSVDPVSRS 

APGPQGPKAPVDSGSRTTPANP 

GAGPSPVDPSSRPAPVASGFRLI 

M1DQNTKLIPVPGWPLRLRLKI 

YLSSRSASLDSGSRFAPVDTNFI 

PVPTDRGHSHAPEDPVDRLTSV 












t 


DPTKEKN WMENEFDKLTEVGF 

RRSVITNFSELKEHVLTHRKEA 

KNLEKRLDEWLSRITCAEKSLN 

DLMELKTTVRELREAYTSFMS 

QFDQAEERJSVIEDQINEIKLKSL 

QAQEDARHRNTDQRSSENRRS 

EPWSLEERKREQWNSLKQNAD 

QQDTEAMSDYK/R/YSSET*RRR 

*LFCLLRKVHSKEGP*KKDQRE 

TRNQKG LG FLRDRPQ WVSG KM 

KQECLQLGTPWP*IIIGQWQYFP 

RDGMGVRTDFCRIFQRLARMR 

LCEGCLMNS 



2732 



WO 01/075067 PCT/US01/086JI 



S£Qll> 
NO: 


SF.Q ID NO: 
or peptide 
sequence 


Met 

bod 


SKQIONO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


21358 


51726 


A 


21486 


1 


2589 


MSPVTLWVRTSSRGEDRCGMC 

TPGRDTGFAPISGMCSKYRSCTI 

NEDTGLGLAFTMPMSLDTKHIP 

NFGKVHGYIMRHHKNEDTIPW 

RRNTKK.EEARGTQPLEADDQN 

PGWEDGKPGSLENEGRRSHRG 

NPAPDMPQPPKEDLFILPDEYK 

SCLRHKRSLLRSHRNEELNVET 

LVVVDKKMMQNHGHENITTY 

VLT1LNMERILKKTSFTIIHPSA 

MERCPVLNLQIRDSLWNHCESL 

ATTVHRFHPVGRHALKKMYKL 

PSAYINVSITKYTQRFALTYISC 

VFHRNAAFVAVPGEGRCCAGV 

DVPAPMSLRSPGPHWPQEHGA 

LW1SCTVRGMASCLGQLCRVS 

MRVRANIGKVQKPRLRISNGK 

G LHTQSELSGS A YLEKG WRG A 

APGLDSRNEKGTEG A RDSGTPG 

RQSQTLQRGPPGPVPGSSKIAPQ 

TLTRQGSMTASRKLVLLLPEFC 

ERTGEQSGQLYPPSPLLVEWV 

MPAGTSSTVDPLLPELCRRWER 

QALSLCRLYRQRTSVSIKALCD 

HTETRSVALSTCQGLECNSSPA 

RKQN WM EN EFEELTEVGFRKS 

VITKFSKLKEHILTHRKEAKNLE 

KRLDEWLTR1TSVEKSLNDLME 

LKTTVRK\LHEAYTSFNSRFDQ 

VEERILVIEHQINEIKQEDKVRE 

KRVKRNEQSLQEIWDCVKRPN 

LCLIGVPESDGENGTKLENTVLQ 


21359 


51727 


A 


21487 


260 


1292 


RLCA FN K.RMTFQFNFTIEDHLE 

NELTPIRDGALTLDSSKJELSVSE 

SQKGEERDRKCSAEQFDLPQD 

HLWEHKSMENAAPSQDTDSPL 

SAASSSRNLEPHGKQPSLRAAK 

EHAMPKDLKKMLENKVIETLP 

GFQHVKLSVVKTILLKENFPGE 

NIVSKSFSSHSDLITGVYEGGLK 

IWECTFDLLAYFTKAKVKFAG 

KKVLDLGCGSGLLGITAFKGGS 

KEIHFQDYNSMV1DEVT\LPNV 

VANSTLEDEENDVNEPDVKRC 

RKPKVTQLYKCRFFSGEWSEFC 

KLVLSSEKLFVKYDLIVLTSETIY 

NPDYYSNLHQTFLRLLSKNGRV 

LLASKAHVQRNSLSRL 



2733 



WO 01/075067 PCT/US01/086J1 



SEQ ID 

NO: 


SEQ II) NO: 
of peptide 

DClJUCflCC 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 

cuuun tor pcpnuc 
sequence 


Nucleotide location of last 
codon Tor last amino acid 

Ul [JCpilUC &CC|UCI1CC 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \ s possiblc nucleotide insertion) 


21360 


51728 


A 


21488 


263 


1466 


RLC A FN K RMTFQFN FTI EDH L\E 

NELTPIRDG\ALTL\DSSKELASVS 

ESQKG RKE\RDRKCS A EQFVDLP 

QDHLWGNISSMGKWQAPSVQG 

HRTSSTSVAASSSRNL\EPHGKT 

ALLAGAGQRSMAMPK.RF*RRC 

LEN*SPLET\LPGFQHVKLSVVK 

TILLKENFPGENIVSKSFSSHSDL 

ITGVYEGGLKIWECTFDLLAYF 

TKAKVKFAGKKVLDLGCGSGL 

LG1TAFKGASKEIHF\QDYNSMV 

1DEVTLPNVVA\NS\TLEDGGKM 

DVKWSPDVEKMPGNPKVTQVL 

YKC\RFFS\GEWS*VL*ALYLSSE 

K\LF VK Y DPHSSPSETM YN P\D Y 

YSNL\HQTFLRLLSKNG\RVLLA 

SKAHYFGVGGGVHLFQKFVEE 

RDVFKTRI LK1IDEGLKRFI 1 EITF 


21361 


51729 


A 


21489 


2 


367 




21362 


51730 


A 


21490 


2 


376 


QTYSLRRATPRHI1VGFTKVEM 

KEKVLRAA/NKPIRLTVDLSAET 

LQARKEGGPIFN 1 LKEKNFQPRI 

SYPAKLSFISEGE1KSFTDKQML 

KDFVTTRPALQELLKEALNME 

RNNQYQPLQKHAKW 


21363 


51731 


A 


21491 


1 


690 




21364 


51732 


A 


21492 


1 


714 




21365 


51733 


A 


21493 


1 


1536 




21366 


51734 


A 


21494 


1 


765 




21367 


51735 


A 


21495 


1 


972 




21368 


51736 


A 


21496 


1 


2670 




21369 


51737 


A 


21497 


2 


1178 




21370 


51738 


A 


21498 


2 


827 




21371 


51739 


A 


21499 


J 


777 




21372 


51740 


A 


21500 


168 


1057 


1RLKNDHDGELRNKT1CINRNL 

AEIKKFSENYENKETMYLNLW 

DVAKAVLRGQFIALNAR1KKLE 

KSQ V YNLI SQLKELENQEQTN P 

KASRRQEITKIRAELKEVETWK 

TLKX 1NESGRG VDCSS/DASNGT 

K.PDGE*L* * VDKSR/PSE ARQAN 

IHIQEIHGTPQR*SLRRATPRH/II 

VRFTKVEMKEKMLRAARKKG 

WVTH KGKPIRLTADLLAETLQ 

ARREWGPIFNILKEKNFQLRJSY 

PAKLSFIREGEIKAFTEKQILRDF 

VTTRPALQELLKEALNMERND 

RYQPLQKHAKL 



2734 



WO O1/075O67 PCT/US0I/Q8631 



SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possiMe nucleotide insertion) 


21373 


51741 


A 


21501 


3 


1263 


GRTIQTKGKEV\ENFEKNLEECI 

TRITNTEKCLKELMELKTKARE 

VREECRSLRSQCDQLEERVSAM 

EDEMNEM KQEG KFREKRI KRN 

EQSLQEIWDYVKRPNLRLIGVP 

ESDVENGTKLENTLQDI1QENFP 

NLARQANVQIQERQRTPQRYSS 

RRATPRHIIVRFTKVEMKEKMG 

LLVPNWTNHSPLFRA1LFDYKG 

FCRFGTTHQTGFSPAGANQRGP 

LAATLSGPGGEGQSAVARLTGL 

IGVPESDVEKETKLETTLQDIIQ 

ENFP1 L ARQ AN VQIQE1QRTPQR 

YSSRRATPRHIIVRFTKVEMKE 

KMLRAAREKGRVTLKGKPIRL 

TADLSAETLQARREWGPIFNIL 

KEKNFQPRISYPAKLSFISEGEIK 

SFTDKQMLRDFVTTRPALKELL 

KEALNMERNNRYQPLQNHAK 


21374 


51742 


B 


21502 


1 


2356 




21375 


51743 


A 


21503 


2 


484 




21376 


51744 


A 


21504 


2 


902 


ASFFSKKTSGFGGWGAGGPGD 

PGMGNHGGFRGGFSRG1RGWG 

HSRGQGPGQGRGAHRGKTKDK 

EWTSIPKLGHLVKDMKIKFLEE1 

YLFFLAIKEFEIIDFFLGASLKDE 

VLKIMPVQKQTHASQRTRLKG 

FIV1GDYNG/HVGLGVKCSKEV 

A/TAIRGA1ILG*LSIVPMCRGY 

WGSKIGKPHTVPCKVTGHCGS 

VLVHFIPAPRGTGIVSVPMP/KK 

LLLMAGIYDCY/ARSCTATLGN 

FTKATFDAISKTYSYPTPNLWK 

ETVFTKSP/YEFRNSGQEFTDYL 

VKT/HIRVSVQRTQAPAVATT 


21377 


51745 


A 


21505 


2 


407 


STISCGGNFPIPRGGSGVASLER 

AESSSTEPAKAIKPIDRKSVHQI 

CSGPVVPSLSTAVKELVENSLD 

AGATNIDL1CLKDYGVDLIEVSG 

NGCGVEEENFEGLTLKHHTSKI 

QEFADL\LSDVTISTCHVSAKVG 


21378 


51746 


A 


21506 


362 


490 




21379 


51747 


A 


21507 


3009 


3889 




21380 


51748 


A 


21508 


1 


504 


LDDLHKWFLSSFLLTAJS1G1KF 

LLKJHISRGSGVLLQLLPGNPSP 

AAHGTEELEPKFLEQGYLRAVL 

PGPRVHATA*LEPTVTDQGYAR 

AGLP1QEVEDVLFGVLVVLLHV 

IGQVAEDRNQVAAQGHHQES/C 

PA QC WG DCTH L E 1 AG WRG 1 R RS 

DANPRSQRKGFG 



2735 



WO 01/075067 PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 

»ct|U cute 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/vtO 2 1 7 


Nucleotide 
location of first 

rrwlnn fnr nentiflp 

sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
'-Stop codon, /=po.ssiblc nucleotide 
deletion. \ = Dfissiblc nuffofiHrli* tnvpriiiknk 


213SI 


51749 


A 


21509 


2 


1101 


WTERRLGSVRGDRLRERSRPA 

VNRTPRMSRVPSGAPRGTPSRR 

WWMMKCWDHQPLG*IPAPHV 

GPLAG/IRKKEWSDESEEEPEKE 

LAPEPEETWVVEMLCGLKMKL 

KQQRVSP1LPEHHKDFNSQLAP 

GVDPSPPHRSFCWKRKREWWD 

ESEESLEEEPRKVLAPEPEEIWV 

AEMLCGLK.MKLKRRRVSLVLP 

EHHEAFNRLLEDPVIKRFLAWD 

KDLRVSDKYLLAMV.IAYFSRA 

GLPSWQYQRIHFFLALYLAND 

ME EDDEDPKQN 1 F YFL YGKTRS 

RJPLVRNRRFQLCRCLNPRARK 

NRSQIALFQKLRFQFFCSMSGR 

AWVSREELEENTGPRGDVDFQ 

QELYSNANGRQQERGEEPFVQI 


21382 


51750 


A 


21510 


J 


918 




21383 


51751 


A 


21511 


1 


792 




21384 


51752 


A 


21512 


3007 


3885 




21385 


51753 


A 


21513 


615 


845 


GHTASPPPRSPQAQGRAPSVAP 
PPTTPQICPTTPSSFSSKRTYAG 
GWDLPQGQADC*SPCGAQGG 
WVTLAVASASS 


21386 


51754 


A 


21514 


357 


562 


GSSTCGRETERVVLKK.RKRSPT 
HFQYRNSPTAEARPQLEVPTQW 
GRRSHSPRPSAPLPCSCPQKSRK 
SV 


21387 


51755 


A 


21515 


1 


1335 




21388 


51756 


A 


21516 


537 


1164 


SSTEPAKAIKPIDRKSVHQICSG 

PVVLSLSTAVKELVENSLDAGA 

TNI DLKLKDYG VDLI EVSDNGC 

GVEEENFEGLISFXTLKHHTCKI 

QEFADLTEVETFGFQGEALSSL 

CALSDVT1STCHASVKVGTRLV 

FDHDGKI IQETPYP\HPRGTTVS 

V KQLFSTLPVRHKEFQRN 1 KK\R 

ACFPFAFCRDCQFPEASP\AMLP 

VQPAELMAV 


21389 


51757 


A 


21517 


224 


903 


GFTWYIGMAQPKQERVARARH 

QRSETARHQRSETAKTPTLGNR 

QTPTLGNRQTPRLGI H ARPRRR 

ATTSLLTLLRAFGKKTQS/STEP 

AKA1KPIDRKSVHQICSGPVVLS 

LSTAVKKIVGNSLDAGATNIDL 

KLKDYGMDLIEVSGNGCGVEE 

ENFEGLSWDSTGVFDHDGK1IQ 

KTPYPHPRGTTVSVKQLFSTLP 

VRHKEFQRNIKKPVGEKYMRS 

VDTQACSCI 
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SKQ ID 

NO: 

r- 


SKQ ID NO: 
of peptide 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540 Jl 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \= possible nucleotide insertion) 




21390 


51758 


A 


21518 


2 


1321 


VKSRAALLGPGA/LSPLEVSRRR 

PWTERRLGSVRGDRLRERSRPA 

VNRTPRMSRVPSGAPRGTPSRR 

WWMMKCWDHQPLG*1PAPHV 

GPLAG/IRKJIEWSDESEEEPEKE 

LAPEPEETWVVEMLCGLKMKL 

KQQRVSSILPEHHKDFNSQLAP 

GVNPSPPHRSFCWKRKMEWW 

DQSEESLEEEPRKVLAPEPEE1W 

VAEMLCGLKMKLKRRRVSLVL 

PEH H E A FNRLLE DP V IKRF LA W 

DKDLRVSDKYLLAMVIAYFSR 

AGFPSWQYQR1HFFLALYLAND 

MEEDDEDSKQNIFHFLYRKNRS 

RIPLLRKRWFQLGHSMNPRARK 

N RSRJ PLLRK RRFQL YRSTN PRA 

RKNRSRJPLLCKRRFQLYRSMN 

SRARKNRSQIVLFQKRRFHFFCS 

MSCRAWVSPEELEENTGPRGD 

VDFQQELYSNANGRHQAGGEE 
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*: • , 



SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


or peptide 


bod 


in USSN 


location or first 


codon Tor last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 






couon lor pcpuui 
sequence 


III pC|IIIUC 3vt|UCIfvC 


miction, \— pobsiDic nucieoiiuc insertion) 


21391 


51759 


A 


21519 


I 


2654 


RSACGSPAWNFPSPRGGSGVAS 

ME\RAESSSTEPAKAIKPIDQKS 

VHQICSGQVVLSLSTAVKELVE 

NSLDAGATNIDLKLKDYGVDLI 

EVSDNGCGVEEENFEGLTLKH 

HTSKIHEFADLTQVETFGFRGE 

ALSSLCALSDVTIFTCHASAKV 

GTRLM FDHNGKIIQKTPYPRPR 

GTTVSVQQLFSTLPVRHKEFQR 

NIKKEYAKMVQVLHAYC\SFQ 














QASV* V A PISLDK/RKRQPV VGT 

GGSPSIKENIGSVFGQKQLQSLI 

PFVQLPPSDSVCEEYGLSCSDA 

LHNLFYISGFISQCTHGVGRSST 

DRQFFFINRRPCDPAKVCRLVN 

EVYHMYNRHQYPFVVLN1SVD 

SECVDINVTPDKRQILLQEEKLL 

LAVLKTSLIGMFDSDVNKLNVS 

QQPLLDVEGNLIKMHAADLEK 

PMVEKQDQSPSLRTGEEKKDV 

S1SRLRE A FSLRHTTENKPHSPK. 

TPEPRRSPLGQKRGMLSSSTSG 

AISDKGVLRPQKEAVSSSHGPS 

DPTDRAEVEKDSGHGSTSVDSE 

GFSIPDTGSHCSSEYAASSPGDR 

GSQEHVDSQEKAPETDDSFSDV 

DCHSNQEDTGCKFRVLPQPTNL 

ATPNTKRFKKEEILSSSDICQKL 

VNTQDMSASQVDVAVKINKKV 

VPLDFSMSSLAKRJKQLHHEAQ 

QSEGEQN YRKFRAKICPGENQA 

AEDELRKEISKTMFAEMEIIGQF 


21392 


51760 


A 


21520 


238 


413 




21393 


51761 


A 


21521 


288 


467 




21394 


51762 


A 


21522 


1 


3038 


MDVGWDLGEDCWQEHLHTAF 

SFDCWPCSQNGDRVPSVNPVG 

GGAPRSYLQVASAECWAAAPA 

VHVGEPVHAGGLHTERGADPV 

IGLYLVHRGGACQTPTVGNRQ 

TPTLGIHARPRRRATTSLLTLL L 

AFGKN A VRTEPA KA I KPI DRKS 

VHQICSGPVVPSLSTAVKELVE 

NSLDAGATNIDLKLKDKESGLU 

KVQANEWGVKEETSKGLLLKH 

HTSKIQEFADLPQVETFGFRGE 

ALSSLCALSDVTISTCHV 


21395 


51763 


A 


21523 


34 


256 


ETGPPGSAPGRLEFTNIKRVVVP 
QERVELETLLVSYFSPRTPRRTP 
PPFPHPCS*EDNVITVFSSIKNGP 
GSSR 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 

can iiAhi** 
»(JUCIlvC 


Mel 
hod 


SEQID NO: 
in USSN 
ao/C4ft 217 


Nucleotide 
location of first 

IUUUU lUI |#v|JllUC 

sequence 


Nucleotide location of last 
codon for last amino acid 

nf ntirflf* c**niiPnrc 


Amino acid sequence < X=Unknown, 
•=Stop codon, /= possible nucleotide 


21396 


51764 


A 


21524 


727 


2953 


HVSGYDDVPLGTLSLDIWPPAL 

FS V VSFA AFFFTPPI EA VLKSFSC 

LLVWYIGMAQPKQERVARARH 

QRSETA RHQRSETA/KTPTLGN 

RQTPTLGNRQTPRLGIHARPRR 

RATTSLLTLLRAFGKKTQS/STE 

PAKAIK.PIDRKSVHQICSGQVVL 

SLSTAVKKIVENSLDAGATNID 

LKLKDYGMDLIEVSGNGCGVE 

EENFKGLTLKHHTSKIQEFADL 

TRVETFGFRGEALSSLGALSDV 

T1STCHVSAKVGTRLVFDHDGK 

I1QKTPYPHPRGTTVSVKQLFST 

LPVRHKEFQRNIKKAQR/PQAR/ 

CYRCS*PNVSPGPGMAAASTLS 

A* PRSQSSYFISCKA/EDNAICPI 

A EQKAEGKFSSR Y RNHDSAEN 

RRDGSMTRPRTDWTLKRACTE 

KRRPQHASSFEWRGHSLCWDR 

EQRDAETLKMLLDSGLSVQKK 

TKDRTETRFGEMGQILGKIMMS 

HQPQPQEEQSPQRSTSGYPLQE 

VVDDEVSGPSAPGVDPSPPRRS 

LGWKRKRECLDESDDEPEKEL 

APEPEETWVAETLCGLKMKAK 

RRRVSLVLPEYYEAFNRLLEDP 

VIKRLLAWDKDLRVSDKIPSEP 

TILGASPKTLPPASR1C1RPSNTP 

PPRNFHMSTVTPMLSYLANDM 

EEDDE A PKQNIF Y FL YEETRSHI 

PLLRELWFQLCRYMNPRARKN 

CSQIALFRKYRFHFFCSMRCRA 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SfcQ ID NO: 
in USSN 

f\n iz a {\ in 

Uy/rv4U,z 1 7 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


21397 


51765 


A 


21525 


1054 


2349 

* 


SCPQI1FLSSCLQVASAECWAAA 

PAVHVGEPVHAGGLHTERGAD 

PVIGLYLVHRGGACQTPTVIGSR 

QTPTLG1HARPRRRATTSLLTLL 

LAFGKNAVRCAL1GPGSLTSRT 

RPLTEPLGEKERREVFFPPRPER 

VEHNVESSRWEPRRRGACGSR 

GGNFPVSPRGG\SG V AS LERA ES 

SSTEPAKA1KP1DRKSVHQICSG 

PVVPSLRPNAVKELVENSLDAG 

A\TNVDLKLKDYGVDLlEVSdi\ 

NGCGVEEENFEGL/TSLSALKH 

HTSK1REFADLTRVETFGFRGE/ 

A L* A S LC A LSD VTI STC H V S A K\ 

VGTLTGVFDHDGKIIPENPPNPH 

PRGTTVSVKQLFSTLPV\RHKEF 

QRNIKKKRA\CFPFAFCRDCQFP 

EASPAMLPVQPAELTPR\STP\PH 

PCSLEDNVfTVFSSWKNGPGSS 

KMICTNGSSPSS 


21398 


51766 


A 


21526 


2 


393 




21399 


51767 


A 


21527 


2 


165 




21400 


51768 


A 


21528 


3 


196 




21401 


51769 


A 


21529 


1 


411 




21402 


51770 


A 


21530 


I 


1727 


GPQGVGRMAEGKAGGAAGLF 

AKQVQKKFSRAQEKVLQKLGK 

AVETKDERFEQSASNFYQQQA 

EGHKLYKDLKNFLSAVKVMHE 

SSKRVSETLQFIYY\SEWYGHEE 

LKAIVWN1MDLLWEDYEEKL\A 

DQAVRTMEIYVAQFSEIKE\RIA 

KRGRKLVDYDSARHHLEAVQN 

AKKKDEAKTAKAEEEFNKAQT 

VFEDLNQELLEELPILYNSRIGC 

YVTIFQNISNLRDVFYREMSKL 

NHNLYEVMSKLEKQHSNKVFV 

VKGLSSSSRRSLVISPGVRTATV 

SSPLTSPTSPSTLSLKSESESVSA 

TEDLAPDAAQGEDNSEIKELLE 

EEEIEKEGSEAGSSEEDDPLPAC 

NGPAQAQPSPTTERAK\SQEEV 

LPSSTTPSPGGALSPSGQLSSSA 

TEVVLRTRTASEGSEVRPKKTAS 

1QRTSAPPRRPPPPRATASPRPCS 

GN1PSSPTASGGGSA\TSPRASL 

GTGTASPRTSLEI\*PNPE\PPEKP 

VRTPEAKENEN1HNQNPEELCT 

SPTLMTSQVASEPGEAKKMED 

KEKDNKLISADSSEGQDQLQVS 

MVPENNNLTAPEPQEEVSTSEN 


21403 


51771 


A 


21531 


I 


1530 
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SKQID 

NO: 


SEQIDNO: 
of peptide 
st out nee 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


21404 


51772 


A 


21532 


499 


1587 


HPRDPEAPSGPLWSASLPALYS 

OGHANEFDGSNSTSHAVLVLV 

QKHIKAVLSNKLCLSTSSLVQG 

VNAHLGTLIWPQPRGYLSPRSA 

IPWFSVPTVTSGLHFPWEVQ*LF 

LLSCWGKAHQSLPQRMPPLLC 

CQGM WVPEGSMATVGLSQQLF 

DSALLLLQKAGALNLDITGQLR 

SDDNLLNTSALGRLIPEVARQF 

PEPMPVVLKVRLGATPVAHGS 

TQTTATLRPASPFVGGSWATGP 

PNSAFPSPSSP/CLVVVNLRTPAS 

L/SSKGEALREHVCAWWMSQL 

TVASSNVGFIDTDQVRTLMGTV 

FEKPLLDHLNGSLGHGELPSLV 

WVNLHYVAPEIFVYEGYVVISS 

GTLLPEPEAKTTGRP 


21405 


51773 


A 


21533 


1385 


3111 


IAPSEVKEHKMVLEMLNPIHYN 

ITSIVPEAMPAATMPVLLLTGLF 

LLVWNYEGTSSIPGPGYCMGIG 

PLISHGRFLW\MGIG\SACNYYN 

RVYGEFMRVW1SGEETLIISKSS 

SMFHIMKHNHYSSRFGSKLGLQ 

CIGMHEKGIIF\NNNPELWKTTR 

PFLYERLCHAPASVRMVTVCA 

ESLKTHLDRL\EEVTT\ESGLCG 

TCLTLLRRVHGWDTSNTVFLAG 

IPLAEES AI V VKJQGVY FDA WQAL 

LIKPDIFFKISWLYKKYE\KSVK 

DLAKDAUEVLIAEKRRRISTEEK 

LEECMDFATELILAEKRGDLTR 

ENVNQCILEMLIAAPDTMSVSL 

FFMLFLIAKHP\NVEEAIIKEI\QT 

V 1GERDIK1DD1QKLK. VMEN FI Y 

ESMRYQPVVDLVMAQSL*EG* 

C*SMGYPV\KKGTNIYSWNIG\R 

VHRL*FFPKPNEFTLENFAKNV 

PYRYFQPFGFGPRGCAGKY/LS 

AMVMMKA1L\VTLLRTDST*RT 

LPGTSVFESIQEGYTTCPWHPD\ 

ETKNMIAEMDLYPKETSDRCLG 

TLRRKAGQYLTLGAFSPSVCSP 

TNHPILCPLVFILHSGTLSGPMA 


21406 


51774 


A 


21534 


129 


378 


I VCKFS VSTH K.N 1 RA KKPDERLP 
ECGTQI RKDTLKR VRRTVLH YL 
C\PPPSVPEIPAWR\GDCSP/VGK 
EGKCTPDLNPNIELRPV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 

iuuuii ivf jjtpiiuv 

sequence 


Nucleotide location of last 
codon Tor last amino acid 

nf n^ntirl? <pftiit*fi(*p 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, ^possible nucleotide insertion) 


21407 


51775 


A 


21535 


1 


474 


MQKQHSVTEVEWYPKYNSNM 

KEYWSTQNHQFEQLSTHKNIR 

AKKPDERLPECGTQ1RKDTLKR 

PCPLDRPLWPH1TAEQGSKPST 

WPAPCDP/IF*ANIHLPSLHTGPC 

RSKVQAHSSRPGCQASSTCVPR 

LQDLPC*PRFRLTLVDQDARPA 

APVYQGSRTYPADPDSRPAPVD 

SGC1ISGQADW 


21408 


51776 


A 


21536 


2 


325 




21409"' 


517/77 / .V" 


A 


-21537; 


2 


101 1 


W A FSITERREFQ V Y YNSCPSSS 

WIGDARAFSPPDPTGLYPIYSQ 

DTQTFRLWLNYNTDFPGSPAC 

KWQAMELLSPQSPFRVDRGEH 

LPFLVKGARYTLVPAGQEGAL 

AAWLEALRGQLGRRGAVVSM 

MDAEGLERSSPDCAMGLSDGE 

WQLVLN\VWGKVEADIPGHG\Q 

EVLIRLFKGHPETL\EKFDK/FTR 

HLKSED\EMKASED\LKKHMCH 

TVLTP\LGVHILRE\KGHH*RQR 

FKPLGTSSHCHPSTKIPPLKVTL 

EFHLPGIAFIQVLAEQAIPGDFG\ 

AECPGAQLKQRPWELFXRKNNG 

LPTYKEAGAFQGARALAGFPTP 

THLGPPGFKKRAGV 


21410 


51778 


A 


21538 


157 


322 




21411 


51779 


B 


21539 


1 


975 




21412 


51780 


A 


21540 


218 


388 


RKLPLAGLPCINRQHS*SNVNIC 
FLTPV*KIQN*LQSEQFLPYPTIV 
IITLCFFAV 


21413 


51781 


A 


21541 


663 


933 


GCAGPCLVNQMFGKQYYLGKS 

HHP\SLVSLNRGAHCTVGKPQG 

PSGP*KLGYYFKVFPPCG*FWK 

YGPSWGMEERAWTGSPLGPGP 

PLKKV 


21414 


51782 


A 


21542 


389 


1033 


NQGLRNLGLCRTCLVNKMFTS 

SILGKSHRJ1SLVSINQGNNALW 

KAAG\PLPLKAGYC\QGFSPCHS 

LKYGXSWDEKDLTVPQPDTLKG 

SVLRWISKRGKPLAVE1EEGHC 

L\CLPLGTECLGIK/PPIVHLFNSE 

IGE\NRPYGGR*DMFCSNGCLG* 

FL*LPLRCLG\GEKHKSGL/HVHI 

PVIVPPLELNYDIDSFAHMFFW 

DLSVLIITLLSCYIPFC 


21415 


51783 


A 


21543 


82 


163 




21416 


51784 


B 


21544 


1 


211 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 

OVlf U V If V V 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \ = possible nucleotide insertion) 


21417 


51785 


A 


21545 


7! 


1086 


NMNLSLVLAAFCLGIASAVPKF 

DQNLDTKWYOWKATHRR1-YG 

ANEEGWRRAVWEKNMKMIEL 

HNG/EK YSQG KH\G FTMAMNA 

FGDMTN EEFRQMMGCFRNQKF 

RKGKVFREPLFLDLPKSVDWR 

KKG YVTPVKNQKQCGSC WAFS 

ATGALEGQMFRKTGKLVSLSE 

QN LVDCSRPQGNQGCNGGFMA 

RAFQYVKENGGLDSEESYPYV 

AVDEICKYRPENSVANDTGFTV 

VAPGKEKALMKAVATVGPISV 

AMDAGHSSFQFYKSGI\YF*PDC 

ISKNLDQGVLVVGYVFEGANS 

NNSKYWLVKNSWGPVEWGSVN 

GYVKIAKDXKNNHCGIATAASY 


21418 


51786 


A 


21546 


170 


412 


LWLSFLLMHWH*IPLAAVSVFT 
VSN/PILDFS* IQLKTPKHFGNLG 
NTGFLGKQLRLLLRSLVSVSRL 
HCLLGYRRTQMPPL 


21419 


51787 


A 


21547 


1 


753 




21420 


51788 


A 


21548 


125 


464 


TA V FLTQSLFGG LFTRTRMKFG 
TMTRI/RGDLPWErNPLSSCSLL 
HEKDPPTTSGPQTNQPKKHLTN 
FKSRK V ERTKGLLKTH LTKLSH 
QLKKA WTILLPLSLLR IQACPR 
NAT 


21421 


51789 


A 


21549 


1 


753 




21422 


51790 


A 


21550 


291 


671 




21423 


51791 


A 


21551 


10 


453 


TALLLTQSLFGGLFTRTRMKFG 
AMTR1G\DLPWEINPLSSCSLLC 
EKHPPTTSGPQTDQPKKHLTNF 
KSETKETCFIHEPKTLAPVTDW 
EGSLPLVFNHCRDGLSDHSATF 
QGCQTMQGCLPWSFTLSGKSR 
FPGAGASTPQPLLLHP 


21424 


51792 * 


A 


21552 


740 


1010 


TAMLLKQSLFGCLFTRTRMKF 
GAVTR1G\DLP*ETNPLSSCSLLR 
DKDPPTTSSPQTHQPKXHLTNF 
KSGCSSPGRARSQSFLSLCSSTL 


21425 


51793 


A 


21553 


134 


358 


TAMLLTQSLFGGLFTRTRMKFG 
AVI RIG\DLLWEINPLSSCSLLH E 
KDPPTTSGPQTDQPKKHLTNFK 
SSCSSPG 


21426 


51794 


A 


21554 


392 


645 





2743 



WO 01/075067 PCT/US0 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 

AQ/CJA 71*7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


21427 


51795 


A 


21555 


1 


1900 


mqnaleslsnrieqveernsel 

edk.ffeltqsnkdkekr1rkyk 

qslkevwdyvkgpnlriisvpe 

eeenskslenifgeheenlpsla 

rhldnq1qeaqrtlwkliakrs 

lprhivirlskvktkerilravr 

qkhqvthltckesyklk.vkg 

wkrhfmqmdtkneqgi knen 

hliisidvekasdkiqqrfmiktl 

sk1giqgkylnv1ka1ydkptan 

itlnrekA-esipsekekafplrt 

gtrqgcplsplffntvlevlar 

airqekeikgiqigkeevklslf 

addm i m ylenpkdssrklle wi 

kesnkvsgykthvhksvally 

tkq*\qaenqiknrnpfa1aakk 

kkkkkkkkkrnsrjyltkesk 

dlykenyktllke1idnmnkw 

khipcswmgrjsivkkl*\lqka 

iyklnailikippllftelektilk 

fiwksnksxriakvilskknksg 

gitlpdfklyytirkinskwikd 

lnlrpetiqilednigktlleigl 

gkdfmtknpkanakkktk1nr 

wdliklksfctakgtvsrvkrt 

hrvgenlphytsihptiytiyts 

dkgl1sriynefkqivtrttcvf 

lhpphpkakttsygdqllggn 


21428 


51796 


c 


21556 


10 


339 




21429 


51797 


B 


21557 


97 


1458 




21430 


51798 


A 


21558 


1 


387 




21431 


51799 


A 


21559 


3 


604 


GSVIAYYWSEFSIPQHLVEEAE 

RVMAEERVFMLPPRARSLKSFV 

VTS V V A FRESEGQG WA WD WPP 

FHGVGLGPGPLQGTGTPRAQCP 

REKTTC WPGTSL* 1 1 RKQE*GNG 

LYQEMLYSPSYSSATDSKTVQR 

TQDNSCSFGLHARGVELMRFTT 

PGFPDSPYPAHARCQWALRGD 

ADSVLSLTFRSFDLASCDEARS 

DLV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \-possible nucleotide insertion) 


21432 


51800 


A 


21560 


1000 


2084 


FRGTPVQRGGGWADLPGRCGE 

LGRRLRSEEQARRVHKAPS/DF 

GTG/LKENTGKVNGLEEGVEFL 

PVNNVKKVEKHGPGRWVVLA 

AVLIGLLLVLLG1GFLVWHLQY 

RDVRVQKVFNGYMRITNENFV 

DAYENSNSTEFVSLASKVKDAL 

LYSGVPFLGPYHKESAVTAFM 

WVWREGSVGCTPDWLGVGSG 

YSVWGTKREMVLEVLDWRAK 

EG PRC VLLEGS V I A Y YWSEFSI P 

QHLVEEAERVMAEERVVMLPP 

RARSLKSFVVTSVVAFPTDSKT 

VQRTQDNSCSFGLHARGVELM 

RFTTPGFPDSPYPAHARCQWAL 

RGDADSVLSLTFRSFDLASCDE 

RG SDL VTV YNTLSPM EPH ALV 


21433 


51801 


A 


21561 


j 


2820 


TGAL1LQKGEIRVINQTTCENLL 

PQQ1TPRMMCVGFLSGGVDSC 

QVPPGQEGGRQFPLKETNNRK 

GRLPKRLRPHTWCCYSLECSSY 

SLRCTEDTWTEDQKVNGLEEG 

VEFLPVNNVKKVEK.HGPGRWV 

VLAAVLIGLLLVLLGIGFLVWH 

LQ YRD VRVQKV FNG YMRJTNE 

NFVDAYENSNSTEFVSLASKVK 

DALKLLYSGVPFLGPYHKESAV 

TAFSEGSVIAYYWSEFSIPQHLV 

EEAERVMAEERVVMLP 


21434 


51802 


A 


21562 


111 


465 




21435 


51803 


A 


21563 


2 


197 




21436 


51804 


A 


21564 


359 


405 


EMQSRED*RK*YL*RIVNCVPL 
RERLGYVCGGLGERSKEGTLWl 
YQGLQKSQDTG R V 


21437 


51805 


A 


21565 


208 


287 


1VSRSEKGWVMYVEGWEREAR 
REHYGYIKGYKNHRJHMMQSS 
KALV*LEDLRKHI*IFRCVFSNP 
QVILML 


21438 


51806 


C 


21566 


141 


305 




21439 


51807 


A 


21567 


170 


973 


RMAACRALKAVLVDLSGTLHI 

EDAAVPGUQEALKRLRGASV1I 

RFVTNTTKESKQDLRKRLRKL 

G\FDISEDE1FTSL\TAARSLL*\R 

KQVTPMLLVD*SGHYLIFKGIQ 

TSDPNXAVVMGIGTRTFSLSKF 

WNQAFRLLLGWSTSDSNSQSQ 

GFQEFKMGLALGPWTIL*LL*K 

YATDTKATWG KPEKTFFLGSI 

AGHWLLNLEEAVMIG\DDCRG\ 

DVGGAQDVGMLGILVKTGKYR 

ASDEEKfNPPPYLTCESFPHAVD 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 

g*£\jii\n Is it* n^nftirflp 

cvuun iur pcpiiuc 

sequence 


Nucleotide location of last 
codon for last amino acid 

Ill |rC|HIUC cute 


Amino acid sequence ( X=tlnknown, 
*=Stop codon, /-possible nucleotide 
deletion, \ a possible nucleotide insertion) 


21440 


51808 


A 


21568 


42 


211 




21441 


51809 


A 


21569 


92 


366 


AGSEMRPGLTWACSLARLLLSP 

SF1KHWFLESCLLSCSRSGSGYA 

QWCPPHQSASAAGHCQTPAHA 

QAYLSSPPQMDHSSVRSLLEAC 

QTY*SASAAGHCQTPAHAQAY 

LSSPPQMDHSSVRSLLEACQTY 


21442 


51810 


A 


2)570 


1 


834 




21443 


51811 


A 


21571 


3 


835 




21444 h 


51812 


A*- 


2-1572. 


1 


1649 . , - - 


MPIVLVDWSDIREQKRJLMVLR^ 

AS V ALHG RS VTL YEKAFPLSEQ 

CSKKAHDQFLADLASILPSNTT 

PL1VSDAGFKVPWYKSVEKLG 

WYWLSRVRGKVQYADLGAEN 

WKP1SNLHDMSSSHSKTLGYKR 

LTKSNPISCQILLYKSRSKGRKN 

QRSTRTHCHHPSPKIYSASAKEP 

WVLATNLPVEIRTPKQLVN1YS 

KRMQIEETFRDLKSPAYGLGLR 

HSRTSSSERFDIMLLIALMLQLT 

CWLAGVHAQKQGWDKHFQAN 

TVRNRNGSLLTNWPSVPPTIKE 

EENSEEELAAATTSKEQEPIGTD 

LDAVRTPEPLEEFPKREDQEGS 

PPETSLPYKWVVEAANLLIPAV 

GSSLSEALDLIESDPDAWCDLS 

KFDLPEEPSAEDSINNSLVQLQA 

SHQQQVLPPRQPSA\LVPSVTEY 

RLDGHTISDLSRSSRG\ELfPISPS 

TEVGGSGIGTPPSVLKRQRKRR 

VALSPVTENSTSLSFLDSCNSLT 

PKSTPVKTLRFS\PSQ\FLNFWN 

KQDTLELESPSLTSTPVCSQKV 

VVTTPLHRDKTPLHQKHAA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


21445 


51813 


A 


21573 


59 


2384 


PRPGSRSGLCRRAGERGAVRAG 

GMSRRTRCEDLDELHYQDTDS 

D VPEQRDS KCK VK WTHEE DEQ 

LRALVRQFGQQDWKFLASHFP 

NRTDQQCQYRWLRVLNPDLVK 

GPWTKEEDQKVIELVKKYGTK 

QWTLIAKHLKGRLGKQCRERW 

KNHLNPEVNKSCWTEEEDRIIC 

EAHKVLGNRWAE1AKMLPGRT 

DNAGKNHWNFTIQK/RKGDTG 

GFLREYKD*KPP-VYLPL\ELEDK 

DGLQSAQPTEGQRSLLTN WPSV 

PPTIKEEEN\SEEELAAATTSKE 

QEPIGTDLDAVR\TP\EPLEEFP\K 

REDQEGSPPETD/SLPYKWVVE 

AVNLLIPAVVS\SLYEALDLIGS\ 

DPDAWCDLSRFDLPEEPSIEDSI 

NNS\LVQLQAS\HQQQILPPRQP 

SAXLVPSVTEYRLDGHTISDLSR 

SSRGELIP1SPSTEVGG\SGIGTPP 

SVLKRQRKRRVALSPVTENSTS 

LSFL DSCN S LTPKSTP VKTLPFS 

PSQFLNFWNK\QDTLELESPLA 

DYPPQVCSQKVVVTTPLHR\DK 

TPLHQKHA\AFVTPDQKYSMD 

NTPHTvPTPFKNALEKYGPLKPL 

PQTPHL\EEDLKEVLRSEAG1ELI 

IEDD I RPEKQKRKPGLRRS PI KK. 

VRKSLALDIVDEDVKLMMSTL 

PKSLSCRTTAPSN\SST\LTLSG1K 

EDNSLVLNQGLLAGPSPRKAAC 

VPEG PESHFHGQLAP Y VPVPGK 


21446 


51814 


A 


21574 


190 


889 


SLPRRLESPGRLAMAARGV1AP 

VGES/LCRYAEVPCSPSAKRPDA 

DVDQQRLVRSLIAVGQGVAAL 

AF AG\R Y AL\RI WKPLEVQ V ITET 

AKGRFQTPRFSS Y* * GG/FLN 1 1 * 

LRREA\GLILGVSP\SAGKAKIRT 

\AHR\RVMILESPQIKGGSPYVA 

AKINEAKDVLLETTTKRLMLKD 

HTEG KKNEGTSKKKKSPA K YS 

KTWSFLIFYMGFDHSLIFRPLSC 

ITNKMLIVLLFIIF 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 

AQ/CJfk 111 


Nucleotide 
location offirst 
codon for peptide 
sequence 


Nucleotide location of fast 
codon for last amino acid 
oi pepuue S€(|ucncc 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21447 


51815 


A 


21575 


2 


652 


EGY1C/RHFTGSSALLTRTHITY 

GVIANVAVVRINSPNS\RMLAA 

CKTLQEVTQLSQEAQRIVEKLE 

KSTKPlVAAINGSCLGGGLEVAr 

SCQYRJATKDRKTVLGTPEVLL 

GALPGAGGTQRLPKMVGVPAA 

LDMMLTGRSIRADRAKKMGLV 

DQL VEPLG PG LK P PEE RTI E Y L E 

EVAITFAKGLADKKISPKRDKG 

LVEKLTAYAMTIPFVRQQVY 


21448- ; 


51816 


c - 


21576 


98 


316 - 


* > i l 


21449 


51817 


A 


21577 


35 


247 




21450 


51818 


A 


21578 


1 


2391 


LQLKMVACRA1GILSRFSAFRIL 

RSRGYICRNFTGSSALLTRTHIN 

YGVKGDVAADR1NSPNSKAVNT 

LSKELHSEFSEVMNEIWASDQI 

RSAVLISSKPG\CF1AGVADITML 

AACK\TLQ\EVTQLSQE\AQR\IV 

EKP*KSPQSLIVGCPSNGSCLGR 

RTLRLPISSPQYRIATKXDSKTVI 

♦VPPEWFLGGPLPGRQGGHTK 

GCPKMGGVCLPAFGHECLTGR 

SIR\ADRAK\KMGLVD\QLVGTP 

GTQGLKPPEERTIEYLEEVAIVTF 

AKGLADKKISP1CRDKG\LVEKL 

TAWAMTIPFVRQQVYKKVEEK 

VRKQTKGLYPAPLKIIDVVKTG 

IEQGSDAGYLCESQKFGELVMT 

KESKALMGLYHGQVLCKKNKF 

G A PQKD VKHLA I LG AG LMG AG 

IAQVSVDKGLKTILKDATLTAL 

DRGQQQVFKGLNDKVKKKAL 

TSFVERDSIFSNLTGQLDYQGF* 

KRPDMG E L KA VF\EDP* S LS H R 

VLKGKVGSR*FPDHWYSLPSNT 

SALPISEIAAVQQKT*EG*LGMH 

YRSPVDKMQLLAEI ITTEKTSKD 

T\SASAVA\VGLKQGK\VI1V\VK 

DGXPGLLVTYQGVFAPMMSVEVI 

R1LQEGS/VDPKXLGFPWTTSFG 

F\PVG\AATLV\DEVGCGMLAK 

HV\AEDLGKVFG\ERFGGGNPE 

LVLTQM V S KG FLG\RK SG EG L LT 

SSGRVVKRKILNSTMD\SI*ASL 


21451 


51819 


A 


21579 


119 


387 


VEDSKEIFSSA*DYLSTHSKHVP 
ASHESYHVNPNLCNPVAPTSGA 
HSIV*KWPSWLGTVAHSCNPSN 
FGRPRRADCLSSRSSRPAWPTR 


21452 


51820 


B 


21580 


73 


3177 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ 10 NO: 
inUSSN 


Nucleotide 
location or first 
codon for peptide 
sequence ' 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


21453 

- 


SI821 

v * : 


A 


2IS8I 

- . 


1399 


5140 

- • ■ 


SGEPERALRGAAMRPSGTAGA 

ALLALLAALCPASRALEEKKVC 

QGTSNKLTVQLGTFE\DHFPQPS 

QRMF\NNCEVV\LGNLEITLCER 

NYDLSFLKTIXQEVAGYVLIALN 

TVERIPLENLQIIRGNMYYENSY 

ALA\ALFNYDANKTGLKELPMR 

NLQEILHGAVRFSNNPALCNVE 

SIQWRDIVSSDFLSNMSMDFQN 

HLGSCQKCDPSCPNGSNCWGAG 

EENCQKLTKMCAQQCSGRCRG 

KSPSDCCHNQ 


21454 


51822 


B 


21582 


82 


305 




21455 


51823 


A 


21583 


122 


219 


YAKR1YDVYYVHTAYTCTFHA 
*KIRGMTQ*NW 


21456 


51824 


A 


21584 


404 


1228 


GLAAFLARARGRRRKELPGSPR 

PLPQLPAGGPSPRWRAMRPSQR 

RPPTLPMAASPAHWPRESLVLY 

HWTQSFSSQKVRLVIAEKGLVC 

EERDVSLPQSEHN/EMPWFMRL 

N LG EE VP V\I I HRDN II Q/CTM DQ 

IHLTMWERTFHRERHVGALMP 

EVGSRAA\PRVLQY\RELLDALP 

MDAYTHGCILHPELTTDSMIPK 

Y ATA EIRRHL AN ATTDLMKLD 

HEEEPQLSEPYLSKQKKLMAKI 

L\EH DD VS YLKKI LG EL AM VLD 

QIEGGAGRKRKLENE 


21457 


51825 


A 


21585 


3 


1194 


KNLSVKLSENGTLKNCVVADS 

ETDIDVYMYTRVYVYIPRJENS 

WNDTIKLVTGATISAVGGDIDA 

QGEWAFPLLGIPSLSPGPEWKV 

R V V 1 PDKGLVCEERD V SLPQS E 

PKEPWFMRINLGEEVPVIIHRD 

NIISDYDQIIDYVERTFTGEHW 

ALMPEVGSLQHARVLQYRELL 

DALPMDAYTHGCILHPELTTDS 

MIPKYATAEIR/SDI*PNATTDL 

MKLDHEEEPQLSEPYLSKQKKL 

MAKILEHDDVSYLKKILGELA 

MVLDQIEAELEKRKLENEGQK 

CELWLCGCAFTLADVXSLGATL 

HRLKFLGLSKKYWEDGSRP\NL 

QSFFERVQRRFAFRKVLGDIHT 

TLLS A V I PN\A FRL V KRKPPS FFR 

ASFLMGSLG\GMGYFALHGTSR 
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SEOID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown t 
*=Stop codon, /-possible nucleotide 
deletion, \=possihle nucleotide insertion) 


21458 


51826 


A 


21586 


1 


929 


MDPSIYFLPSKREGHLQAYIRDS 

VPEDPLI L 1 FFSASSDQRP WLKA 

PHLPALRGFRGGGAGGGAQSR 

TTEDYVAWAKGNSPTSPSPRSR 

GGCSAKLSGPRRPPRRPGRLFN 

MAASANSVSRAWRTESPEGLE 

SLHSTSLSAISVSRPEGGAELSD 

TADTMGFGDLKSPAGLQV\PTI 

TWRTRATSRGMCHHKQMWQY 

LKPCPAHRLPTCVMPYV/GYNH 

IKSYEKEKASLPGVKKALGKYG 

PADVEDTTGSGATDSKDDDDID 

LFGSDDEEESEEAKRLRE/DTSC 

TI*IKESQKTCTCCQVFHLTRCE 


21459 


51827 


A 


21587 


1 


2405 


MALRVVRSVRAVLCSLHVACE 

KVGMQIPRFCYHERLSVAGNC 

RMCLVEIEKAPKDQSMMFGND 

RSRFLEGKRAVEDKNIGPLVKT 

IMTRC1QCTRCIRFASEIAGVDD 

LGTTGRGNDMQVGTY1EKMFM 

SELSGN1IDICPVGALTSKPYAFT 

ARPWETRKTESIDVMDAVGSNI 

VVSTRTGEVMRILPRMHED1NE 

EWISDKTRFAYDGLKRQRLTEP 

MVRNEKGLLTYTSWEDALSRV 

AGMPPALALQSAEIAASARPPP 

RLGSEEPLCLAAHRLGCEEPLC 

LAASLESEERLCPAAIPPGNLRY 

VFISSAKTDKYSKLAPVEWVTV 

EKVPENVEVTLELGNRQSRDR 

VSRIPGNAIVIWFTGFKWKKTV 

TTLWFLNLAIADFIFLLFLPLYIS 

YVAMNFHWPFGIWLCKANSFT 

AQLNMFASVFFLT/GDQPGPLY 

PLDPSCLISSASNPQELSDCHYI 

HLAFGFSNWRSCPVLPGHCGV 

Q*SYSLL*QFSEA*S*PHFDQAP 

CSDLGEIYHWLSLPFANNEYLL 

LVSHLQGEEAKHPDLQ*AFLDN 

SGCG CG LCG LLDSLSP V * H LG A 

HHSPQ*LFPPCDAGWNPPLHWF 

GIPQ*LLEPHPLCPN**EVPSSLP 

VLSC*DTQVHTVGSQLFW\QVL 

KEAKKPMVVLGSSALQRNDGA 

A I LA A V SSI AQK I RMTSG VTG D 

WKVMN ILHRJ ASQ VAALDLG Y 
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SEQ ID 

NO: 


SKQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, Y=possiblc nucleotide insertion) 


21460 


51828 


A 


21588 


1 


2065 


MLRIPVRKALVGLSKSPKGCVR 

TTATAASNLMRVFVDGQSLMW 

EPGTTVLQACEXRIGMQJPRFCY 

HERLSVAGNCRMCLVEIEKAPK 

DQSMMFGNDRSRFLEGKRAVE 

DKNIGPLVKTIMTRCIQCTRC1R 

FASEIAGVDDLGTTGRGNDMQ 

VGTYIEKMFMSELSGNIID1CPV 

GALTSKPYAFTARPWETRKTES 

IDVMDAVGSNIVVSTRTGEVM 

RILPRMHEDINEEWISDKTREA. 

YDG LKRQRLTEPM V RN EKG LL 

TYTSWEDALSRVAGMLQSFQG 

KD V A A I AGG LVD A E A L V ALKD 

LLN R VDS DTLCTE E V FP\T AG A 

GTDLRSNYLLNTTIAGVNEEAD 

VVLLVGTNPRF\EAPLF*C*EFR 

KSW\LHND\LKVALIRAVPVDL\ 

T YT Y DH LG\DS PK I LQVDI A SG K/ 

SHPFSQVLKEAKKPMVVXLGSS 

ALQRNDGAAILAAVSSIAQK1\R 

MTSGVTGDWKVMNILHRJASQ 

VAVLXDLGYKPGVEAIRKNPPK 

VLFLLGADGGCITRQDLPKDCF 

IIYXQGHHGDVGAPIADVILPGA 

AYTEKSATYVNTEGRAQQTKV 

A VTPPGL A RED WK 1 1 R A LSEI AG 

MTLPYDTLDQVRNRLEEVSPNL 

VRYDDIEGANYFQQANELSKL 

VNQQLLADPLVPPQLTIKDFYM 

TGEVTEINEALAENPGLVNKSR 

YEDGWLIKMTLSNPS 
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SKQ ID 


SEQ ID NO: 


Met 


SfcQ ID NO: 


Nucleotide 


Nucleotide locution of last 


Amino acid sequence ( X=Unknown, 


NO: 


or peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


21461 


51829 


A 


21589 


56 


2352 


ATRPPRGSSWCRQFSRTASAAP 

GRSNMLRJPVRRALVGLSKSPK 

GCVRTTATAASNL1EVFVDGQS 

VMVEPGTTVLQACEKVGMQIP 

RFCYHERLSVAGNCRMCLVEIE 

KA PK V V A AC AM P V M KG WN 1 L 

TNSEKSKKAREGVMEFLLANH 

PLDCPICDQGG ECDLQDQSM M 

FGNDRSRFLEGKRAVEDKNIGP 

LVKTIMTRCIQCTRC1RFASEIA 














GVDDLGTTCRGNDMQVGTYIE 

KMFMSELSGNIIDICPVGAUTS 

KPYAFTARPWETRKTESIDVMD 

AVGSNIVVSTRTGEVMRILPRM 

HEDINEEWISDKTRFAYDGLKR 

QRLTEPMVRNEKGLLTYTSWE 

DALSRVAGMLQSFQGKDVAAI 

AGGLVDAEALVALKDLLNRVD 

SDTLCTEEVFPTAGAGTDLRSN 

YLLNTT1AGVEEADVVLLVGTN 

PRFEAPLFNAWIRKSWLHNDLK 

VALIGSPVDLTYTYDHLGDSPK 

ILQDIASGSHPFSQVLKEAKKP 

MVVLGSSALQRNDGAAILAAV 

SSIAQKIRMTSGVTGDWKVMNI 

LHRIASQVAALDLGYKPGVEA1 

RKNPPKVLFLLGADGGCITRQ\ 

DLPKDCFIIYQGHHGDVGAPMA 

DV1LPGAAYTN\KSATYVNTEG 

*ASASIMLAVmPGLSREDW\KI 

IRALSEIAGMT/LFPYDTL/DIQV 

RNQIGKKSSPNLV\RYDDIEG\A 


21462 


51830 


A 


21590 


246 


761 


MRLQG Al FVLLPHLGPI L V WLF 
TRDHMSGWCEGPRMLSW\CPF 
LQSLICLLQTAI\YSVVG*VLVS 
HTWPWYPMGWEQVLYI*ITYA 
VQLTISWTVLVLFFTVHNPGLV 
RHTVLSSRSNVGEGETTV/LQK 
H1LAALLLLPYLAWLTVTSALT 
YHLWRDSLCPVHQPQPTEKSD 


21463 


51831 


A 


21591 


1 


1497 




21464 


51832 


A 


21592 


1 


1731 





2752 



WO 01/075067 PCT/US01/086J1 



SEQII) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 

Ul pCpilUC SCLJUClllC 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /=possible nucleotide 
udciion* \— JIU&&IUIC nucleotide insertion} 


21465 


51833 


A 


21593 


I 


6626 


PRSLCFSLWAEAAVLADGGLR 

RRRRJLLRGTMSASFVPNGASLE 

DCHCNLFCLADLTGIKW*KYV 

WGGPTSAPILFPVTEEHPILSSSS 

RCLTAHVLGVRRRDQRPERREN 

L*IFWWGEDP\VLLTLFTMTYQ 

KKKMECGRMDFPMNAVLCFS 

KA VHNLLERCLMNRN FVRIGJC 

WFVKPYEKDEKPIMKSEHLSCS 

FTFFLHGDSNVCTSVEINQHQP 

VYLLSEEHITLAQQSNSPFQVIL 

CPFGLNGTLTGQAFK 


21466 


51834 


A 


21594 


1263 


1906 


AVRGMVRNARAVLKTGGTFLS 

PALEPLVAGGSGG/EFSQLGAEE 

RKA1ARF/A1DHVDRRVPVLIGT 

GG/TNARETIELSQHAQQAGRT 

ASTIDSVAHLRSMIHTVK/GAHP 

HFTVLCGYDDHLF/NTLLLGGD 

GAISASGNFAPQVSVNLLKAW 

RDGDVAKAAGYHQTASIPDQL1 

HPYESRLFKCQHVLTRGITSF*L 

LCPPGSLRRQGISTYHSLLHN 


21467 


51835 


B 


21595 


113 


484 




21468 


51836 


A 


21596 


300 


780 


KSGTNETIRRKARGGKIK\MDD 

LRG\PRCQ*EPWKRLLMTIMPS 

CLH L WAQNTTVSI LSFVDKDLL 

EPGCSVLLNHKVHAVIGVLMD 

DTDPLVTVMKVEKAPQETYAD 

IGGLDNQIQEIKESVELPLTHPE 

YYEEMGIKPPKGVHPFGPTWPR 

VKPFCPRQ 


21469 


51837 


A 


21597 


2 


840 


AIEHCQSGDNPESRRGFLLQQW 

LGRNPALVPHPGRTGHSQPPVT 

FH RH PSDCQRSPAGRFKGG PSH 

RGQPPPFHKSPPMTTASHLARC 

ARTYHQ\DSEAAlNR\QrNLEVLY 

ASYVY\LSMSYYFDRD\DVALK 

NF\AKYFLHQSHEER\EHC*ENL 

MKACRTNEGWPNLSFQDIKET 

KTCDD\WESGLNA\ME\CALHFE 

KKC*IKSLLEL\HKLVATDKN*PP 

ICVDFI*DTFTLNEQA^*1CAIICRI 

WGDHA^*PKLWRKMGSAPNLG 

FGEYLF*QSTPWGDSDNES 


21470 


51838 


A 


21598 


3 


390 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


21471 


51839 


A 


21599 


1 


483 


FQLEVTPQNITLNPGFGGPVFS 

WRDQAVLRQDGVVVTINKKR 

NLVVSVDDGGTFEVVLHRVWK 

CSSVHQDFLGFYVLDSHRMSA 

RTHGLLGQFFHPIGFEVSDIHPG 

SDPTKPDATMVGVLQKDYSKDP 

WHGAEVSCWFIHNNGAGLIDG 

AYTDYIVPDIF 


21472 


51840 


A 


21600 


1 


1521 




21473 


51841 


A 


21601 


1 


837 




21474- ' 


51842:' : - 


A< 


21602 


3 - • 


310 


EVRANLSSQALRMWLDYGFVT 
PLTSM S I RG M ADQDG LKPTI DK 
PSEDSPPLEMLGPRRTFVLSALQ 
PS PTH SS SN TQRLPDR VTG V DT* 
VVT*PYVLCWNLC 


21475 


51843 


A 


21603 


62 


462 


MPLPLPSAFVLSALQPSPTHSSS 

NTQRLPDRVTGGFSVNGQLIGN 

KARSPGQ\HDGTYFGRLGIANP 

ATDFQLEVTPQN1TLNPGFGGP 

VFSW\RDQAVLRQDGVVVTI\N 

KKRNLVVSVDDGGTFEVVLHR 

VWK 


21476 


51844 


A 


21604 


37 


2883 


SMDGAMGPRGLLLCMYLVSLL 

ILQAMPALGSATGRSKSSEKRQ 

AVDTAVDGVF1RSLKVNCKVTS 

RFAHYVVTSQVVNTANEAREV 

AFDLEIPKTAFISDFAVTADGNA 

FFGDIKDKVTAWKQYRKAAIS* 

EKA\GLVRASGRTMEQFTIHLT 

VNPQSKVTFQLTYEEMLKRNH 

MQYEIVIKVKPKQLVHHFEIDV 

DIFEPQG1SKLDAQASFLPKELA 

AQTIKKSFSGKKTSNGSHSRRF 

QGHVLFRPTVSQQQ 


21477 


51845 


A 


21605 


1 


1008 




21478 


51846 


A 


21606 


1 


435 




21479 


51847 


A 


21607 


1 


676 


JRHQGAAAQEGDAETPGSVERR 

GRRAGAEDGMSQAPGAQPSPP 

TVYHERQRLELCAVHALNNVL 

QPAA\FSQEAADEICKRLAPDSR 

LNPHRSLLGTGNYDVNVIMAA 

LQGLGLAAVWWDRRRPLVPS 

WPCPKGLG*ILN\LPSPVSLGLL 

SLPLRRRHLRWPCARLA^TVSY 

YNLDSKVLRAPEGPGGLRTE/LR 

GLSLAAALAQGLCEVLLVVTK 

E V EEKG S WLRTD 


21480 


51848 


A 


21608 


89 


316 


ELLSPLLVAPGPSDLTVTGLKSF 
SSPSLCSLNTLLAGTSRLMVA*L 
YESLGQGEDLGLLTPGPEFLSIS 
SYCNFM 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location of first 
codoo for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=IJnknown, 
*=Slop codon, /^possible nucleotide 
deletion* \ = possible nucleotide insertion) 


21481 


51849 


B 


21609 


1 


1920 




21482 


51850 


A 


21610 


1 


1727 


LPR V LG HSG H RGG LSSRRSQG L 

VSRFRLRALCGAGSDMWRLPG 

LLGRALP\RTLGP\SLWRVTPKS 

SSPDGPQTTSSTXLLVPVPNLDR 

SGPHGPGTSGGPRSHGWKDAF 

QWMSSRVSPNTLWXDAISWGTL 

AVLALQLGR\HIHFQAFLAAGP\ 

KRVE\HCS\WHSPL\DRFFSSP\L 

WHPCSSLRQHILPSPDGPAPRHT 

GLK/ENPRLGKE\EASAQPRNFS 

HNSLRGARP\QDPSEEG\PGDFG 

FLHASSSIESEAKPAQPQPTGEK 

EQDKSKTLSLEEAVTSIQQLFQL 

SVS1AFNFLGNQMDPAPRQEGT 

ENMKSGDHTAAFSYFQKAAAR 

G YS1CAQ YN AG LC H EHG RGTPR 

DISK/SV*KAGLYYQLAASQGH 

SLAQYRYARCLLRDPASSWNPE 

RQRAVSLLKQAADSGLREAQA 

FLGVLFTKEPY\LDEQRAVKYL 

WLA ANNGDSQSRYHLG ICYEK 

GLGVQRNLGEALRCYQQSAAL 

GNEAAQERLRALFSMGAVASPG 

APTNLTVTGLKSFSSPSLCSLNT 

LLAGTSR\LPH\ASSTGNLGLLC 

RSGHLGASLEASSRAIPPHPYP\ 

LEKNWVRLGFG 


21483 


51851 


A 


21611 


1104 


1680 


LATPDVRYCYLSTYTSLPNPAR 

RFFLFSLCCKFSHSHVKTATVKK 

YNKS E YP WDL VK A H LQG A FTS 

NITFDISELQNKILDLNRHTQEF 

QPSLEDWTEFQEGLESLNPWTY 

LKYHSNILYVVLGVMLFCLCLL 

FIVCKIGWTANRRMRAAQPGL 

TFFQLIHKQGDMQGAEGPWDV 

TNSAFHWRLYDQTANCLS 


21484 


51852 


A 


21612 


364 


824 


LCIILFKQLSTWRTGCAQPTKR 

GYTELQTEGPMLKSMFLWLGE 

QVQILQL\HSNCIVILTTLV/FCV 

TNLE*FIVCKIGWTANQKMGA 

AKPGLTFFLLICK\QKGDM*GA 

KG P WD V IN S AFH * RM 


21485 


51853 


C 


21613 


196 


504 




21486 


51854 


A 


21614 


3 


142 
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SKQ ID 

NO; 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in US5N 


Nucleotide 
location of first 
couun ior pcpiiuc 
sequence 


Nucleotide location of last 
codon for last amino acid 

Ol |)C|JIIUC aLl|UCfllc 


Amino acid sequence ( X=lJnkiiown, 
*=Stop codon, /=possible nucleotide 
deletion, \ = pos$ible nucleotide insertion) 


21487 


51855 


A 


21615 


1178 


2285 


IVWLMTTGGQCRY*LSALIKL* 

DR/WFQRLCIHVIQRLRPVHAH 

LYLQPGMEDGNSFRQMFRSTR 

SLH1PTRDLPLSPDTTVVLHQVY 

NVLLGLLSRAKLYVDAAVHGT 

TKLVPYFSFMTYCLISKTEKLM 

FSTYFMDLWNLFQPKLSEPAIA 

TNKNKQALLSFWYNVCADCPE 

NIRLIVQNPVVTKNIAFNYILAD 

HDDQDVVLFNRGMLPAYYGIL 

RLCCEQSPAFTRQLASHQNIQW 

AFKNLTPHASQYPGAVEELFNL 

MQLF1 AQRPDMREEELED1 KQF 

KKTTISCYLRCLDGRSCWTTL1S 

AFRILLESDEDRLLVVFNRGLIL 

MTEGKD\TFM1VCC*TTSFLIISS 

SIYYAELQSTVKNLLKH 


21488 


51856 


A 


21616 


1 


436 




21489 


51857 


A 


21617 


369 


508 




21490 


51858 


A 


21618 


2150 


3120 


DLRALALLLSVHTPKQLNPALI 

PTLQELLSKCRTCLQQRNSLQE 

QEAKERKTKALAL WTTI ITFRV 

GGGSNTLGVTGLRVVCSAEPPK 

YKC*KQN*LPTSPPNV1LMTFRE 

VSLLACVFTDDEGATPIKRRRV 

SSDEEHTVDSCISDMKTETREV 

LTPTSTSDNETRDSS1IDPGTEQ 

DLPSPENSSVKEYRMEVPSSFSE 

DMSNIRSQHAEEQSNNGRYDD 

CKEFKDLH\CSKDSTLA\EEESE\ 

FPSTSISAVLSDLADLRSCDGQA 

LPSQDPEVALSLSCGHSRGLFS 

HMQQHD1LDTLCRT1ESTIHVVT 

RISGKGNQAAS 


21491 


51859 


A 


21619 


2 


4049 


EEENGREYKFDVSSELLEWIWH 

DNMQFLQDKNIFEHTYFGFMW 

QLCSCIPSTLPDPKAVSLMTAK 

LSTSFVLETFIHSKEKPTMLQWI 

ELLTKQFNNSQAACEWFLDRM 

ADDDWWPMQ1LIK\CPNQIVRQ 

MFQRLCIHVIQRLRPVHAHLYL 

QPGMEDGSDDMDTSVEDIGGR 

SCVTRFVRTLLLIMEHGVKPHS 

KHLTEYFAFLYEFAKMGEEESQ 

FLLSLQAISTM VH FYMGTKGPE 

NPQVEVLSEEEGEEE 


21492 


51860 


A 


21620 


58 


219 
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SEQID 

NO: 


SfcQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/54CU17 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=(Jnkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, V= possible nucleotide insertion) 


21493 


5186) 


A 


21621 


195 


1187 


RVPRTWLLPSFCASRSRENEGL 

SEFGASQTVTPSPASSVQAWEA 

MEPEFLYDLLQLPKGVEPPAEE 

ELSKGVCKKYLPPTSRKDPKFE 

ELQKVQQEWINATLLPEHIVVR 

SLEEDMFDGLILHHLFRKWAAL 

KLE A E D 1 A LTATSQKH K LTV VL 

EAVNRS\CSWRSGRPSGA/WEST 

WNKDLLSTLHLLVALAKRFQP 

DLSLP/D/HTNVQVEVITIEVAA 

NFVNQKLDRLGLSVQNLDTQV 

GTGV1LLLLIGQLEGFFLHLKJBF 

YLTPNSPAEMVSFVTLALELL/I 

GRGPAQLPC/LALKVSAT/MDA 

KSTLRVLYGLFCKHTQKAHRD 

RTPHGAPN 


21494 


51862 


A 


21622 


96 


1350 


AAGLLPPGLVPEDPRRTRNLLP 

FG IQGPPF ALSRPLFSC VESG W A 

WEAMEPEFLYDLLQLPKGVEPP 

AEEELSKGGKKKYLPPTSRKDP 

KFEELQKPAWLMEWINATLLP 

EHIVVRSLEEDMFDGLILHHLF 

QRLAALKLEAED1ALTAT\NQK 

HKLHSWCWRP*TGVCSWRSGR 

PSGAAVESIFNKDLLSTLHLLEA 

LAKRFQPDLSLPTNVQVEVITIE 

STKSG LKSEKLEEQLTE YSTDK 

DEPPKD V FDELFKL A PEK\LN A 

VKEAIVNFVNQKLDRLGLSVQ 

NLDTQFADGVILLLL1GQLEGFF 

LHLKEFYLTPNSPAEMLHNVTL 

ALELL/IGRGPAQLPC/LALK/TI 

VNKDAKSTLRVLYGLFCKHTH 

KAHRDRTPPWSPELTLTASKAQ 

SLPVSPAGGPEAAGCPPTVPLFP 


21495 


51863 


A 


21623 


1 


87 




21496 


51864 


A 


21624 


45 


277 




21497 


51865 


A 


21625 


171 


511 


GKFRYSPALHSWATRLRTSTAA 
GHCCMNSSQNKLSSKSWAMTR 
HALNVKRFTIFQSHQCSLSrCKV 
N LSLFQQG AERLPSQELTH LLL 
QEVRCE* RDFPPEEATWTGLPV 
LPSQ 


21498 


51866 


A 


21626 


276 


387 




21499 


51867 


A 


21627 


1 


218 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \= Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


21500 


51868 


A 


21628 


139 


9009 

- 


ESSEDVSGGLPFLVDLGFRSVC 

VSLFHVKNPVQWDQKLPKKKK 

PVRSYCGSKLLQREVIQPDVME 

EMVVSCVIKHLNLVDALQSLIN 

FQYQEEHAEEYDLLCKIMGETF 

KKLNAMERQLQNKMKELELLC 

SMKEVSFDGNDLENMVLSLRE 

KFLQEVNSLIQKPSHPLAKTKT 

LVKSLMNRAELLLHVTIAAQSG 

LTRS. I SGTPA ETPAC KS A SETK V 

1SHAVRQPVFLRSMSAPSDLEMI 

GNEDLEFTRANQRR 


21501 


51869 


A 


21629 


1697 


2056 




21502 


51870 


A 


21630 


237 


1545 


KPENKKSRTGRNRTJCSTPGYRA 

/RPAAATARISARSTK*WKNSL 

AGRWARHICWTLWALIPRJTLR 

/HVMAAGFPQRMQKDYRDA1D 

ALCDANRFGQKKRLGFWRYKE 

DSKGVGLCSYLL1GFYYTDPKN 

GAAAMKAFVVTRVGDVFLAFA 

LFILYNELGTLNFREMVELAPA 

HFADGNNMLMWATLMLLGGA 

VGKSAQLPLQTWLADAMAGPT 

PVSALIHAATMVTAGVYLIART 

HGLFLMTPEVLHLVGIVGAVTL 

LLAGFAALVQTDIKRVLAYST 

MSQ1WLRCSSRLACRHGCGGSL 

ECLQHEGIPYSRMGRPHTTSAL 

RRFTSEFGMGSACFTLGYFFMY 

KQAVILLLMLFTASVSAACTLPI 

AIDHGTPGPAELLTVALRYNLS 

SYDAAYLELALRLEIP1AKGSPN 

FAFRRAATGNEGIKMHFLRNK 

G1LWI 


21503 


51871 


B 


21631 


1 


1440 




21504 


51872 


A 


21632 


525 


716 


PKTPAGPVEPMHQVPSSKRVPT 
RDKRTRGDSTRHSGQSKPTKRY 
NHAYEI*PR1KWFIPDAGC 


21505 


51873 


A 


21633 


8 


136 




21506 


51874 


A 


21634 


1476 


1611 


GCDPAPGLPAPPHT/QP/DH*NQ 
RQIGIG*FLTGTVPATHLRQRLA 
AA 


21507 


51875 


A 


21635 


461 


827 


AALQMRDTSDPADCGEQSVCG 

YSEPVPEYACFHRJQDLHDTET 

AACFSHAGSGRTHV*SQSEHAA 

GSVLWSYRYRC*TGTAGYTDR 

FSQQRCHVRRGISPRCWPEYQS 

RSWCRJLFPSPESAG 
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SEQID 

NO: 


SEQID NO: 
of peptide 
seauence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn % 
*=Stop codon, /^possible nucleotide 
deletion \=nfK<;ihlp nnrlentirir incj»rtinn\ 


21508 


51876 


A 


21636 


1 


3735 


MAEASVFQTVDPWRPGFATIPD 

FLKERYDKTTRIIIDFCFLIATGV 

CFLPIVLYSGALALNSLFHVGES 

LQISHGAAIWLLV1LLGLAGILY 

AVIGGLRAMAVADSING1GLVI 

GGLMVPVFGLIAMGKGSFMQG 

IEQLTTVHAEKLNS1GGPTDPLP 

IG A AFTG LI L VNTFY WCTNQG I 

VQRTLASKSLAEGQKGALLTA 

VLKMLDPLGLKPDLLAYNTAL 

RALIPQRLIAFDDAVRSTLKEEE 

KLVNSSDWGY 


21509 


51877 


A 


21637 


840 


1064 


WSVENYHRRGYGGHIPLPAASP 
AVAAQWCDAGR*VPPAARRW 
HRHQVYLTYLITLDRGLSRARF 
CIPSAHCSAY 


21510 


51878 


A 


21638 


979 


1409 


RL V VDIFH DNRH AFPRRL V SDA 

AAHNACTQHRGLFRGFNVFGE 

FLRFAFYILIVKENADQCAGFV 

GMRQRDKTFVFQV'GFFTTKT 

GRSFNGFYCGDGGRIMF/LPLFV 

RPSL*RW*SSWWLQSCSVLVVP 

ASADVLLSSRGRR 


21511 


51879 


A 


21639 


903 


1397 


LPTLPMMVCCTTPTSSRKHWM 

♦NPSTLT/HAWVPYTNFSPIYEG 

KCGMSGARVEGKVIYETQSTH 

KLLAAFSQASMIHVKGDVNEE 

TFNEAYMMHTAASPHYGIVAS 

TETAAAMMKGNAGKRLINGSI 

ERAIKFRKEIKRLRTESDGWFF 

DNAAGYIDTITLGGPS 


21512 


51880 


B 


21640 


1 


5305 




21513 


51881 


A 


21641 


129 


723 


LITARGQVADRNLRDLLAPWV 

PDAPSRALPEMTLDSRVAAAV 

DLFVARIGHQADGRRY1PQAIA 

QGVAAIIAEAKDEATDGEIREM 

HGVPDIYLSQLNELLSALAGRC 

YHEPSDNLRLVGVTGTNGKTT 

TTQLLAQWSQLLGEISAVMGT 

VGNGLLGKKKEKAAIQYNTLC 

KSCTLTHPKPHNESDH/IRCRC* 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
* i =Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


21514 


51882 


A 


21642 


1 


2230 


MMRTSGGTRDNESSSDDERER 

ENRLSDEKSNEYANLVGGERY 

EPDEENPMLGFRGAGRYVSDSF 

LRLCSSLEIVKARETVALIQGLK 

H\DLLADDTALRALIPQRADRFP 

MNAVRSTLKEEEKLVNSSDWG 

Y\DAQAFARWRPEYGYFAKQA 

GFTVKTSASLAALWQVVNQIG 

GKERYFFGNILWQTRALMDRAI 

G HKL A KG RPERE YLQTG D A V D 

SWKVIVVEPEKQLTLLFGMICAP 

GLGRLCFSLEDKGDYRTIDVRA 

FWHPHGNRAEREKPRFQPYSRR 

KSFIGQNMLLPMS1MPPVFRRVI 

CPLGVARLGKFRDPVYLVCVFT 

RQIFRYYTSGDEFLQINTTGGED 

IDDIDDIKLFVYEESYGISKESH 

WRE AIN A KAMG AMTLN WQEK 

RWQRFFNSEEPGNIEPVYMLEK 

VENQNHAKWEVHNFTMGYQR 

QVTEDTYEYLLLNVVGVPVPD 

MIHPMTKDEAGVWSWRTPILK 

GNLYEYFFNVDGVRSIDTGTA 

MTNPQRQVNSSMILVPGSYLDT 

RS V A HG DLI A IT Y H SN ALQS ER 

QMYVWTPPGYTGMGEPLPVLY 

FYHGFGDTGRSAIDQGRJPQIM 

DNLLAEGK1KPMLVVIPDTETD 

AKGIIPEDFVPQERRKVFYPLNA 

KAADRELMNDIIPLISKRFNVR 

KDADGRALAGLSQGGYQALVS 

GMNHLESFGWLATFSGVTTTT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
bod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


21515 


5IS83 


A 


21643 


1 


1549 


MDASGHHVRGFASGMGCCRV 

RRTMKRETGGGRLAGFRLVGT 

LGQHLGAHRSASKGHQ1LAAA 

RHVDRLAK\LQLA\NVSCHEVD 

LSWPDNLPALLQDIDTVYFLVH 

SMGEGGDFIAQE\RQVALNVRD 

A LRE VP VKQLIFLSSLQAPPHEQ 

SDHLRARQATQ\E1RSEGNVP\V 

TELRAEI1VGAGS\AAL\EVM\RD 

MVYNLPVLTPPRWVRSRTTP1A 

LENFLHYLVALLDHPASEHRJF. 

EA\AGPEVFSYQQQFEHFMAVS 

GKR\RWFDPPSPLP"RRWISVWF 

LNVITSVPPTTARALIVQGLKHD 

LLADDTALRALIPQRLIAFDDA 

VRSTLKEEEKLVNSSDWGYDA 

QAFARWRPEYGYFAKQAGFTV 

KTSASLAALWQVVNQIGGKER 

YFFGN1LWQTRALMDRAIGHK 

LAKGRPEREYLQTGDAVDSWK 

MIVVEPEQQRTLXLFGMQAPGL 

G RL/CCFSLEDKGD Y\RTID\VRA 

F WHPHGM PG/L*F* WLLMIPAH 

LF1FRGMAKQIARLAVPSTDLID 


21516 


51884 


A 


21644 


201 


363 


SLRGSRTAASPCWAVPVHVPG 

HGAGEPAHHPGHQP*LPPPHPH 

VLLPLQPVLA 


21517 


51885 


A 


21645 


3 


440 


PFS LPFSLGLTASLFMNT WLA 1 S 

SNCDGFIPASPACFCSFLLMSSA 

L*RTKAM*1MC*FSGLSGSKGV 

YIR*ASHSLS*NCAGLSSFP*MT 

SESLLTFVAF*APLINPSKRASLS 

RFSLCISSLSCGSNWGSVPGNW 

VLPYSWGF 


21518 


51886 


A 


21646 


359 


543 


VVTPDSGSSH*KANSFCLSGAN 
LMLKKASFRSKQVNQLSSAGS 
NPSNMYGLGTVGCKVTVA 


21519 


51887 


A 


21647 


2 


582 




21520 


51888 


A 


2)648 


3 


574 




21521 


51889 


A 


21649 


1 


195 


LCVFFVLVSFFLSPLDSQLAVV 
C*FDGTGIGMYLTSAVSPPPRN 
GVVASVMYAVVTPMLNLFICS 


21522 


51890 


A 


21650 


2 


457 




21523 


51891 


A 


21651 


21 


545 


PPCTSLRPLH AFSG KMTH LNRG 

TLS LLDSQLHNL1 A LQMTCFK.D 

VEIPNFFWEPSVTPSHRNI7MMYF 

PAAVFGFLPISGTLFSYCKIVSS1 

LRVSSSGGKYK/AFTTCGSHLS 

VVC*FYGTGVGGYLGSDVSSSP 

RKRAVASVMYTVVTPMLNPFI 

YSLRNRDMKSVLRRPHSSAV 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
inUSSN 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


21524 


51892 


A 


21652 


899 


1039 


LWTSSLTAESSPMRAA*LRETS1 

VSAASRAFSAALSSSALRAFSA 

C 


21525 


51893 


A 

f'r;. 


21653 


804 


1390 


QGTMLKVLRHLRWTWIPSRASL 
RTG Y C FC L TG WTPG LTS I STG A 
W LT AN PGG LSS AHTLGH RL A R 
AGL1SWPGSVKKSLHSSSRGSIR 
VIMTPVPGNFSSKEPCSVKEIVA 
LSLLSKSLPNKGKGQSGMYKN* 
* ITLCPP1 VQ V WGKQKACFAET 
PMAPMMS1VFLDKGATEAVTT 
ECSALVSTRKSMSLPPTV 


21526 


51894 


A 


21654 


84 


730 


H L SDS KSQ V R YQPS A DLS FLLG 

HYNPQSSRRVLSVLDSQLHNLI 

ALQVTCFKDVEIPNFFCDPSQLP 

HLACCDTFTNKIIMYFPAAIFGF 

LPISGTLFSYSR1VSSILRVSSSG 

GKYKAFSTCGSHLSVVC*VYGT 

GVGGYLSSDDVSSSPRKAAVAS 

VMYTVITSMLNPFIYSLRNRDIK 

GVLRQPHGSTVQFQYLL1CSIPF 

VVWVKKGSKVK 


21527 


51895 


A 


21655 


1049 


1979 




21528 


51896 


A 


21656 


2244 


2901 


LRCLSLPFLEAWKRDMLLSVM 

A\YDRFVAICHPLYHSAIMNLCS 

VG FLVLLSFFFFVLSLSDSQLHN 

LIALQMTCFKDVEIPNFFWEPS 

QLSHLACCDTFTINIIMYFPTA1F 

GFLPISGTLFSYYK1VSSILRVSS 

SGGKYKAFSTCGSHLSVVC*FY 

GRGVGGYLSSDVSSSPRKGAV 

AAVMYTVVTSMLNPF1YRLGN 

RDIKSVLRRPTEHCLISKK 


21529 


51897 


A 


21657 


1 


2850 
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SEO ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


21530 


51898 


A 


21658 


1 


1703 


KKMALTSFLPAPTQLSQDQLAE 

AEEKARSQRSRQPSLVSSRREPP 

PYGY\RKAWIPRLLEDF*DRGA 

FPE1HVAQYPVLDMGRKKKMSN 

ALAIQVDSEGKIKYDAIARQGQ 

SKDKV1YSKYTDLVPKEVMTMA\ 

DDP\DWQRP\DEEAHEITEKA\R 

VAL\EKSVSQKVA\AAMPVRAA 

♦QIGPLLQYIPIHTISGKGVA1QT 

SWS*TRRVIR\MVEMQ\KDPM\E 

PP\REK1NKK1PRGP\PSPPAPVM 

HSPSRKMTVKEQQEW\KIPPCIS 

*LGKMAKGY\TIPL\D1CRLAAD 

G E EG LQDS YTLN G KFS A K L A E 

ALY1ADRKAREAVEMRAQVER 

KMAQKEKEKHEEKLREMAQK 

ARERRAGIKTHVEKVKYFSTVH 

TEDGEARERDEIRHDRRKERQH 

DRNLSRAAPDKRSKLQRNENR 

DISEVIALGVPNPRTSNEVQYD 

QRLFNQSKGMDSGFAGGEDEI 

YNVYDQ\ALIGGKYMAQS1YRP 

SKN\LDKDMYGDD\LEARIKTN 

RF V PDKG V FL VQTRRQRG REG P 

\VQFEEDPF\GLDKF\LEESPTAM 

GGS\KRPSG*PAAPREHGAWKA 

RKRRKE 


21531 


51899 


A 


21659 


2 


1588 


CLRRALPGSIESAPTAPPPPPSGE 

GSQAY1SRLPATL1VLILERRQL 

LGVWRRARCCSLINLAHRRHC 

G MPTRESPC A I LARRY EG RRSPS 

TVAQPPPPPPPIELAPSTSETPIQ 

ATRGAHPAQPSS/VPPA/PARPPE 

RPPVPEQGPSGTHPDPTP/PGPT 

NAPQRPSAPVPNTTN*PTRHMH 

QLPDAA*TPYPAYGSDYL*AR* 

DATASHQASCTN/SPDAA*TPYP 

A YAKIE R A * ENPVPS A 1 KI I GRSS 

SSGRQASPWGMA/SPHWRSWR 

MGPNGSGKRPRRAAERISCCRN 

AQGRTHSQKAYIQQQPQCCVN 

VHLQPPD/PTPAQ/PSQTLSPPDS 

/PAPPLPAYPS/TQHPTAPPPTSSP 

MSS/R1VKPHPQHCGARPGQGK 

ERDETERKDAKERNRRTATPTT 

RHTDRLPRTAHGPPPP\PPPPPPP 

PPPPPPPRDSPRRPRRREKPEQQ 

KEGGQTGRTQRKETARRGEER 

ETG RKKTRG A PPPRP A A A RRPH 

ETAETKRRPPARQHRPPRRRPS 

DGTERTRHQLGFIMLGLLSWN 
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SEQID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
bod 


SEQ ll> NO: 
in IJSSN 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
(ii pepuue >ct]iicncc 


Amino acid sequence ( X=tInkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


21532 


51900 


A 


21660 


2 


192 


RVD1CSTNYCWWLYPMTSGPSF 

SYV*GP*EEDVRE*MCGRDGL* 

YLS1GVVCGFICQHHNRAQ 


21533 


51901 


A 


21661 


783 


2119 


GSEMPVTVMLTLGEPGHFMSS 

LG\CWCGVEDEAAPSKQSIYIQ 

RETQVRTPMAGVSPKKAHPCE 

MCGPILGD1LHVADHQGTHHK 

QKLHRCEAWVNILYDSGNFHR 

RQNEH1GEKPYRGSVEEALFAN 

RCKLHVSG\SHLSSVRV/EKDFL 

LRSGLLQQEATHTGKSNSKTEC 

VSLFHGGKSHYSCGGCMKHFS 

TKDILSQHERLLPTEEHFVWCE 

CGKSSSKYDSFSNHQGVHTREK 

PYTCGICGKLFSSKSHLLVHQRI 

HTGEKPYECEVCQKFFRHKYH 

LIAHQRVHTGERPYECSDCGKS 

FTHSSTFRVHKRVHTGQKPYEC 

SECGKSFAESSSLTKHRRVHTG 

EKPYGCSECEKKFRQISSLRHH 

QRVH/T/NERAYECSESSLIKYW 

Rl HT* VRSCDCSKCG K/CFTQRS 

ALLGYWRVHTR\KSPYK*NKFG 

QFCSHTSVFLQDYS 


21534 


51902 


A 


21662 


84 


437 


KMTSTQPVKFSLFASHSVPCGQ 

SFPGRRAFAPAMPRRRIPSSDHL 

PEPGQSHQHVNRQRWACRELI 

AAFLPSSYRL*LVETGGEIGQRN 

RASCHSPFPAGSSPGIFQTEIGKP 

CLLP 


21535 


51903 


A 


21663 


69 


446 




21536 


51904 


A 


21664 


880 


1365 




21537 


51905 


A 


21665 


1705 


2196 


RQNQREGDDDTEDQPPRPGTQ 

MTELFFLIQMLCFMANALRQL 

VHPL/MGNVHEYFADLKMPAC 

AVSAFLCAMHRSITSMFE*DNG 

PGPADADAR\LDMRIQVFMFCA 

NTLPARVLQRNKNPGQDHPET 

AERRA ESQRI 1 EKGLKCIQG KGl 

VNSISMKEGVDAF1H 


21538 


51906 


A 


21666 


1 


1147 




21539 


51907 


A 


21667 


254 


557 


AADEIGGIAVETVTEDAHLLCG 
CTVVA 1 PPR1CVSAGGG AG DRK 
SSVRFHQNLAQVHITRGVA^WT 
MTNSH1ITCCATAFGTTTSPSPT 
ESTGVPCGRRNQH 
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SEQID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Slop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21540 


51908 


A 


21668 


557 


1031 


SSRNASGAVRKISRGMPDKKW 

NMALT*HSR*ANFSPLPVSGLS 

RRKICTIPRAQRIR'PICADRLSV 

ASPA ACG 1\A YTRRYSHDGATA 

EKYAHLQSRFRQQCRQFHPAA 

YDESPHRNRRRKWRPTYRCHP 

APDHRTACLRSAFYGNAPGCV 

QTERSW 


21541 


51909 


A 


21669 


572 


825 


QARJSTSFFRESLPSRHPVPRYR 
PLEAFWTPCTRGYYRFFFSPAR 
EN A E YRTLXKH WAKFLLVRASF 
PGASTLCCKSPGRTISV 


21542 


51910 


A 


21670 


303 


899 


EDNYSGSSLYCFDDVASVQMP 

GSNGNCRR*CAGKTSG/TWRNS 

LVRQWLLTAQKKTLLH A VSNL 

PKTWAQILFSKQRVLRSPLNRH 

LI W* C A A V KL* LLVLYPA I RQS 1 

SSKSIAKSLSRRYFR\LPIGDSM* 

NRW*RIFTIIGMYIGTAL*SDGAI 

VVCRLCENLPGSFHQRHQRCD 

AASLAGGSEPIAFSRAGRTPGP 


21543 


51911 


A 


21671 


1 


1320 




21544 


51912 


A 


21672 


99 


761 


IDNAPPDQTTVHAFAANSENHS 

PPQL P YETPDDADPTHQA FSRW 

RHRPQAYSADALLRERLPPTHR 

HRGQSPDSLTSLPYWRGRRKY 

RAAPALT*TPPDTLFDSPP* PAV 

PPPVAKELPVTAQRQVHNAMS 

ANSFVIFHPVKIRNNIVLQPAIAI 

QRRNGHGVTRCAAALHSRHGS 

LSVARHRVHLPVCRQADDKPA 

PAPLRPARYCLCPNQSAAVRYL 

R 


21545 


51913 


A 


21673 


62 


680 


SSRNASGAVRKISRGMPDKKW 

NMALT*HSR*ANFSPLPVSGLS 

RRKICTIPRAQRIR*PICADRLSV 

ASPAACGI\A YTRRYSHDGATA 

EKYAHLQSRFRQQCRQFHPAA 

YDESPHRNRRRKWRPTYRCHP 

APDHRTACLRSAFYGNAPGCV 

QTGPVRRSGAASASSPAVFLSG 

TSP WSFARTI A L VRG RSRKSTRT 

RLWHISAHC 


21546 


51914 


A 


21674 


411 


481 





2765 



WO 0 1 /075067 PCT/US0 1 /0863 1 



SEQID 
NO: 


SEQIDNO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540 2 1 7 


Nucleotide 
location or first 

rfwtnn fnr npntirlf* 

sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Slop codon, /=possible nucleotide 
ui.it.iiuiif \ I'tF^aii/ic ii uLiLuiiuc inicruoni 


21547 


51915 


A 


21675 


402 


915 


RLASKJLFTTVTPRGGVGELQAT 

TRNAAVAGIKRKRSNRGRPAEE 

PELTADRGQGENEITEAATAAK 

ARRTMRPKTGNQNPDKHRTRG 

LQICHTFNANGNRARCSAANA 

MAAT1SGLSSGLSGTGWQETIR 

PPLAA!F*SSCASNDIHLPKSFLA 

LPNGTAPLNGLPS1AS 


21548 


51916 

. \ 7V * . y, • • 


A 


21676 


1416 


1832 


GSAPRQRHLAGRRPVTTRPKHV 

SHHGPQENSAHRLSHVDNESTC 

IVCGTLRUQHSARYFPPSLPETL 

FLAPVNHSV/EYMWQAAVPK*I 

Y*HQTFPGRDCQHLLFHFVRKF 

GVRESI/AQVVAVRAATSAWRY 

SRSSAITL 


21549 


51917 


A 


21677 


97 


300 




21550 


51918 


A 


21678 


756 


1179 


RRRLPSPYCRAAAGSSPSYECF 

AHQRSVASSRGHTGTRQFYRE 

HWFLRCIRRLSGTRLLAYHRCF 

QPHLACSGKRAVSASSTRSADV 

AAWYRV/CAKPFSSSS*VQEDL 

SYLRFSAS*P*TVIL*PACRKPCR 

KRRGQRRWR 


21551 


51919 


A 


21679 


3 


1279 




21552 


51920 


A 


21680 


1 


2448 




21553 


51921 


A 


21681 


317 


1985 


PNTPLTSKLPLLTHPLTLLTPSA 

SG WQKTTKLSC V F/PETEK Y A H 

ERLAHHVAQGANQYAPMTGV 

QALREAIAQKTERLYGYQPDA 

DSDITVTAGATEALYAAITALV 

RNGDEVICFDPSYDSYAPAIALS 

GGIVKRMALQPPHFRVDWQEF 

AALLSERTRLVILNTPHNPSATV 

WQQADFAALWQAIAGHEIFVIS 

DEVYEHfNFSQQGHASVLAHPQ 

LRERAVAVSSFGKTVYHMTGW 

KVGYCVAPAPISAEIRKVHQYL 

TFSVNTPAQLALADMLRAEPEH 

Y L ALPDF Y RQKRDI L VN A LN ES 

RL E I LPCEGTY FLL V D YS A LSTL 

DDVEFC*SLTQEHGVAAIPLSVF 

CADPFPHrCLIRLIQTAAFNLLVN 

HERRANAVINVDHAEIPFLRIIL 

PFLRQRQHHAVIIDHHPNAELL 

FQQIFHLHRRCPRRFRHGLRHA 

G HRIN LTV DFQRQ V DG M VRPQ 

FTV AMPA I FRFRTA A PS AS VHQ 

SGVRLPYQFMALIASDNFCCW 

VHGGYITLAVNGNDAIGSVFNN 

QIVKCPRFTQCLGEVIMTLTDLP 

HFTGQLW 
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SK.Q ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \— possible nucleotide insertion) 


21554 


51922 


B 


21682 


160 


312 




21555 


51923 


A 


21683 


80 


452 




21556 


51924 


A 


21684 


158 


1980 


redtahlpavgflpqnpfrair 

asgemllplllllpmcwavev 

krprcv\sltnhhfyr\eskpft\ 

cldgsatipfdqgqrltycdck 

\e)gs*rsqataa\cp\ngqafh\c 

hqtlgl*spl**spskpgsndgv 

cdccdgtde\yn\sgvi\centc 

keegpvrrreslqqmavevtre 

gvfrleedplfeglgkkareek 

qkkl\ielqagk\ksledq\vem 

lrtvkeeaekpereakeqhqk 

lweveqlagfqgpnreqdara 

ada fkeldddm dgtvs vtelq 

thpeldtdgdgalseaeaqall 

sgdtqtdatsfxydrvwaaird 

kyrsealpt\dlpapsapdltep 

keeqppvpsspteeeeeeeeeee 

eeaeeeeeeedsevqgeqpkea 

pppl\sppqpaspa\eedkmppyd 

eqtqavfidaaqearnkfeeae 

rslkdmees i rnvleqei sfdfg p 

ng d v/f a y l ysq/c ardlttn e 

yv/ytrlcpfqvlffagnpnsg 

vfptslghlgasw/vlgpdhgq 

vsvamkf*arhgacwqgpnpl 

qhp*rfwfgket\mvtk:hpq*p 

srceylhgs**tpaa\cpeppal 

kqpqpkd\dhdevlswmgare 


21557 


51925 


A 


21685 


59 


359 


LLRIGNDWCIPKGITPTTH1IKLP 

IGE1RQPNATLDLSQSVDNEYY 

CLLLAKELGLNVPDAEIIKAGN/ 

GARVSGRTF*QALEC*ANGFTS 

LATGGYVSDI 


21558 


51926 


A 


21686 


1 


213 


MSIAVTTTDPTNTGVSTTSSSSL 

TGSNAADLQSSFLTLLVAQLKM 

QDPTNPMENNELTSQLAQISTV 

SG1EKLNTTLGSISGQIDNSQSL 

QASNLIGHGVMiPGTTVLAGTG 

SEEGAVTTTTPFGVELQQAADK 

VTATITDKNG A VVRT1 DIGELT 

AGVHSFTWDGTLTDGSTAPNG 

SYNVAISASNGGTQLVAQPLQF 

ALVQGV1RGNSDITTFGVNMKL 

AHLGRQALMGVMAVALVAGM 

SVKSFADEGLLNKVKERGTLLV 

GLEGTYPPFSFQGDDGKLTGFE 

VEFAQQ*FAHGQQRRRFTKQFS 

DFAGGAAEKPGPDQSNGKQRA 

DVAIGTNQHGQRD 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


21559 

- * * * * — * 


51927 


A 


2)687 


1 


2339 


MSGGQTEKQAQLIRDFQPDMI 

MVTPSYCLNLIEELERQLGGDA 

SGCSLRVGVFGAEPWTQAMRK 

EIERRLGITALDIYGLSEVMGPG 

V A M EC LETTDG PTI WEDHF YPE 

1VNPHDGTPLADGEHGELLFTT 

LTKE A LP V 1 RYRTR DLTRLLPGT 

ARTMRRMDRISGRSDDMLVLR 

RR H LCRPS ACQLCRPPS L P ATD 

RVLELFAQSGAQWLVILGDVL 

NHGPRNALPEGYAPAKVAERL 

NEVAHKVIAVRGNCDSEVDQM 

LLHFPITAPWQQVLLEKQRLFL 

THG HLFG PENLP A LNQND VLV 

YGHTHLPVAEQRGEIFHFNPGS 

VSIPKGGNPASYGMLDNDVLS 

VIALNDQSIIAQVAFNPAPEKEG 

FLIMEQRRLASTEWVDIVNEEN 

EV1AQASREQMRAQCLRHRAT 

YIVVHDGMGKILVQRRTETKDF 

LPGICATSKVRKLLCKSAALLP 

VSELLLVLLTPVFVGSAV1GKL 

GAFA1H I DGITVKRRLVRNTVL 

QFCG RS RQPLE Y V S AG DTG P V L 

RALKRMMAMRHYMRSQTVKG 

VTDTRA 1 DEVALSVAQVEEMY 

R YL A IAN Y EDRF V 1 PTS H REM A 

GDAFAERNGCGFTFGDGCHGS 

DSKFNLFNSSRIDAINITEI LKVI 

GLLMEYPDELLWECKJEDALALI 

RRDAPMLTDFTHNLLNAPLLD 

KQAEWCEVFDRGRTTSLLLFEH 


21560 


51928 


A 


21688 


391 


631 




21561 


51929 


A 


21689 


2779 


3348 


LMQLHNGLPVAGLRQFCQQLV 

IQRLYFFTTATAHQCTRHMCHR 

HRSLLTAHRQMALCFQYVDDL 

HHAFADVLINNACYPLLMGEQ 

GVFIYNGTQQLLHWVIIDSRQD 

HGFGGL*KSRIVCERRRL*SQH 

GQFVFRHHVPDHRIDIAFNNAL 

*TLVIREISSVPASVGVG!DFPGG 

AATWAGPVVIKPGQS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, ^possible nucleotide insertion) 


21562 


51930 


A 


21690 


1 


1239 


MPNVDVVGEMVNTMSASRSY 

QANVEVLNTEKAMSIAVTTTDP 

TNTG VSTTSSSSLTG EQRRRFTfC 

QFSDFAGGAAEKPRPDQSNGK 

QRA D V A 1 GTNQHD A A Rl LRKG 

TMTTLLNPYFGEFGGMYVPQIL 

MPALRQLEEAFVSAQKDPEFQ 

AQFNDLLKNYAGRPTALTKCQ 

NITAGTNTTLYLKREDLLHGGA 

HKTNQVLGQALLAKRMGKTEII 

AETGAGQHGVASALASALLGL 

KCRJYMGAKDVERQSPNVFRM 

RLMGAEVIPVHSGSATLKDAC 

NEALRDWSGSYETAHYMLGTA 

AGPHPYPTIVREFQRMIGEETK 

AQI LEREGRLPDA VI ACVGGGS 

NA1GMFADFINETN/VSVGPQH 

AYLNSSVRAD*VSITDDEDLQA 

FKTLTASYKTTPAAAKTSLHVP 


21563 


51931 


A 


21691 


32 


1778 


WDARVFSHSGWVLYLIRQYCSI 

SAVSSCGSTTGSACSATSWATA 

TSDSVTHLRLFSYRGSDHFRMR 

RFNHFRLRFGNLNGGFYDTGHF 

FNNWRANNRFDSGGDRDLSHH 

RLHMYFFLFALLFNLYILRTYN 

WIADPDFARGQFRRRARYGQR 

H WRLG WITL VTI ATTTLTT Y AQ 

VTRRAARTTRHATVVTV1SIVL 

FLLFWCSLRYDWHYCILILRSTP 

S VLSQ YP VGN ELRRRRL V H L H L 

LCTYSDDDSRDPRYRQESRTRN 

GVVPVIVNIDVHRFGQTGDQH 

GAMIIPVIFLLNVAMHERASGH1 

PNGNRTYYLSRSQPPVFALMVE 

LFEEDGVAVARYLDHLKMEYA 

FWMDGAESL1PNQAYRHVVRM 

PDGSLLH\RYWCDCHTSCD*SW 

LEDVETAKHSGRPPNEVYRDLR 

AGAASGWDYSSRWLRDTGRLA 

SIRTTQFIPIDLNAFLFKLESAIA 

NISALKGEKETEALFRQKASAR 

PMREYETGEQWDKPNGWAPL 

QWMAIQGFKMYGDDLLGDEIA 

RSWLKTVNQFYLEQHKLIEKY 

HIADGVPREGGGGEYPL\QDGF 

GWTNGVVRRL1GLYGEP 
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SEQ ll> 


SfcQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unkno\vn, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540,217 


cod on for peptide 
sequence 


of peptide sequence 


tlplptiftil \— nn^ihl*" nnrl^nf trl^ inc<>rtinni 


21564 


51932 


A 


21692 


1 


2514 


MKTLIARHKAGEHIGICSVCSA 

H PL V ( E A AL AFDRNSTRK VLI E A 

TSNQVNQFGGYTGMTPADFRE 

FVFTIADKVGFARERIILGGDHL 

GPNCWQQENADAAMEKSVEL 

AVVIDLWSRAVIGWSMSPRMT 

AQLACDALQMALWRRKRPRN 

VIVHTDRGGQYCSADYQAQLK 

RHNLRGSMSAKGCCYDNACVE 

SFFHSLKVECIHGEHFISREIMR 








/' * ■ 






ATVFNYIECDYNRWRRHSWINS 
LLSQKRNTQGRIEDGRQH 


21565 


51933 


A 


21693 


1 


1527 




21566 


51934 


A 


21694 


792 


1602 


HCLSARRYELVCQPK*AFVR*L 

LR*IAVLR\HLNIQHLRRSHSLR 

HGRRHTRKGERGTINIVNGTPI 

HERSRNIDNRRSPSPYIRKRGAH 

TELRSDHPLLINQHWHHFAGM 

VAVTNGRIVAVIRHHDQAIIWL 

H RLN KPG K VTVN DLQTFG ITCD 

VFCMTSEVGFLNVGANKRRRM 

GVKFVEGDIHNPLAIHQILPAH 

AIRIVDDICHLTHQHGWHACFI 

QFL WH LHFFIDAI AHM H DLETV 

VISARTRRIDTNKAPFFAFCG1E 


21567 


51935 


A 


21695 


1 


1530 


LSQQTVNTLQAGHQTIHFFMG 

V I HGQRRPTH RRD V VIGHQ WH 

CAVMSGTHSNAVIIEKTANIIGV 

VFTEIKSNNAKPVLWAIESNAA 

ATDGEIVFDGEILKSACEINDSD 

KKIEVALGHYNAEQFRNIGERS 

PKJPFTIPLVNCPMTGEIANILGS 

KPGTIFTMLRDTGG I KPHERKR 

A V A HLTLS EREEIRAG LS AKMS 

IRA1GYWR*IASPSTFSRE\VQRK 

GGHR\YYKAVDANIRANRMAK 

RPKPCLLDQNVPLRKLVLEKLE 

MKWSPEQISGWLRRTKPRQKT 

LR1SPETIYKTLYFRSREALHHL 

NIQHLRRSHSLRHGRRHTRKGE 

RGT1NIVNGTPIHERSRNIDNRR 

SLGHWEGDLVSGTKNSHIATLV 

DRKSRYTIIVRLRGKDSVSVNQ 

ALTDKFLSLPSELRKSLTWDRG 

MELARHLEFTVSTGVKVYFCD 

PQSPWQRGTNENTNGLIRQYFP 

KKTCLAQYTQHELDLVAAQLN 

N RPRKTL KFKTPKE 1 1 ERG V A LT 


21568 


51936 


A 


21696 


2 


140 


NTNS1SRPGDPPMSDPHS*SPAS 
SSAKTETKSLFNAFLV 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, \=pi>ssiblc nucleotide insertion) 


21569 


51937 


A 


21697 


1817 


4083 


kglltsfhyiktpevpnlcveg 

gtrlqiwpacsstgsggtcwk 

appqpprpptsssps/pappseaf 

vlsagamqleagayslviik.es 

knnvgvdvikrkhfctaggnv 

nqynhygkhcvlscsgpasga 

qplyrmaqppsppnmaagippa 

arjsssitspllkpswlhllahp 

vlqahlteeglgrshhvqrgq 

clvsksvftnacwemqnvkrf 

tdfi plhkntrgpeplcrrrnq 

apnmacmqqhwqrrn 


21570 


51938 


A 


21698 


247 


281 


KPGKQHSMLK*SALLPSAHGPT 
S/CKEARCHPVQILPPELLF*MP 
KJCICPPLC YL WTVKA WETTFH 
AEV 


21571 


51939 


A 


21699 


531 


716 


PRRLRAAPPDLGGFRLLPR/LPE 

ASGCSP*SQRLFQKAPSPAPCS 

WRRSRFCVKTCVLPMGGQ 


21572 


51940 


A 


21700 


202 


606 


1TCLHAHVTWCQILPYLMLPAP 

LLRPLPTPLTVAGVGQSLPEIQL 

SVTLPLQPGRNQGSLESRHLVS 

WAEPP*DPAVSALPLQPGRNQG 

SLESRHL VSWAEPP* DPAVSAL 

PLQPGRNQGSLESRHLVSWAEP 


21573 


51941 


A 


21701 


444 


1167 


FRLHGHLERGPFYFLSPLAVQS 

SQSCLRRFTTRYHLPWVLNRK 

NSWHVAHIFRRHAKPEEQAP1Y 

SHIHFTSDLDEVLNDPDVKLVV 

VCTHADSHFEYAKRALEAGKN 

VLVEKPFTPTLAQAKELFALAK 

SKGLTVTPYQNRRFDSCFLTAK 

KAIESGKLGEIVEVESHFDYYRP 

VAETKPGLPQDGAFYGLGALFT 

NQQGFFKSSLLSIFADSSSSVAG 

RSPHNLVKKRGGIVAISAFAG 


21574 


51942 


A 


21702 


1 


668 
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SEOID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
locution of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


21575 


51943 


A 


21703 


1 


1308 


MRVYMDGRL1VSTRQRKVLAA 

GPMLYAATRAPAFTMSGDNLV 

RSHASIYMTSCHTLLGEQAGYA 

VFGALLPAITLLHLNSACCIVYV 

SCLLADAGHRDSLQQAGDKWT 

TTDSYSSSCTSETLGSACVRYA 

HSSRNHVRFALSDLDEVLNDPD 

VKLVVVCTHADSHFEYAKRAL 

EAGKNVLVEKPFTPTLAQAKEL 

FALAKSKGLTVTPYQNRRFDSC 

FLTAKKAIESGKLGEIVEVESHF 

DYYRPVAETKPGLPQDGAFYG 

LGVHTMDQIISLFGRPDHVRL* 

HPGALRNKSPIWTNPFEAQL\FY 

G\DLKAIVKTSHLVKIDYPKFIV 

HGKKGSFIKYG1DQQETSLKLAN 

IMPGEPGFAADDSVGVLEYVN 

DEGVTVREEMKPEMGDYGRV 

Y DA L YQTITHG A PN Y V KES E V L 

TNLEILERGFEQASPSTVTLAK 


21576 


51944 


A 


21704 


199 


706 


SHDVCR1NADRQRDRNNRRQR 

RSLRVYKLGNQQQNMGIGPRIL 

FHHFTQYALNFRHMRTEHGFC 

HPCDTVHRHDGDHTGTEDFVF/ 

WR*TRDWFWSG*\YQRPGQQH 

K H LNNQ Y H RQRF A A EG WTQ V 

RISTKKGDYSDCPEENPHCQPV 

AGRYHYSLVGRVSNATLARL1R 


21577 


51945 


A 


21705 


354 


569 


SRAVCWQVGTRLWAIFGVS*E 
LQRHVLVVFAGFW1VKNSRNL 
FLVCRAEHKRSVVKGLLRQQG 
AGLLVPLS 


21578 


51946 


A 


21706 


373 


462 




21579 


51947 


A 


21707 


1 


1293 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=IJnknowii, 
*=Slop codon, /^possible nucleotide 
deletion, \— possible nucleotide insertion) 


21580 


51948 


A 


21708 


1 


1371 


MCPIEETASSFGGKPLSMVLVIQ 

MFMLLTGAL1IILTKTNPAS1SK 

NEVFRSGMIAIVAVYGIAWMA 

ETMFAPACYGYYILPTYPSDLA 

A1QFDRSGTTHIGRFVINHSFILP 

GLIGVSVSCVFGWIFAAIKRDA 

AAGRAKENVIFHHFPFQSVKAD 

IATNPFKRPGGAF1RITQTFRTV 

QTFRLSA YRLDFAG DRLRISTPR 

AKMRTA F K KDH LRQR RRC I RQ 

RAPPARHNLVGAVALPATVAG 

VNFTFSNVPLDSSVLSSLLTDFS 

TAVGSIVMLAVIMGLMLAFDM 

GGPVNKVAYAFMLICVAQGVY 

TVVAIAAVGICIPPLGMGLATLI 

GRKNFSAEERETGKAALVMGC 

VG VTEG AI PF A A A DPLR VIPSI M 

VGSVCGAVTAALVGAQCYAG 

WGGLIVLPVVEGKLGYIAAVA 

VGAVVnLFV*TC*KVWRVKM 

GLRLMKKKTTWIWILKLI 


21581 


51949 


A 


21709 


961 


1116 




21582 


51950 


A 


21710 


228 


388 


RRGRNRYPALQ*TMFLPADGP 
ARCLSRQAAILKJESVLPK*GRP 
DVVFSPAYPY 


21583 


51951 


A 


21711 


1168 


1851 


LHRTGQRPAAQRTETHHPFFNH 

FARLQVDTVVINHHQHTVAFQ 

NRTFRSEPRNNVDIFQPDVLPD 

ILLGPVREREDADAFAFVNLPV 

VVVPQLRALIFRIPAMEAVTER 

VNSLFS AG FLF VTA RTTEGG IKT 

VFVQRLFQAFSFHNIGMFRAAV 

HEWINPHRHAFRVFMHQQFAA 

VGFSSTIAELIHLAEFPAGIDMQ 

QRERQRTWIKRL ARQMQH DAG 

IFTDRVEH 


21584 


51952 


A 


21712 


1 


2653 




21585 


51953 


B 


21713 


632 


709 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 

01 pCpilUC ftClJUllllC 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /=possib!e nucleotide 
deletion, \— possible nucleotide insertion) 


21586 


51954 


A 


21714 


1 


1214 


M H DQQ V I D A Y H PD L RRTR A AS 

QSIIPVDTKLAAGITRFFPQFND 

RFEAlAVRVPTfNVTAIDLSVTV 

KKPVKTDVGGAGTVKLNRCQI 

ARISRQDVITPPGCVFEKALTLL 

IASGRNDTLARQNNHTKESLVE 

KPFRK1LVIKMRYHGDMLLTTP 

V1STLKQNYPDAK1DMLLYQDT 

1PILSENPEINALYG1SNKGAGTF 

DK1KNVLSLIKTLRANNYDLVI 

N LTDQ WM V A L L VRCLPA RM K 1 

SQLYGHRQHG1WKKSFTHLAPI 

HGTH1VERNLSVLEPLG1TDFYT 

DTTMSYAEDCWKKMRRELDA 

LGVKDHYVVIQPTARQIFKCRD 

NDIISKVICMIRGSPTEGRWSVF 

FFYPADFTFVCPTELGD/GC*PL 

RRTAETGRRRJRSIYRYSLHPQS 


21587 


51955 


A 


21715 


25 


1086 




21588 


51956 


A 


21716 


1 


1 1 13 




21589 


51957 


A 


21717 


80 


430 


RWLATHYLTVKLSLLPNLAVT 
CQPKREQNITSNESTDC*VIVTS 
TKSDSLYTVGMLALSVRAIRCP 
L YLLTG LI FVS KN D L WYC ELQS 
HYTVVLLLFMRKRSRFQSNVQ 
RKLMTNF 


21590 


51958 


A 


21718 


1 


2076 




21591 


51959 


A 


21719 


2742 


3109 


VWTEGTGNASRARR/WKGNQL 

LPVSLVKRKTTLAPNTQTASPR 

ALADSLMQLARQVSRLEKRAV 

SATQLMAKAVKGQSSLLPVSL 

VKKKNHPGALIRKPPLPARWPl 

LLIQLARQVSRLETGQ 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \~possible nucleotide insertion) 


21592 


51960 


A 


21720 


174 


1608 


TAAKRKIPSASIRSIND*KY*VC 

KRT*CVGQLAA\ENADGTVAEY 

NGYHVVFALAGSPKDADDTSI 

YMFYQKVGDNSIDSWKNAGR 

VLMNPLMILVKIIKLSLTLACH 

ALLDCKTLTLTELGRNLPTKAR 

TKHNIKRIDRLLGNRHLHKERL 

AVYRWHASFICSGNTMPIVLVD 

WSDIREQKRJLMVLRASVALHG 

RSVTLYEKAFPLSEQCSKKAHD 

QFL ADL A S 1LPSNTTPLI VSD AG 

FKVPWYKSVEKLGWYWLSRV 

RG K VQY A DLG AEN WKPI SNLH 

DMSSSHSKTLGYKRLTKSNPIS 

CQI LLYKSRSKGRKNQRSTRTH 

CHH PSPKI YSAS AK.EPWVLATN 

LPVEIRTPKQLVNIYSKRMQIEE 

TFRDLKSPAYGLGLRHSRTSSS 

ERFDJMLL1ALMLQLTCWLAGV 

HAQKQG WDKH FQANTVRNRN 

VLSTVRLGMEVLRHSGYTITRE 

DLLVAATLLAQNLFTHGYALG 


21593 


51961 


A 


21721 


1 


3285 




21594 


51962 


A 


21722 


1095 


1188 




21595 


51963 


A 


21723 


568 


1263 




21596 


51964 


A 


21724 


2 


1688 




21597 


51965 


A 


21725 


1456 


2046 


SKGKVAIVSSHQEVRASPRRSP 

LGSEERPGPHTSRQAAGQPHPG 

TCSSVHCQGSWGLQTQNSEVIH 

DGDVEAISVGEDAAPGPRVHG 

ADLGQEEEAFR*VVMGGLPDR 

DSALAPVPEPMHRGWAVRAAE 

GAVQNDPVGGSERSWGAGSHS 

QPFSHRPAPHTRGLAQAQTEAA 

GEGAVPEVHRGAVLAGVRAPG 

WAQP 


21598 


51966 


A 


21726 


335 


595 


AGLFKSRKVSSICIRFE'ILTSCL 
GVRJSTG KLVA RJ HGSFADAE* 1 
L\WTGGDNESVS/MR*FFRPLER 
DLYNRJWHEIGLLLVSLL 


21599 


51967 


A 


21727 


80 


428 


RWLATHYLTVKLSLLPNLAVT 
CQPKREQN ITSN ESTDC* VI VTS 
TKSDSLYTVGMLALSVRAIRCP 
LYLLTGLIFVSKNGLWYCELQS 
HYTVVLLLFMRKRSRFQSNVQ 
RKLMTNF 


21600 


51968 


A 


21728 


622 


1281 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 

in USSN 
no /cm *> n 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unkno\vn, 
*=Slop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


21601 


51969 


A 


21729 

- -j' " 


1066 


1827 


VPQAKGNNVVITSYMTNRGFF 

EDKKATFAPSFLMNIKGNKTSV 

VKNSILEQGQLTWLQVAKRAG 

LGGGQSGRTVLRERVRIEIAST 

HIALQHAIVTGDAVGMDDIPQE 

ARQYRHNQAYAYS1QGDGAED 

DDER1AFASHTIQECRSQGPGG 

YPFKIYSSRKDRIPISQSLLESHF 

TVHEETAPDLETTG*PGCKDHG 

NLCC/LSSVKLRYSMYRIKAGL 

WMTHPG^RTYWV : \ 


21602 


51970 


A 


21730 


I 


1326 




21603 


51971 


A 


21731 


I 


1971 




21604 


51972 


A 


21732 


1 


1626 




21605 


51973 


A 


21733 


1 


1810 




21606 


51974 


A 


21734 


305 


442 


AGLFKSRKVSS1CIRFE*1LTSCL 
GVRISTGKLVARJHGSFADAE 


21607 


51975 


B 


21735 


1 


1938 




21608 


51976 


A 


21736 


531 


669 


AGLFKSRKVSSIC1RFE*ILTSCL 
GVRISTGKLVARTHGSFADAE 


21609 


51977 


A 


21737 


80 


428 


RWLATPYLTVKLSLLPNLAVTC 

QPKREQNITSNESTDC*VIVTST 

KSDSL YTVGMLA LSVRA IRCPL 

YLLTGLISVSKNGLWYCELQSH 

YTVVLLLFMRKRSRFQSNVQR 

KLMTNF 


21610 


51978 


A 


21738 


10 


426 




21611 


51979 


A 


21739 


314 


451 


AGLFKSRKVSS1CIRFE*ILTSCL 
GVRISTGKLVARTHGSFADAE 


21612 


51980 


A 


21740 


1 


1139 


MWGIGSRTPJYNK1LVYSSPEVS 
CEKPKYVKSQTSTHTGFESHKR 
YIFY LRLVGKN LH VSAMG LG K 
SQERRKKALKSQPQQPADSFPS 
LPTVEGLTTSGE V A AGFWLSG E 
ALSSC* LLS ASVHLLL ACLGMG 
KCSCSGFWLYF 


21613 


51981 


A 


21741 


306 


444 


AGLFKSRKVSS1CIRFE*ILTSCL 
GVRISTGKLVARTHGSFADAE 



2776 



WO 01/075067 PCT/US01/08631 



SEQIl> 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Mel 

hod 


SEQ ID NO: 
inUSSN 


Nucleotide 
location of first 
ciHion lor pcpiiuc 

sequence 


Nucleotide location of last 
codon Tor last amino acid 

oi pcpiiuc >Cl|U CIICC 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /= possible nucleotide 

uciciion, v— pos&iDic niicicoiioc insertion} 


21614 


51982 


A 


21742 


189 


1089 


HHTAHCQ*CWL*S/DHGINPLRS 

WVGTG*V/GVRGKVQYADLGA 

ENWKPISNLHDMSSSHSKTLGY 

KRLTKSNP1SCQILLYKSRSKGR 

KNQRSTRTHCHHPSPKIYSASA 

KEPWVLATNLPVE1RTPKQLVN 

IYSKRMQIEETFRDLKSPAYGL 

GLRHSRTSSSERFDIMLL1ALML 

QLTCWLAGVHAQKQGWDKHF 

QANTVRNRNGSLLTNWPSVPP 

TIKEEENSEEELAAATTSKEQEP 

IGTDLDAVRTPEPLEEFPKREDQ 

EGSPPETSLPYKWVVEAANLLI 

PA VG SS LSEALDLI ES 


21615 


51983 


A 


21743 


1 


1135 




21616 


51984 


A 


21744 


80 


430 


R WLATPY LTVKLSLLPNLA VTC 

QPKREQNITSNESTDC*VIVTST 

KSDSL YTVG ML ALS VRA 1 RCPL 

YLLTGLISVSKNGLWYCELQSH 

YTVVLLLFMRKRSRFQSNVQR 

KLMTNF 


21617 


51985 


A 


21745 


80 


430 


RWLATHYLTVKLSLLPNLAVT 
CQPKREQNITSNESTDC*VIVTS 
TKSDSLYTVGMLALSVRAIRCP 
LYLLTGLIFVSKNDLWYCELQS 
H YTV VLLLFMRKRS RFQSN VQ 
RKLMTNF 


21618 


51986 


A 


21746 


773 


1015 


AGLFKSRKVSSICIRFE*ILTSCL 
GVRISTGKLVARTHGSFADASF 
STDL YHGTLKP ASLTMSG V VLL 
GRMLARSARNWS 


21619 


51987 


A 


21747 


391 


527 


AGLFKSRKVSSICIRFE*ILTSCL 
GVRISTGKLVARTHGSFADAE 


21620 


51988 


A 


21748 


671 


1030 


AGLFKSRKVSSICIRFE*ILTSCL 

GVRISTGKLVARTHGSFADAE*I 

LGDGW*Q*VRVER»FFRPLERD 

LYNRILACPLINT*PTPVVRLKP 

♦TVWSMGPVVGTPARPIRTSGA 

cwwcw 


21621 


51989 


A 


21749 


221 


478 


AEQDCTI LP VLRH FTFFKSRKVS 
SICIRFE*ILTSCLGVRISTGKLV 
ARTHGSFADDQTLFFMTLAVS 
GELWTPSPWRPNSIRTS 


21622 


51990 


A 


21750 


590 


940 


RWLATHYLTVKLSLLPNLAVT 
CQPKREQNITSNESTDC'VIVTS 
TKSDSLYTVGMLALSVRAIRCP 
LYLLTGLIFVSKNDLWYCELQS 
HYTVVLLLFMRKRSRFQSNVQ 
RKLMTNF 


21623 


51991 


A 


21751 


473 


613 


AGLFKSRKVSS1CIRFE*1LTSCL 
GVRJSTGKLVARIHGSFADADT 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540 217 


Nucleotide 
location of first 

c i\i\f\ n fnr rwnltftt* 
VUUUII lul IfvLfllUC 

sequence 


Nucleotide location or Inst 
codon Tor last amino acid 


Amino acid sequence ( X=Unknoivn, 
*=Stop codon, /=possible nucleotide 
deletion, \— possible nucleotide insertion) 


21624 


51992 


A 


21752 


342 


1459 


SFLWRFRLRGGSERFCLAG1PSA 

SGV*NIPSASIRS1ND*KY*VCKR 

T*CVGQLAA\ENADGTVAEYN 

GYHVVFALAGSPKDADDTSIY 

MFYQKVGDNS1DSWKNAGRVF 

KDSDKFDANDPILKDQTQEWS 

GSATFTSDGKIRLFYTDYSGKH 

YGKQSLTTAQVNVSKSDDTLKI 

NGVEDHKTIFDGDGKTYQNVQ 

QFIDEGNYTSGDNHTLRDPHYV 

EDKGHKYLVFEANTGTENGYQ 

GEESLFNKAYYGGGTNFFRKES 

QKLQQSAKKRDAELANGALGII 

ELNMDYTLKKVMKPLITSNTVT 

DE1ERANVFKMNGKWYLFTDS 

RGSKMTIDAKSTLLESTEGSMT 

PPMTATEPFLRFLKGEIAQPKPH 


21625 


51993 


A 


21753 


2094 


2201 




21626 


51994 


A 


21754 


81 


1080 


HHTAHCQ*CW r L*S/DHGINPLRS 

W VGTG * V/G V RG K VQ Y A DLG A 

ENWKPISNLHDMSSSHSKTLGY 

KRLTKSNPISCQILLYKSRSKGR 

KNQRSTRTHCHHPSPKIYSASA 

KEPWVLATNLPVEIRTPKQLVN 

IYSKRMQ1EETFRDLKSPAYGL 

GLRHSRTSSSERFDIMLLIALML 

QLTCWLAGVHAQKQEHPLWSL 

ALVRRRSPAQSPHVGTGSSGST 

GCSSQAPCMKSNNALIVILGTV 

TLDAVGIGLVMPVLPGLLRDIV 

HSDSIASHYGVLLALYALMQFL 

CAPVLGALSDRFGRRPVLLASL 

LGATIDYA1MATTPVLWIYPLV 


21627 


51995 


A 


21755 


80 


430 


RWLATHYLTVKLSLLPNLAVT 
CQPKREQNITSNESTDC*VIVTS 
TKSDSLYTVGMLALSVRAIRCP 
LYLLTGL1FVSKNDLWYCELQS 
HYTVVLLLFMRKRSRFQSNVQ 
RKLMTNF 


21628 


51996 


A 


21756 


1 


593 


MGVNDLWQILEPVKQHIPLRNL 

GGKTIAVDLSLWVCEAHPVKK 

MMGSVMKKHLRDFADFGTTIK 

QDFRLLGQTSVDRLLQLSQGQ 

AAYPIPDDQVQSVLISMLLIAL 

M LH LTCG LAG VH A QKQG WDK 

HFQANTVRNRNVLSTVRLGME 

VLRHSGYTITREDSLVAATLLT 

QNLFTHGYVLGKL*GDLSVLSL 


21629 


51997 


A 


21757 


410 


547 


AGLFKSRKVSS1C1RJE*1LTSCL 
GVRISTGKLVARIHGSFADAE 



2778 



WO 0 1 /075067 PCT/USO 1 /0863 1 



SKQID 
NO: 

• 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possible nucleotide 

deletion. \=rw»^<ihlp niirlr<tliflp incprtiAn\ 


21630 


51998 


A 


21758 


719 


814 


AGLFKSRKVSSIC1RFE*ILTSCL 
GVRJFNR 


21631 


51999 


A 


21759 


1 


1596 




21632 


52000 


A 


21760 


80 


430 


RWLATHYLTVKLSLLPNLAVT 
CQPKREQN ITSNESTDC* V 1 VTS 
TKSDSLYTVGMLALSVRAIRCP 
LYLLTGLIFVSKNDLWYCELQS 
HYTVVLLLFMRKRSRFQSNVQ 
RKLMTNF 


21633 


52001 


A 


21761 


1343 


1480 


AGLFKSRKVSSICIRFE*ILTSCL 
GVRISTGKLVARTHGSFADAE 


21634 


52002 


A 


21762 


2 


IS1 




21635 


52003 


A 


21763 


258 


396 


AGLFKSRKVSS1CIRFE*ILTSCL 
GVRISTGKLVARTHGSFADAE 


21636 


52004 


A 


21764 


1 


3081 




21637 


52005 


A 


21765 


449 


586 


AGLFKSRKVSS1CIRFE*ILTSCL 
GVRISTGKLVARTHGSFADAE 


21638 


52006 


A 


21766 


563 


2042 




21639 


52007 


A 


21767 


1001 


1093 




21640 


52008 


A 


21768 


1814 


1870 




21641 


52009 


A 


21769 


2760 


3723 


HHTAHCQ*CWL*S/DHGINPLRS 

W VG TG * V/G V RG KVQ Y A DLG A 

ENWKPISNLHDMSSSHSKTLGY 

KRLTKSNP1SCQ1LLYKSRSKGR 

KNQRSTRTHCHHPSPKIYSASA 

KEPWVLATMLPVEIRTPKQLVN 

IYSKRMQIEETFRDLKSPAYGL 

GLRHSRTSSSERFDIMLLIALML 

QLTCWLAGVHAQKQGWDKHF 

QANTVRNRNVLSTVRLGMEVL 

RHSGYTITREDLLVAATLLAQN 

LFTHGLFGPSVDAPPPKRGFKR 

PKLPELRLQRFFGGVITPPLESY 

SLPSDPVHLFPPRRPPRQLTASP 

LRARAPYECSSCKDA 


21642 


52010 


A 


21770 


860 


3503 




21643 


52011 


A 


21771 


4597 


6030 




21644 


52012 


A 


21772 


1513 


3464 


AGLFKSRKVSSICIRFE*ILTSCL 
GVRISTGKLVARTHGSFADAE 


21645 


52013 


A 


21773 


1 


453 
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si:q id 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Ilnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


21646 


52014 


A 


21774 


I 


1526 


MSSSHSKTLGYKRLTKSNPISC 

Q1LLYKSRSKGRKNQRSTRTHC 

H H PSPKI Y S A S AKEP WVL ATN L 

PVEIRTPKQLVNfYSKJtMQIEET 

FRDLKSPAYGLGLRHSRTSSSE 

RFDIMLLIALMLQLTCWLAGV 

HAQKQGWDKHFQANTVRNRN 

CKM ATLKEKLf APV A EEVEAN S\ 

PNNKITVVVGV\GQVGMA\CAISI 

LGKVSWPDELVALVGCFWEDK 

LKGGNDGSFQHGELIFFQTPKN 

CGQDKGLFWGPPNS*RFVSW*L 

AGSPVQPRRGR1RLKSWVPEK 

WLMVFQ1PLFLKIV\KYSP*FAS* 

LVVSHPVXDIPTYVTVWETKVGL 

PKHRVIGSGCNLDSARFRYLMA 

EK\LGIHPS\SCHGW/IFWGEHG 

DSSVAWCWNGVNVAGVSLQE 

LN PEMGTDN DSEN WKE V H K M 

VVESAYEVIKLKGYTNWAIGLS 

VADL1ESMLKNLSRJHPVSTMV 

KGMYGIENEVFLSLPCILNARG 

LTSVINQKLKDDEVAQLKKSA 

DTLWDIQKDLKDL 


21647 


52015 


A 


21775 


2 


355 




21648 


52016 


A 


21776 


2 


178 




21649 


52017 


A 


21777 


1 


888 




21650 


52018 


C 


21778 


127 


255 




21651 


52019 


A 


21779 


1 


1824 




21652 


52020 


A 


21780 


330 


476 




21653 


52021 


A 


21781 


452 


500 
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SEQ "> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
bod 


SEQ ID NO: 
in USSN 
09/540»2l7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21654 


52022 


A 


21782 


3 


1584 


DAWAAVSRGDEPGWGSGSWR 

LLQHWGVSCWSDPKRFSSALQ 

GYI1TDWCAPFNKRIWKREQPE 

ETFPNTETNGEFGK\RPAEDME 

EEQAFKRSRNT\DEMVEL\RILL\ 

QSKNAXGAVIGKGGKNIKALRT 

DYNASVSVP\DSSVPER1LCISA 

DIETIGEILKKIIPTLEEGLQLPSP 

TATSQLPLESDAVECLNYQHYK 

GSDFDCELRLL1HQSLGREGFIG 

GQRCLKSKELRGGTLQTTIKLF 

QECCPHSTDRVVLIGGKPDRFV\ 

ECIKI1LDLISESPI1CGR\AQPYDP 

N F YG WKPM DYG\GFTM M FDD 

RRGRPVGFPMRGRGGFDRMPP 

G RGG RPMQPYRRDYDDMSPRR 

GPPPPPPGRGGRGGSRARNLPL 

PPPPPPRGGDLMAYDRRGRPGD 

RYDGMVGFSADETWDSAIDTW 

SPSEWQMAYEPQGGSGYDYSY 

AGGRGSYGDLGGP1 1TTQVTIPK 

DLAGSIIGKGGQR1KQIRHESGA 

S1KIDEPLEGSEDRIITITGTQDQI 

QNAQYLLQNSVKQYSGKFF 


21655 


52023 


A 


21783 


211 


1635 


KNM ETEQPEETFPNTETNG EFG 

K.RPA EDMEEEQAFIRSRNTDEM 

VELRILLQSKNA\GAVI\GKGGK 

NIKALRTDYNASVSVPDSSGPE 

RIXLSI S ADIETIG EI LKKIIPTLEE 

GLQLPSPTATSQLPLESDAVECL 

N YQHYKGSDFDCELRLLIHQSL 

AGGIIGVKGAKIKELRENTQTTI 

KLFQECCPHSTDRVVLIGGKPD 

RVV\ECIKIILDLISESP1KGRAQP 

YDPN F YDETYD YGG FTM MFDD 

RRGRPVGFPMRGRGGFDRMPP 

GRGGRPMPPS\RRDYDDMSPRR 

GPPPPPPGRGG/RGLGSRARNLP 

LPPPPPPRGGDLMAYYKRGRP\ 

GDPYDGMVGFSADETWDSPID 

TWSP\SEWQMAYEPQGG\SG\Y 

DYSY/AQGGRGSYGDLGGPUTT 

QVTIPKDL/ALGSIYWKKGGQR\ 

1KQ1PS*VGELSIKIDEPL\EGSED 

\RIIT1TG\TQDQIQ\NAQYLLQ\N 

SVKQYADVEGF 


21656 


52024 


A 


21784 


860 


1201 


T1SEPPAL1LLP1AVPSFSTTCRLP 

EDI1VVSAFPPLLIFCVPLLILVP 

VAMP*LLIFCVPPLIMVFVAFPA 

TS1TPPLSIRVASALALVKTDIVP 

LSL11VLFAEPYAFMSK 
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SEQ ID 
NO: 


SEQ ID NO: 
or peptide 
secjuence 


Mel 
hod 


SEQ ID NO: 
in USSN 

AO /Clin 717 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
oi pcpiiuc Mrt|utiit:t 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, \ = possible nucleotide insertion) 


21657 


52025 


B 


21785 


1 


3750 




21658 


52026 


A 


21786 


1 


1350 




21659 


52027 


A 


21787 


189 


1939 


TAMAGRMPCAEV1SGSATRPD 

GPKALFKPIGRPHQAIRPINKPP 

AAPPKQAVTNGFMRGRVPPKT 

LTVPSESSLAPMTLVVIVVKEA 

LPPAK1FSTPVPYQPTRRAPDAE 

PLSASKTPSVYLVNFVVSPEDL 

RKLTVDVLPALRANTRALWQV 

EVSAFPSFMTQATPATQPLINAE 

PAVAAPTEQNPQVGPVMPGVQ 

GADAPVVAQNGPSRDVKLTFA 

PIAPPPGSMVLRGLNPNGSLEFG 

MRSDEVVTKAMVQLELTPWH 

GYGCQCPFLPVKYLYAA1GFSV 

MIEALNQLA1FNRRRFLSANQT 

LRQRTTEAVMRLLSGQKEDAE 

LDAETASMLVDHGNQQIFNPQ 

ERRMIERVLNLNQRTVSSIMTS 

RH Dl EH IDLN A PEEEI RQLLERN 

QHTRLVVTDGDDAEDLLGVVH 

VIDLLQQSLRGEPLNLRVLIRQP 

LVFPETLPLLPALEQFRNARTHF 

AFVVDEFGSVEG1VTLSDVTETI 

AGNLPNEVEEIDARHDIQKNAD 

RSWTGN/GLLPLGDCRL*QASP 

TGCINRRGS\HYGYPTLYEFRKR 

FLTPGTVCKRCDQRGDAMRVQ 

VQWVF YTY 1 LPL ANE 


21660 


52028 


A 


21788 


558 


1563 


TNNRL*K*GNN**LTNQKKSRT 

RWIHSRILPEAGC/GIASVGRNN 

CGLWRFTPAK.AISWGKIHPVFQ 

RQILRVLSQTLFPN/MSLGRNLG 

YGLKMFGVPRAELKPRFKEALP 

MVNLEGFEDRFVDQISGGQQQ 

RVALARALILKPKVLLFDEPLS 

NLDANLRRSMRDKIRELQKQF 

D1TSLYVTHDQSEAFAVSDTVL 

VMNKGHIMQIGSPQDLYRQPA 

SRFMASFMGDANLFPATFSDG 

YVD1YGYHLPRPLHFGTQGEG 

MVGVRPEA1TLSDRGEESQRCV 

IRHVAYMGPQYEVTVEWHGQE 

ILLQVNATRLQPDVGEQYYLEI 

HPYGMFVLADAA 


21661 


52029 


A 


21789 


201 


312 


CSWHDRFPDWKAGTHLLARG* 
QLSLPVWLCPVLKLS 


21662 


52030 


A 


21790 


925 


2388 




21663 


52031 


A 


21791 


1 


759 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
inUSSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21664 


52032 


A 


21792 


1 


1086 


MEKKITGYTTVDISQWHRK.EHF 

EAFQSPAQCTKNQTVQLDITAF 

LKTVKKNKHKFYPAFIH1LARL 

MNAHPEFRMAMKGVPGGDSV 

KNTSRVWSGNERDQKLLTENA 

LNDL1PSFLLTGQQTPALGRRVS 

GVIEIADGSRRRKAAALTESDY 

RVLVGELYDEQMPPLSRLGND 

YRPTS AH PQKRR Y A S RLQN EFA 

GNISALADAENISRVRDVNLLL 

EVLGVDSVEKTFRVWSGNERD 

QELLMEDALDDL1PSFLLTGQQ 

TPAFGRRVSGVIEIADGSRRRK 

AAALTESDYRVLVGELDDEQM 

AALSRLGNDYRPTSAYERGQR 

YASRLQNEFAGNISALADAENI 

SRKIIPRCINSUKLP 


21665 


52033 


A 


21793 


1 


935 


MLRDLLKNVDLKGFEPDVRILL 

TKYSNSNGSQSPWMEEQIRDA 

WGSMVLKNVVRETDEVGKGQI 

RMRTVFEQAIDQRSSTDNEGAP 

V1PKHTLNTQPVEDTSLSTPAAP 

M VDSLI AR VG V M A RGN A ITLP 

VCGRDVKFTLEVLRGDSVEKTS 

RVWSGNERDQELLTEDALDDLI 

PSFLLTGQQTPA FGRRVSG VI El 

ADGGSSRSKK.RRRGCEGGRR/V 

RQGCPDQKHPAAFSVSGGKIHL 

SGRTPVEKRPRLPQPRDLGARA 

FA ACRGSRGRP WN WLPA A LRL 

HADLGCVRGGGGGWPGANPY 

PAPASSTC 


21666 


52034 


A 


21794 


181 


923 


QHAIVTGDAVGMHHIPQEARQ 

YRHNQAYAYSIQGDGAEDDDE 

RIVRFHTRCLTEAFEKLQCGGV 

VNQLSRRGNNQH1SSTYDINRA 

DTQVRRAVNNYDIIVMSNSFN\ 

ASRSIRCGSVGSLPSSNLPINSVS 

IRCRAR/SG/EE*CQAPASKWAL 

LHK* HRPFPQDRKAGECLLHEY 

EDLVPIRDTLRLFPGGRYLPRA 

KHVAPSEPDPEQDEQKLRFCKR 

HLYGQQPRSPVEIRLQHVAIAY 

PTHHAYD 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
oi peptide sequence 


Amino acid sequence ( X-llnknown, 
*=Slop codon, /^possible nucleotide 
deletion, \ s possible nucleotide insertion) 


21667 


52035 


A 


21795 


178 


798 


IRLEPFKtNVLEQITKHIEKLQCG 

GVVKQLSRRGNNQHISSTYDIN 

RADTQVRRAVNNYDIIVMSNSF 

NXASRSIRCGSVGSLPSSNLPINS 

VS1RCRAR/SG/EE*CQAPASKW 

A LLH K* H RPFPQDRKAG ECLLH 

EYEDLVPIRDTLRLFPGGRYLPR 

AKHVAPSEPDPEQDEQKLRFCK 

RHL YGQQPRSP V EI RLEL V A 1 A 

YQTHHA 


21668 - ' 


52036 - ' 


A' 


21796. 


499 * 


972 


j . : - • . ■ • • 


21669 


52037 


A 


21797 


3 


1141 


SRVKLGQSSESQVAALKTREPM 

NIATLEVLVLKGLRVCFVKVNH 

PKGPASMYPGWVPILYIHAEDP 

LLPFYLGEKEDVTYAIKPTCWP 

GLDII PSCLALPR1ETELMGKFD 

EGKLPTDPHLMLRLAIETVAHD 

YDVIVIDSAPNLGIGTINVVCAA 

DVLIVPTPAELFDYTSALQFFD 

MLRPLLKNVDLKGFEPDVRILL 

TK YSNSNG SQSP WM EEQIRDA 

WGSM VLKN VKEFAGN I SALAD 

A ENISRK 1 ITRCJNT AKL PKS V V/ 

ALFSHPGELSA\GDALQKAFTD 

KEELLKQQASNLHEQKKAGVIF 

EAEEVITLLTSVLKTSSASRTSL 

SSRHQFAPGATVLYKGDKMVL 

NLDRSRVPTECIEKIEAILKELE 


21670 


52038 


A 


21798 


1 


617 


LEPASLS1PNLLLHPRGLRA1TIA 

VFGKQNTYIRLEPFKINVLEQIT 

KHIEKLQCGGVVKQLSRRGNN 

QHISSTYDINRADTQVRRAVNN 

YDIIVMSNSFN\ASRSIRCGSVGS 

LPSSNLPINSVS1RCRAR/SG/EE* 

CQAPASKWALLHK*HRPFPQD 

RKAG ECLLH E YEDLVPI RDTLR 

LFPGGRYLPRAKHVAPSEP1LSC 


21671 


52039 


A 


21799 


181 


953 


QHAIVTGDAVGMDD1PQEARQ 

YRHNQAYAYSIQGDGAEDDDE 

RIVRFHTRRLTFKINVLEQITKHI 

EKLQCGGVVKQLSRRGNNQH1 

SSTYD1NRADTQV RRA VNN YDI 

IVMSNSFNXASRSIRCGSVGSLPS 

SNLP1NSVSIRCRAR/SG/EE*CQ 

APASKWALLHK*HRPFPQDRK 

AGECLLHEYEDLVPIRDTLRLFP 

GGRYLPRAKHVAPSEPDPEQDE 

QKLRFCKRHLYGQQPRSPVEIR 

LQHVAIAYQTHHAYD 


21672 


52040 


A 


21800 


1 


798 




21673 


52041 


A 


21801 


1 


1782 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 

217 


Nucleotide 
location of first 

(vuuii lur |?c|?iiuv 

sequence 


Nucleotide location of last 
codon for last amino acid 

nf npntiHr <f>niifnrr 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possiblc nucleotide 

firlftirin \=nnc<ihl^ mirlpAtidf* incprHnn^ 


21674 


52042 


A 


21802 


666 


1131 


KGRGTYGNERDQELLTVEDALD 

DLIPSFLLTGQQTPAFGRRVSGV 

IEIADGSRRRKAAALTESDYRV 

LVGELDDEQMAALSRLGNDYR 

PTSAYERGQRYASRLQNEFAG 

1MISALADAENISRKIITRCINTRQ 

LPK.SVVGFFSHPGELSARSGDA 


21675 


52043 


A 


21803 


1 


3297 




21676 


52044 


A 


21804 


| 


898 




21677 


52045 


A 


21805 




1977 




21678 


52046 


A 


21806 




1929 ~ 




21679 


52047 


A 


21807 


181 


755 


QHAIVTGDAVGMDDIPQEARQ 

YRHNQAYAYSIQGDGAXGMTM 

SALLDFIHGA***YIRCGSVGRL 

PSSNLPINSVS!RCRAR/SG/EE*C 

QA PASK WALLHK* HRPFPQDR 

KAGECLLHEYEDLVPIRDTLFL 

FPGGRYLPRAKHVAPSEPDPEQ 

DEQKLRFCKRH LYGQQPRSPVE 

IRLQHVAIAYQTHHAYD 


21680 


52048 


A 


21808 


181 


456 


QHAIVTGDAVGMDDIPQEARQ 
YRHNQAYAYSIQGDGAEDDDE 
RIVRFHTRCLA*SRRAVNNYDII 
VMSNSFNGQSEHQVW1GGQFT 
FIKFAH 


21681 


52049 


A 


21809 


1 


780 




21682 


52050 


A 


21810 


1 


1050 




21683 


52051 


A 


21811 


5 


735 


PPAAP/MGNLLMARVGVKARG 

KAHYLPLLRGESVRKTSRVGSG 

NERDQELLTEDALDDLIPSFLLT 

GQQTPAFGRRVSGVIEIADGSR 

RRKA A A LTESDYR V L VGELDD 

EQMAALSRLGNDYRPTSAYER 

GQRYASRLQNEFAGNISALADA 

ENISRQIITRCINTAKLPKSVVAL 

FSHPGELSARSGDALQKAFTEK 

RTLKQQALTSEQKKRGI/YEAE 

EVSSSLSPQGRLSNRSASKDMY 
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SEQH> 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


21684 


52052 


A 


21812 

■ ■ 


1 


887 


MNM'NIKKIVKQATVLTFTTALL 

ACGATQAFAKENNQKAYKETK 

AVGSGNERJDQELLTEEAWNDL 

ILSFLLTGQQTPAFGRRVSGVIE1 

PDGSRRRKAAALPKSDYRVLV 

G ELDDEQM A ALSRLGND YRPT 

SAYERGQRYASRLQNEFAGNIS 

ALADAENISRK1ITRCINTAKLP 

KSVVALFSHPGELSARSGDALQ 

KAFTDKEELLKQQASNLHEQK 

KAGVIFEAEEV1TLLTSVLKTSS 

ASRTSLSSRHQFAPGATVLYKG 

DKMVLNLDRSRVPTEC/IEKIEA 

ILKELEKPAP 


21685 


52053 


A 


21813 


345 


921 


RWRLQNLSFCSSCSGSGSEGAT 

CFARGSAYELGQRYASRLQNA 

FAGKISALADAEIFSRKII\TRCIN 

TAKLLKSVVALFSHPVELSARS 

GDALQKAFTDKEELLKQQASN 

LHEQKKAGVIFEAEEVITLFTSV 

LKTSSASRTSLSSRHQFAPGAT 

V L YKG DKM V LN LDRS R V PTEC 

IEKIEAILKELEKPAP 


21686 


52054 


A 


21814 


1 


1989 




21687 


52055 


A 


21815 


6 


311 




21688 


52056 


A 


21816 


3 


848 


PGGDSVKNTSRVWSGNERDQK 

LLTENALNDLIPSFLLTGQQTPA 

LGRRVSGV1EIADGSRRRKAAA 

LTESDYRVLVGELYDEQMPPLS 

RLGNDYRPTSAHPQKRRYASRL 

QNEFAGNISALADAENISRVRD 

VNLLLEVLGVDSVEKTFRVWS 

GNERDQELLMEDALDDLIPSFL 

LTGQQTPAFGRRVSGVIEIADG 

SRRRKAAALTESDYRVLVGEL 

DDEQMAALSRLGNDYRPTSAY 

ERGQRYASRLQNEFAGNISALA 

DAENISRK1IPRCINS\AKLP 


21689 


52057 


A 


21817 


1 


969 




21690 


52058 


A 


21818 


1 


1614 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540.217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


21691 


52059 


A 


21819 


1 


832 


MDDIPQEARQYRHNQAYAYSI 

QGDGAEDDDERJVRFHTRVTV 

DSDTLASDAARLTCRHGLARD 

VKFTLEVLRGDSVEKTSRVWS 

GNERDQELLTEDALDDLIPFFLL 

TGQQTPAFGRRVSGVIEIADGS 

RRRKAAALTESDYRVLVGELD 

DEQMAALSRLGNDYRPTSAYE 

RGQRYASRLQNEFAGNISALAD 

AENISRKIITR\C1NTVAQLAKSG 

VALFSHJ?GELSAPSGDAL*KAF 

TD*EEFL*PQGSNLY\EQKKj\G\ 

V1FGS*KKFSLFLTSVV 


21692 


52060 


A 


21820 


678 


1338 


TLRQTKPDNSAEIADGSRRRKA 

AALTE\SDYRVLVGELDDKQM 

AALSRLGNDYRPTSAYERGQR 

Y A SRLQN EF AGN I S A L A DA EN I 

SRKIITRCINTAKLPKSVVALFS 

HPGELSARSGDALQKAFTDKEE 

LLKQQASNLHEQKJCAGVIFEAE 

EVITLLTSVLKTSSASRTSLSSR 

HQFAPGATVLYKGDKMVLNLD 

RSRVPTECIEKIEAILKELEKPAP 


21693 


52061 


A 


21821 


1 


1809 




21694 


52062 


A 


21822 


2 


1010 




21695 


52063 


A 


21823 


284 


2177 




21696 


52064 


A 


21824 


1 


1296 




21697 


52065 


B 


21825 


1 


1044 




21698 


52066 


A 


21826 


637 


1073 


IRLEPFK1NVLEQITKHIEKLQCG 

GVVKQLSRRGNNQHISSTYDIN 

RADTQVRRAVNNYDI1VMSNSF 

N\ASRSIRCGSVGSLPSSNLP1NS 

VSIRCRAR/SG/EE*CQAPASKW 

ALLHK*HRPFPQDRKAGECLLH 

EYEDLYPSVIH 


21699 


52067 


A 


21827 


1 


2403 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mcl 

hod 


SEQ "> NO: 
inUSSN 

/WWC/4 A ^ 1 *T 

UV04U,Z 1 7 


Nucleotide 
location or first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X-Un known, 
*=Stop codon, /^possible nucleotide 
deletion, \=possibfe nucleotide insertion) 


21700 


52068 


A 

■ 


21828 


1471 


3186 


LPHPDMEIRGRVEQRVGYT1EQI 

NHMRDVFGTRLRRAEDVFTPVI 

GVAAIKTGTTVH1VSSSSLLGG 

DHGPSRIGGLLLVCDYGPLVSS 

SG1SGPTRIVGLIISLGPGYHLCF 

RSDYRTGITDPLYIGDATIRVSL 

RVYSLPSRSR1EHVVANCGMIP 

KQQQN EK YQVPQFDQSTI KN I E 

SAKGLDVWDSWPLQNADGTV 

AEYNGYHVVFALAGSPKDADD 

TSIYMFYQKVGDNS1DSWKNA 

GRVFKDSDKFDANDPILKDQTQ 

EWSGSATFTSDGKJRLFYTDYS 

GVMARGNAITLPVCGRDVKYT 

LEVLRGDSVEKTSRVWSGNER 

DQELLTEDALDDLIPSFLLTGQ 

QTPAFGRRVSGVIE1ADGSRRR 

KA A A LTESDYRV L VG ELDDEQ 

MAALSRLGNDYRPTSAYERGQ 

RYASRLQNEFAGNISALADAEN 

ISRKJITRCINTAKLPKSVVALFS 

HPGELSARSGDALQKAFTDKEE 

LLMQQASNLHEQKKAGVIFEA 

EEVITLLTSVAKTSSASRTSLSS 

RHQF\APG ATV\L YKG DK M VLN 

LDMSRWQLECLDRLHACRSTL 


2J701 


52069 


A 


21829 


158 


926 


AGPVIQNYVNTQPV/EETSYSTP 

AAPMVDSLIARVGVMAPGNAI 

TLPVCGRDVKFTLEVLRGDSVK 

KTSRVWSGNERDQELLTEDAL 

DDLIPSFLLTGQQTPAFGRRVSG 

VIEIADGSRRRKAAALTESDYR 

VLVGELDDEQMAALSRLGNDY 

RPTSAYERGQRYASRLQNEFAG 

NISALADAENISRKIITRC1NTAK 

LPKSVVALFSHPGELSARSGDA 

LQKAFTDKEELLKQQGGSSRV 

GDNSIDSWKTRGRVL 


21702 


52070 


B 


21830 


1 


3774 




21703 


52071 


B 


21831 


1 


1495 




21704 


52072 


A 


21832 


556 


1622 




21705 


52073 


A 


21833 


1 


2616 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Mel 
hod 


SfcQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno«n, 
*=Slop codon, /^possible nucleotide 
utiiiiiiii, * |iiojiuic iiuvicitiiuc inscr uoni 


21706 


52074 


A 


21834 


1412 


3310 


SVTSCLKVTSVCLTSAAASCRS 

VLMRSTAELQCASHTLRKRKA 

ARRLISLMMTARKARKITRRW 

RJGEAADLVGVSSQAIRDAEKA 

GRLPHPDMEIRGRVEQRVGYTI 

EQINHMRDVFGTRLRRAEDVFP 

PV1GVAAHKGNDPQGTASMYH 

GWVPDLHIHAEDTLLPFYLGEK 

DD VTY A I KPTC WPG LDI I PSCL A 

LHR1ETELMGKFDEAQPNLGIG 

T1NVVCAADVLIVPTPAELFDY 

TSALQFFDMLRDLLKNVDLKG 

FEPDVRJLLTKYSNSNGSQSPW 

MEEQIRDAWGSMVLKNVVRET 

DEVGKGQIRMRTVFEQAIDQRS 

STDTSLSTPAAPMVDSLIARVG 

VMARGNAITLPVCGRDVKFTL 

EVLRGDSVEKTSRVWSGNERD 

QELLTEDALDDLIPSFLLTGQQT 

PAFGRRVSGVIEIADGSRRRKA 

AALPE\SNYGVLVAELDDEQMP 

AYPRLGNDYRPTSAYERGQRY 

ATRLQNEFAG\N1S\ALADAENIS 

\I1TRCINTAKLPKSVVALFSHPG 

ELSARSGDALQKAFTDKEELLK 

QQASNLHEQKKAGVIFEAEEVI 

TLLTSVLKTSSASRTSLSSRHQF 

APGATVLYKGDKMVLNLDRSR 

VPTEC 1 EKIEA ILKELEKPAP 


21707 


52075 


A 


21835 


783 


2371 




21708 


52076 


A 


21836 


3236 


4718 




21709 


52077 


A 


21837 


1 


2481 





2789 



wo 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


21710 


52078 


A 


21838 


2450 


3963 


LLTAPITGGIGTINVVCADDVMI 

VPTPAELFDYTSALQFFDMLRD 

LLKNVDLKGFEPDVRILLTKYS 

NSNGSQSPWMEEQIRDAWGSM 

VLKNVVRETDEVGKAAPMVDS 

LIARVGVMARGNAITLPVCGRD 

VKFTLEVLRGDSVEKTSRVWS 

GNERDQELLTED A L D DL 1 PSFL L 

TGQQTPAFGQRWSGVKEIADGI 

RRRKAAALTE\SDYRVLVGELD 

DEQMAALSRLGNDYRPTSAYE 

RGQRYASRLQNEFAGNISALAD 

AENISRKIITRCINTAKLPKSVV 

ALFSHPGELSARSGDALQKAFT 

DKVEDLLKQQASNLHGAEKSW 

GCYFEAEEVITLLTSVLKTSS\A 

SRTSLSSRHQFAPGATVLYKGD 

KMVLNLDRSRVPTEYRYGVFL 

N V LLPATK Y FQLHDPSLRN MEL 

NYSLASEDLVLKGLRVLLVEG 

NDPQGTASMYHGWVPDLHIHA 

EDTLLPFYLGEKDDVTYA1KPT 

CWPGLDIIPSCLALHRIETEYNG 


21711 


52079 


A 


21839 


1573 


2858 


EPVFEQAIDQRSSTDTSLSTPAA 

PMVDSLIARVGVMARGNAITLP 

VCGRDVKFTLEVLRGDSVEKTS 

RVWSGNERDQELLTEDALDDL1 

PSFLLTGQQTPAFGRRVSGV1EI 

ADGSRRRKAAALTESDYRVLV 

GELDDEQMAALSRLGNDYRPT 

SAYERGQRYASRLQNEFAGNIS 

ALADAENISQ*ICWKYFCAG*C 

GKYF\RKHTRC1NTAKLPKSVV 

ALFSH PGELSA RSG DALQKA FT 

DKEELLKQQASNLHEQKKAGV 

ISPPEEVITLLTSEIKTSSASRTSL 

SSRHQFAPGATVLYKGDKMFIT 

VK1AKRSQAPCMKSNNALIVIL 

GTVTLDAVG1GLVMPVLPGLLR 

D1VHSDSIASHYGVLLALYALM 

QFLCAPVLGALSDRFGRRPVLL 

ASLLGATIDYA1MATTPVLWIY 

PLVNSPSC 


21712 


52080 


B 


21840 


63 


368 




21713 


52081 


A 


21841 


189 


204 


SLPSGIKPQSSSKASSR1QVAPT 
M*SLPRQPLAWPSGHEACPQG 


21714 


52082 


A 


21842 


153 


370 


LIAGAFRKASGGNNIFRRPKTL* 
LRRQPR*PQKSTPRRMKLGHYA 
1 1 K FPLTTES A V KX 1 EETNTL VFT 
VLV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
inUSSN 

0y/54U»Z 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 

*** .** 


Amino acid sequence ( X=Unknown, 
*=Stop codon, ^possible nucleotide 

uficiiuu* v-jh»>iuic uucicuiiuc in&criionj 


21715 


52083 


A 


21843 


842 


1770 


CTPEKCLPAVHRRNWLRNAEPP 

VWKRHLSP1CRKRQGRATKPK 

RRPWYTTPPTRRVRDVALRPYS 

RH/GRQPHAKKKIRMSLTFRRP 

KTLRLRRQPRYPRKSTPRRNKL 

GHYANKFPLTTESAVKK1EENN 

TLVFTVDVKANKHQIRQAVKK 

L YDSD V A KHTEERRHDEQNN I L 

TREAKNRNDNTRNRARTETNT 

ETQKNSGYQALISFHSYYSDTS 

DNKAHLVSYQSGQCTYDRLG 

WNLLIRMTCRSLQHTYD1QSTQ 

IASCFHPVSVRVNLRLYCANYG 

GISAVFMPLRKELLILTRSSNSK 

VSQLRI 


21716 


52084 


A 


21844 


353 


605 


EMA PICA K E APAHPKA E A K A KA 
LKAKKAVLKGVRSHT/RKKKIR 
MSLTFRRPKTLRLRRQPRYPRK 
STPRRNKLGHYAIIKFPLTT 


21717 


52085 


A 


21845 


301 


946 


PGSYLKPLSWTVALSLRPGFMS 

RWPCQRLTWQRRSVTQASGAS 

GASLCASRLPRDKTAPKAKEAP 

APPKAEAKAKALKPKKAVVER 

CPHTHAKKRJRMSPTFRRPKTL 

RLRRQPRYPRKSTPRRNKLGHY 

AIIK\FPLTTE\SAGKKNKJCNNTP 

LVHCGC*RPTRHQI\RQAVKK\L 

YDSDV\AKVTTLICPDKEKKj\Y 

VRLAPDYDALDVANKIGII 


21718 


52086 


B 


21846 


12 


115 




21719 


52087 


A 


21847 


1397 


1489 




21720 


52088 


A 


21848 


519 


747 


SGSVISPIAAT*YR1FAVL*SVQ* 
**AGPGDLSGDGELP*SVAIQPN 
VFIAVSSITCNWLPFGKCGSTY 
WMCQSM 


21721 


52089 


A 


21849 


185 


456 


QHQPLEVASQWKVCSVSVKLL 
SQSSDVTRVPLEGLDRLSERSG 
SLSVL*SGILWALDAASQLVSL 
LP*LTRYHDPRVSSL/SSTYV*SP 


21722 


52090 


A 


21850 


789 


1086 
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SEQH) 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQII> NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 




21723 


52091 


A 


21851 


I 


766 


SGRKEANYWGSLTQAGTVSLG 

LDAEGQEVFVPFSAVLPMVAP 

NDLVFDGWDISSLNLAEAMRR 

AKVLDWGLQEQLWPHMEALR 

P/LGLAVY1PEFIAANQSARA\D 

N\LIPGSRAQQLEQIRRDIRDFRS 

SAG LDK V I V L WTANTERFC E V 1 

PGLNDTAENLLRT1ELGLEVSP\ 

STLFAAVASILGGLCLSFNGSPQ 

NTLVPGALELAWQHRJLVGGD 

DFKsdjQTkvKSVLVDFLIGSGL 

KTMSIVSYNHLGNNDGEN 




21724 


52092 


A 


21852 


2 


2122 


WKSWMVFTAMKLVKAHHRLK 

LRLKGYLPVTCLEGTRMQRIAA 

TIRHNRARGRHQITAMSE1VRE 

LSQLGWDDNKIGKELGMDSDE 

VLRLKQING LQELFADRQ YSRA 

WTLKLAQAFSCCQQRRFLLGK 

TETNQFMWEGIGAKHRQRNRR 

YAVLLRQPLAKLNIIQARYPNQ 

HRQHAGECNPHCQAGGDIVDR 

CPARCFTKGDSKDGSPPQATWP 

FHMSATMTAKRLSEASQCGSK 

KSILRERIIYRPSITRYPFQSTMN 

HPLPEQTLGCIATDYGSSPSPDR 

SPG PA H Y Y WTDHSTAN 1 R YQ V 

AAEENGEYTYVERVKIPLDHGT 

LLIMERATQADWQLEQIRRDIR 

DFRSSAGLDKVIVLWTANTERF 

CEVIPGLNDTAENLLRTI/D/RSV 

WEVSPSTLFAVASILEGCAFLN 

GSPQNTLVPGALELAWQHRVF 

VGGDDFKSGQTKVKSVLVDFLI 

GFRLQRP/SSIVSYNHLG\NNDG 

ENLSAPLQFRSKEVXSRSNVVD 

DMVA\SNP\VLYTPGEEPDHCV 

V I K Y VP Y VGDS* RALVDE YTSEL 

MLGGTNTLVL\HNTC\EDSLLVA 

API M L\DLG A A * PSCCQR VTFL A 

LDIGTPSRRPFHPVLVPAQAFFF 

KGATLSPPGKP/VLVNAAFSAS 

AAAIENI\LRACVGLPPQNHMLL 

EH KM E RPG PSLKR V WTPWLPP 

Y PM LN KKG PG SRCQPM A AP V D 


21725 


52093 


A 


21853 


1 


1908 




21726 


52094 


B 


21854 


I 


1833 





2792 



WO 01/075067 PCT/US01/086J1 



SEQ II) 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540.217 


Nucleotide 
location of first 

f fwlAn fftr n^ntifip 

sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknown, 
*=Slop codon, /-possible nucleotide 
deletion, \ s possible nucleotide insertion) 


21727 


52095 


A 


21855 


1 


749 


MFQLMKASSGGEAACMPAGL 

MENYKHTTVLLDEAVNGLNJR 

PDG 1 Y I DGTFG RG\LG EEG R L L A 

1 DRDPQ A I A V/A KT 1 DDPRFS 1 1 H 

GPFSALGEYVAERDLIGKJDGIL 

LDLGVSSPQLDDAERGFSFMRD 

GPLDMRMDPTRGQSAAEWLQT 

AEEADIAWVLKTYGEERFAKRJ 

ARAIVERNREQPNDPELEE1EQA 

LKSSLNVLAPGGGVSIISFHSLE 

DRJVK/RFMREHQFCVVVRSGV 

GLKT*SVR 


21728 


52096 


A 


21856 


532 


1418 


CFASGFIGELRKNIVGFJEQDHT 

RGLVFRLTPGRTLRAESLNLVIC 

LPMNFQPYDSDADWVITGVPF 

DMATSGRAGGRHGPAA1RQVS 

TNLAWEHNRFPWNFDMRERLN 

VVDCGDLVYAFGDAREMSEKL 

QAHAEKLLAAGKRMLSFGGDH 

FVTLPLLRAHAKHFGKMALVH 

FDAHTDTYANGCEFDHGTM FY 

TAPKEGLIDPNHSVQIGIRTEFD 

KDNGFTVLDACQVNDRSVDDV 

IAQVKQ1VGDMP/VYLTLYNCG 

GPS*QFHSLRPAQSPLDRCRAR 

YLAPQCVPDFRTLQR 


21729 


52097 


B 


21857 


64 


1842 




21730 


52098 


A 


21858 


1 


503 


MRWLVSPIEDTGHKALLFACL 

ALHRACVSGHCLSPKCVGVDG 

RSHEMVAPGLFLDWLLDGTGV 

WDGTSTNVEGAQEHAVLILLII 

TDGVISDMEETGMPWCRLPSCP 

CPSSSGRGQCGLRCHGVPGWG 

RRMLRSHTGEEAARDIVSSFPF 

ESSATMSEEVYDPRSLYERLQE 

QRTGSSRTARQEAVVGSKVTV 

SQPGHRQETTVLEHLVQY/FILL 

IITDGVISDMEE/TRHAVVQASK 

LPMSHI/VGVGNADFAAMEFLD 

GDA/GMLRSHTGEEAARDI/VQ 

FVPFREFRNNVRGGL*PSISI 


21731 


52099 


A 


21859 


2223 


2363 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X-tJnknown, 


NO: 


of peptide 


hod 


in USSN 


location or first 


codon for fast amino acid 


*=Stop codon, /-possible nucleotide 




sequence 




09o40,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


21732 


52100 


A 


21860 




693 


GDDGKWMLVHRTEVIKYTLDP 

VWKPFTVPLVSLCDGDMEKP1Q 

VMCYDYDNDGGHDFIGEFQTS 

MSQMCEARDSVPLEVFECINPK 

KQRKKKNYKNSGII1LRSCKINR 

DYSFLDYILG\GCQLHVSPLGID 

F\TASNG\DPLDPSSLHYINPMG 

TNEYLSAIWAVGQ1IQDYDSDK 

MFPALGFGAQLPPDWKVSHEF 














AINFN PTN PFCSG VDG I A Q A\ Y S 






' ' ' ' 'l 1 * 






TCLPtilRFYGPT 4 * 


21733 


52101 


A 


21861 


1 


2231 


MYSQEGNQFCNRTDCQELLPPP 

PAPMAHIPSGGAPAAGAAPMG 

PQYCVCKVELSVSGQNLLDRD 

VTSKSDPFCVLFTENNGRW1EY 

DRTETA1NTNLNPAFSKKFVLDY 

HFEEVQKLKFALFDQDKSSMR 

LDEHDFLGQFSCSLGTIVSSKKJ 

TRPLLLLNDKPAGKGL1TIAAQE 

LSDNRVITLSLACRRLDKKDLF 

GKSDPFLEFYKPGDDGKWMLV 

HRTEVVIKYTLDPVWKPFTVPL 

VSLCDGDMEKP1QVMCYDYDN 

DGGHDFJGEFQTSVFVKMCEAR 

DSVPLEFEC1NPKKQRJCKKNYK 

NSGIIILRSCKVNQRGQARARG 

QVSGHTEGTDRA LDLEP ARP VF 

KSRLCHILALWPSELHLTRPQSP 

HLWNGDINEAEHVQGYSSLTFL 

CGGQGRHELTFQGLSWWENCH 

CELLPPTVGMQGAEDIGWGHP 

VLSGISVTVTPM1NRDYSFLDYI 

LGGCQLMFTVGIDFTASNGNPL 

DPSSLHYINPMGTNEYLSAIWA 

VGQ1 IQDYDRPRSFLKPDPWAG 

TEAVTGQHVMFSVYETHVEWG 

RQ1G LPD V ANQNTRHP V KFEFQ 

VSHEFAINFNPTNPFCSGVDGIA 

QAYSACLPHIRFYGPTNFSP1VN 

HVARFAAQATQQRTATQYFILL 

I1TDGVISDMEETRHAVVQASK 

LPMSIIIVGVGNADFAAMEFLD 

GDSPHAALPTRGRRQPRDIVQF 


21734 


52102 


A 


21862 


694 


825 


QPGLSINIEAGAVPRPFARRYW 
GNLG*FLFLGVLRCFSSPGSPH 


21735 


52103 


A 


21863 


1032 


1127 


FYAKAEAGDRTVA*PHKPfCMF 
LSIHHRVAKl 


21736 


52104 


B 


21864 


1 


564 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
no/%40 217 


Nucleotide 
location of first 

crtrlft** ff\tr rv» nitric 

luuun iur pepuue 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 

uviciiun^ \ |fvF jji ijic iiucicuiiui insertion} 


21737 


52105 


A 


2 1865 


43 


617 


PI1QKVRSHTPICRAPTACTYTVS 

GSFSLPSPGFFSPFPHGTGSLSVS 

QEYLALEEWSPHISARDCTCSG 

LLIELPSTGIFVYGAVTLYRAPF 

QTLPVTHALIQALGCSPNFARRY 

WGNLG*FLFLGVLRCFSSPGSP 

H*PMDSVNDSVSKHT/EVSPFG 

NXPGYNGSYHLTDAYRRLARPS 

SPLT\PGHPPLYG 


21738 


52106 


A 


21866 


2969 


3593 




21739 


521 07-- 


A 


21867 


1219- 


1503 


HFTDGQNNRQHGCGVRRQAG 

KQVVCKVEHQNQYNHRCVW* 

ESFQVRTHGTGEPVNKTRTSQA 

VSHHNQSCQVDQCVPCAVIAG 

NVFPRHNVQGQH 


21740 


52108 


A 


21868 


193 


378 




21741 


52109 


B 


21869 


1 


1473 




21742 


52110 


A 


21870 


3536 


3926 


PKMVRWLARKCWNTVSTVRC 

FWMAMPTPVFAPCAA1KTASA 

R*MSWASSR*PNRGCVKSATLR 

QFS*VAAMK*PPVAQ*WW\LGR 

NASTAGGDSGAGRSLDDGEPTP 

CGMGLEQKRHGNPAGCVAPSR 

WS 


21743 


52111 


A 


21871 


140 


90! 


MAMSKVKS1TRESWILSTFPEW 

G SWLN EEI EQEQ V APGTFTM W 

WLGCTGIWLKSEGGTNVCVNL 

WCGTGKQSHGNPLMKQGQQM 

PPMAGVKKLQPNLRTTPFVLDP 

FAIRQIDAVLATHDHNDHIDVN 

VAAAVMQNCADDVPFIGPKTC 

VDSW1GWGVPKERCIVVKPGD 

VVQVTALEIHAPDAFDRTAPIT 

WLADQKRRRTVKG/MDDAPL* 

QVSYRPSTPPRCCYWSLLSSSV 

YYSKRPFAHGYARLCIPFMD 


21744 


52112 


A 


21872 


287 


392 




21745 


52113 


A 


21873 


1 


492 




21746 


52114 


A 


21874 


569 


1061 


SGTVLDM/SEYSRVQ1RKQPYLS 

KGYIPVRQKTKAAWLLKAVTFI 

DLTTLSGDDTSSNIQRLCYKAK 

YPIREDLLKALNMHDKVAAGF 

PAGQTHLKTRLEEI RLAVEDG A 

TEIDVVINRSLVLTGQWEG/LYS 

PVVYSALPCNI*HSRLFLPSGNA 

LLLWLWCLHS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


21747 


52115 


A 


21875 


2 


1072 


ARSNIRMVTAFRSLPAGSSGAA 

RA\MSAHNRGTELDLSWISKIQ 

VNHPAVLARRAEQIQARRTWK 

KDWQAAWLLKAVTFIDLTTLS 

GDDTSFN1*RLCYKAGYP1REDL 

LKALNMHDKGIT\TAAVCV\YP 

ARV\CDAVKGTSRPAG/CVN!PV 

G 1 SRAAGF\PAG\QTH\LKTRLEE 

I\RLAVEDGSLQKIDV\V1NRSLG 

A*QAQWE\ALYDEIRQF\RKAC 

GE A\H L KTILA\TG ELGTLTN V Y 

K\A SM I A MM AGSDF\ I KTSTG KE 

TVNATFPVA1VMLRAIRDFFWK 

TGNKIGFKPAGGIRSAKDSLAW 

LSLVKEELGDEWLKP\ELFR1GA 

ST\LLSDIER\Q1YHSCGLGRYGS 

LFMDLSQCL 


21748 


52116 


A 


21876 


3 


221 




21749 


52117 


B 


21877 


49 


342 




21750 


52118 


A 


21878 


1 


828 




21751 


52119 


A 


21879 


1362 


2405 


RPPWRH WDGNSS VL VH FQLHF 

LLRPLQTLSLGLEEELLQRGIRA 

RLREHG1SLAAYGTIVSAELKG 

GSRPCAVWWPSEPGAGRCPGN 

SFSCGNSQCVTKVNPECDDQED 

CSDGSDEA HCECGLQPA WRM A 

GRIVGGMEASPGEFPWQASLRE 

N KEHFCG A A 1 1N/DQPLRS*M HR 

FQDPTKWVAYVVRPTSAARRP 

A PCG PSKKA/ W I SG WG YLK/EG 

LP*ASPRPAMVKPEVLQKA/DW 

ELLDQALCASLYGHSL/TDRMV 

CAGYLDGKVDSCSVLFLFRGTI 

SFFFSEDRNLIRYVLLYSIFVVN 

CISGKPQPGPPVLRALCQHPHQI 

DAG PQYRASC WVTVPKLQGI F 


21752 


52120 


A 


21880 


600 


904 


SVSLLDEETALPFSWDELRLSA 

LLDT*AAFQEIELAFQDPQCVG 

LLTAP/YADAAFSGSTDIAMFLL 

VPILSARKPASPRSS*TFSHLATE 

PLPASIK*AAA 


21753 


52121 


A 


21881 


393 


572 




21754 


52122 


A 


21882 


165 


432 


PGMAVSYEKISKYPVEFLPAQA 
NIAGHNDAPEEREPFQW*LWLL 
LPNF*LQEKCSPTLCHFLSRRTQ 
SEFPSSTAAGNLSVSLLYPCKS 


21755 


52123 


B 


21883 


1 


10(1 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 

VUUUI1 IVl |M»|ftlUC 

sequence 


Nucleotide location of last 
codon for last amino acid 

i\ f ri4> n f ■ ri r tfQti^nte 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /^possible nucleotide 

ulicmuii, \— |/v»iuiv uui-icuiiuc iiioCf nun/ 


21756 


52124 


A 


21884 


783 


1234 


YYRRCGAASPHGRDPVQIG*TS 
SO PR * S A Y RN/PAS V ! PV A RH S A 
RAPAILRP*VVVAERSERSIPGL 
RATPAEIRTTSAPSSAGVASSPE 
KPLIFTAIDSHTGSHWSD1IHVC 
AKKLQNYVPKLNASLLLTPSIY 
VTRTTRSG P 1 PP A RQ 


21757 


52125 


A 


21885 


249 


398 


G Y FD1 FS YDTA 1 PGQS AEQD A R 
ED*AF*MPDRAYSQPCSSLVFP 
KGCKK 


21758 •. 


52126 


A - 


21886 


309 


845 


CGAREERGRGCHHVHSQLRGP 

GPAPGQVQQPQLVPAPVVPELP 

G LRGLS WQA RRTRA RH RQG Q V 

QDHQPDPTVHAQLRGVQLGEA 

PLQLHHGD*DHRAP*GYFDIFS 

YDTAIPGQSAEQDARED*AF*M 

PDRAYSQPCSSLVFPKGCPVPG 

RGCAAGVQAAGAAHPPLDHPA 

LQPLQGR 


21759 


52 J 27 


A 


21887 


1236 


2100 


DLLCGRGCQGRRPRHLQPQTEL 

E A PE V PA ERPG RG PA V A ARSDP 

RAQAEDVPGYNPLSGKPAKQQ 

VHEGHHPGAPGHRRPGGAAVP 

AGGPHRCLPAQPARPCGGAAEP 

RGGPAGAH*ARGSRAAGEGQP 

WWPSPRLGAGPPAAPVHAAPG 

SHLLPGHHLPTQPSALAAAQVPL 

AEEPREQ/PGAGGPQPGSPTLRG 

VEVVPLPHAAGGAGAVPVGGA 

ACPTA PHPA ASA PAPVLLSQLG 

TQHPPRRDPPHCSCAGIQDSGW 

AGPPALWSLLHVAKPAQARRP 

CALLHPGV 


21760 


52128 


A 


21888 


1931 


2185 


AKAFSFFRYISRVSRNRTCLSRS 
SMRRSFDSSNADAAFSGSTDIA 
MFLLVP1LSARKPASPRSS*TFS 
HLATEPLPASIK*AAA 


21761 


52129 


A 


21889 


1254 


1760 




21762 


52130 


A 


21890 


1 


2001 


SI RRPKRA RP! RI KK1 PEQQG/PQ 
P A V LP VQTV ATRDREL PQMP/P 
VGPETLKRDPPVRAMTIPATAA 
VYKPYWGATPLPIA\KPSPAG*Q 
* SRRFSKG Y FGFD 


21763 


52131 


A 


21891 


195 


545 


HSPGSFYSRRDAQSPAPA1RAA 

V*AEVQ*TPLCHDRJTHFPEDW 

RGWQRS*F*PAACRVAGSLPVP 

VSPQIQHPYCRSSAQYLPCGAG 

LPLPGFDRLCPRSLFQGLAVTG 

GSCGPS 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


21764 


52132 


A 


21892 


825 


1299 


YSCRTEHPPRLATAEYRHHQRA 

ADAGR*RHAGVAFYP1KERYR 

QPEPAFSYQ/PRRWSASRNRRPS 

R*RMRRFPANSSTPFPPAPPLRR 

KRVASLIGGRMLRLTGAGIAEE 

RMIAPQLPECILHELTERPHPFP 

LGIDLILTCGERLLAIPRTTHVE 


21765 


52133 


A 


21893 


1460 


1810 

,i -i . ■ - 


RATH VLTW V RGTPKRAEM ILG 

SSRSMSAAAVTVLISPATAQRW 

ITRAP*PSPIRSPSVSRLTATRPSS 

ITKARALSPMAAPALRSTVTTP 

PRITVEKPLLMEKIPRVPKSRAI 

SAL 


21766 


52134 


A 


21894 


231 


704 


QSQKPDTRGRLFVAKAPPCVQR 

HKVRWLRLVM1TSAHYLPLRR* 

♦PAHPASGGCCPNRAKYTQRPA 

E*ISYRPD*EAVR*SRAPAKVTQ 

SNPASRVALRRPAPRAVHQATI1 

PVDESTLLPAPLAVSARQKVRQ 

AIPLRDSPVRRPTLDVRHRATG 

L 


21767 


52135 


A 


21895 


1291 


1925 


RQLLRWSNR*IAR*SLTQPARRF 

PAYHYAHPAAAAAPGDPLGAD 

LQLCARHYHRQRHCVPRHAGY 

PRSDGLHPQPRGRWRIRCSDCL 

RVPF 


21768 


52136 


A 


21896 


1 


445 


MF1SGLDDFF1DVVYWVRRIKR 

KLSVYRRYPRMSYRELYKPDE 

KPL/DDYGSGVE*NGRHRQYGR 

AGGDHARLRKLSYLCWHLPQR 

PRYSA*C*RSVRSLPECA*GSLR 

ASWP/HPAKPTV*TTCWTPSPN 

LSVAPISLLLVLFCMTPKM 


21769 


52137 


A 


21897 


79 


377 


SRKSG1SIGAVKRPTH*GS*KAR 

SIC*NAAYVSKKAESLSSFPEKS 

ESTQRVKAVLSS**ASQGCGDT 

AQYVLLSFKGSQQA*QVCGR* 

KAY**DLSRE 


21770 


52138 


A 


21898 


1282 


1535 


GSTYE1ASATPSPSAKPSNRSPSP 
MSRPQSNPKPNSLHSC*P*GNL 
RSTPESGK*ATPPPPPAYTLVLF 
KLANPQLPEESPWAF 


21771 


52139 


A 


21899 


3775 


4031 


C RRT A A S RTPRKRTQTA PTH AT 
NKPQKPQTSTDRGNRREPEKTE 
PS*HLRPNPQEPGRRGQTQQ\EP 
APRHQPPKPQGEPTTPQKQ 
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SEQID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
couon tor pcptiuc 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Siop codon, ^possible nucleotide 

ffolpttnn Vsrwkvcittl^ niirlpnltd^ incprtirtnl 


21772 


52140 


A 


21900 


1 


2595 


MESHTVTDYNFGRLLNESFAN 

CETDRNYLGIFKCGFWL8GTRK 

SAFLTKSQVTLTRPVDHTLRNE 

VLGSTKYQVPGYRRKTNTNLE 

ESNVLIGYDVAPGGGKQ1DGKK 

AEGRELMVPVAGRPLCRSSSM 

ELLLLLPLHIPREQMLLADAYW 

NLHQSCQSKTSPDTAKCPLDRC 

PRVFKSQSYKASTFDGLSMDTE 

VIKSNGKQGWRQRRLANMKDI 

DKQTQAATFVLSQGMQRSGND 

RHLVTGASDGIGREAAMTYAR 

YGATVILLGRNEEKLRQVASHI 

NEETGRQPQWFILDLLTCTSEN 

CQQLAQRIAVNYPRLDGVLHM 

AGLLGDVCPMSEQNPQVWQD 

V MQLF RAG I IN A DPG A FF VTG F 

RR YCCFTLCCRSFRFG FY RRRF 

RHRSCRQRAMRHSGTGQGQGN 

EQCFNSVFHTVFSLFVNSGITLT 

A V KTVNK WQCSEMEKA A KAT 

FSCYSCNAFFCEAASGLLLFQRI 

ANFDFRLFTQVTHQSFKDDLGI 

KMETTKPSFQDVLEFVRLFRRK 

NKLQREIQDVEKKIRDNQKRVL 

LLDNLSDYIKPGMSVEAIQGIIA 

SMKGDYEDRVDDYIIKNAELSK 

ERRDISKKLKAMGEMKNGEAN 

RKERSSMFRDRPLKRMKSKRD 

DDSYDEDVEDDEGVGEVRVHR 

VNHAPANAQEHEAARPSPQHQ 

YQPPYASAQPRQPVQQPPEAQV 


21773 


52141 


A 


21901 


1 


96 




21774 


52142 


A 


21902 


105 


430 


ASIFVMLVRGAEPMEKRQQRG 

LFTVPGLLLAFCSHVLSCVNPL1 

PVDNPYYPPLSELIPAPPQPNDR 

AQRVSERGSGRAPNTQTASPRA 

LADSLMQLAR\QVSRLESGQ 



2799 



wo 



01/075067 



PCT/US01/08631 



StQ 10 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion* \=possible nucleotide insertion) 


21775 


52143 


A 


21903 


843 


2055 


HHRMAQNLSRYGNDKRPEESQ 

FRV VN VKPVTLYDVA EYAGVS 

YQTVSRVVNQASHVS\AKTREK 

WEAAMAELNYIPNRVAQQLAG 

KQSLLIGVATSSLALHXAPSQIV 

AAIKSRADQLGASVVVSMVRR 

SGLVACHTAPHNLL/ARKRGPA 

GL1INYPLDD\QDAIAVEA\ACT 

NVPALFLDVSDQTP1\NSIIFSHE 

DGTRLGVEHL\VALGH\QQI\AL 

LAGPLSSVS\ARLRLAG\WHNFL 

TGN\QIQP1A\ER\EGDWSAMSGF 

QQmQMLNEGIVPHWRLLVAQ 

RSRMALG\AMRRHYPESGLRV 

G A\DI LRVGGNTTIPED\SSC Y I P 

AL* PP1 KQDFRLLG A/QTSVDRVL 

LQLSQGQAVKGN\QLLPVSL\V 

KRKTTL\APNTQTA\SPRALPRF 

H * MQL A\RQ VS RLESGQ 


21776 


52144 


A 


21904 


1 


1201 




21777 


52145 


A 


21905 


1 


492 




21778 


52146 


A 


21906 


646 


934 




21779 


52147 


A 


21907 


1 


1713 


MLCTKWDKLGLEKNAGKNKN 

A Y K WYG WPAN A P DEPH 1 EQL V 

GECRVMRQLKRLISRJAPSPSSV 

MVVGESGTA1PVVSHAEFKGGF 

ADIG VH YLD WTSRTTEKSSTKS 

HKDDFGYLEFEGGANFSWGEM 

YGFFDWENFYNGRHNKPGSEQ 

RYTFKNTKPYLSWVDTGFSLYL 

HAYGTYGSANRVNFLDDM\FL 

AGFGFQF+PAGGW/WGSNPFFA 

K\R YTRS KP Y YTVG DNG Y WAG 

WVAGYNFMLGSEKFTLTNWN 

EYEFDRDATYAADFLPLYDVD 

CQDNGNLEYDTYSQPEWKHNL 

FDHYLAVLYRFKDESGKEQFSG 

AVVKTREATPGKEIEAITRRML 

DFSPRLKKLADCPSPRPVFEALC 

ICSMLDALLLLCPLDYHASCDN 

YSYALLDPQGFPLPHRRLWGPY 

IDVDVPMLHLIQHAWAQDALL 

SCLYSDLLYMSSFPYPAGTLTR 

LMGVTSYNHKNTLLTYCITLMS 

TIRFAYDGDEEIAMKYTDFLKG 

ELSMNIRPLHDRVIVKRKEVET 

KSAGGIVLTGSASAKSTRGEVL 

AVGNGRILENGEVKPLDVKIGD 

IVFFNDGYRGEI 


21780 


52148 


A 


21908 


2060 


2404 




21781 


52149 


B 


21909 


1 


1377 





2800 



WO 01/075067 PCT/US01/08631 



SEQID 

NO: 


SEQ II) NO: 
of peptide 


Mel 
hod 


SEQID NO: 
in USSN 


Nucleotide 
location of first 

vUUUli lur |#C|li*uc 

sequence 


Nucleotide location or last 
codon Tor last amino acid 

nf nrntiflp CMiirnrf 


Amino acid sequence ( X=Un known, 
*=Stop codon, /^possible nucleotide 

rlplplinn \=nnccthlp nurlcolulr incf»rtir»r»\ 


21782 


52150 


A 


21910 


52 


1719 


IGQVVDVDTCFTR1HLVFVNFD 

NDTGSIHVLNDTTTFSYRSYTG 

VNGNSTFHTSTNQRLISAQSRN 

GLTLHVRTHQCTVGVIVFQERD 

QGRTDGYHLLGGYVHVVNLV 

AAEQAGFAFATASYQVFYEVA 

FFIQVGVRLGDNVVAFFDSRQV 

VNFVSYNTVGHFTIRSLICEAVF 

VSLCVHGQRVDQTDVRTFRGF 

DWTDATVVSRVYVSNFEACTF 

TGQTAWAECGDTTFVRNLRQR 

VVLVHKLRQLAGTEELFHCCG 

SQDPQQP WG WNLRVN PLAQTT 

GHAHEAQRKQWHKGNEEADD 

PEPERAFTPGFVQFETERFRPPV 

GHPCEAAEDHAADDHVMEVR 

NQEQAVMQNEVRARYGQQHA 

S H P AHREG DDKTDGPQHRRME 

HDAALIHGEQPVEDLHPGRDG 

DNHCGDTKEGVYVRARTHRKE 

VVQPNDERQHGDTDGCPYQRG 

ITKQTFTREGCRNFGEHTENRQ 

DQDVNFRVAPGPNQVDVHHH 

VATHIVGKEMGAQIAIQGQHAT 

YRQNGKDL*SNRGVASGNPQC 

RHRAHRRATDCQTVfKQPVFFG 



2801 



WO 01/075067 



PCT/DS01/08631 



SEQ ID 


SEQ If) NO: 


Mel 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X-llnknown, 


NO: 


of peptide 


bod 


in USSN 


location or first 


codon Tor last amino acid 


*=Slop codon, /=possiblc nucleotide 








09/^40 217 


iuuuii lor pvpiiui 

sequence 


Ul |fCp(IUC oClJUCIltt: 


deletion, \— possible nucleotide insertion) 


21783 


52151 


A 


2 191 1 


608 


2508 


YITATSCSGWM1RWCAKAAKC 

CA/CSRGPGGKLRRHKGAEETL 

CGNTRVLIAPQLPAVIIATLSGS 

RSQTG RREG PTPTT V M 1 Q DH TG 

SSTDDECSANVQRIFNRIMLCSI 

VSRPRTIPFHDLAQSFRQFRNVK 

CLWCAFEGAQLMRIQPAIVMV 

KTI H RERLNSGQFRCHQEA RN I 

PPHRQSRFLASRGLLAELMFML 

YGIGELPEIVTLPICEIRGNVDNS 














RHAVFLANSGMPELRFIRTHGS 

RFTSQDCTLFNWLARIITPVLQS 

WLNDEEQQVALRLLEKDRDHH 

RVLVD1TNAVLSHLDLDDLIAD 

VAREIHHFFGLASVSMVLGDHR 

KNEKFSLWCSDLSASHCACLPR 

CMPGESVLLTQTLQTRQPTLTH 

RADDLFLWQRDPLLLLLASNG 

CESALLIPLTFGNHTPGALLLAH 

TSSTLFSEENCQLLQH1ADRIAI 

AVGNADAWRSMTDLQESLQQ 

ENHQLSEQLLSNLGIGDI1YQSQ 

AMEDLLQQVDIVAKSDSTVLIC 

GETGTGKEVIARA1HQLSPRRD 

KPLVK1NCAAIPASLLESELFGH 

DKGAFTGAINTHRGRFEIADGG 

TLFLDEIGDLPLELQPKLLRVLQ 

EREIERLGGSRTIPVNVRVIAAT 

NRDLWQMVEDRGVI 


21784 


52152 


A 


21912 


147 


2699 


MTIRAJCSCCPLPDA*NVLM*IY 
MSTFQASGNGQQLQIARJVIQNI 
TG 


21785 


52153 


A 


21913 


432 


1016 


FCPSSCLAATAPAA*AGWSFLP 

SPAEQNRWRFPLSRFCQIPAPL/ 

LGTLIISLSVFCSILAASAAEIPG 

SVDGIYNKSPSLAWVKIPRQLY 

♦AAREPSAPKAPPPAAWFSASA 

VLS ATAVMINTNQK A I ERVTAFR 

RNFATDPVAHQDRDHYDRQQR 

RTRHRIRFGERQRAKQTPFLPFQ 

GEDRDKRQRDNQQTDK 



2802 
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SEQIO 

NO: 


SKQIDNO: 
of peptide 

>Clf UCIItC 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540.217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, V=possible nucleotide insertion) 


21786 


52154 


A 


21914 


1 


1146 


MTTSMLNAKLLPSAPSAAVVV 

VRVVVVVCNAPTSRKVGPEEK 

DWSMASSGTTSTRKRFTGAEFI 

VHFLEQ/PGH*DCDRHSG/S/CSI 

LP V YD A LSQSTQ I RH I L A RH EQ 

GAGF1AQGMARTDGKPAVCMA 

CSGPGATNLVTAIADARLDSIPL 

ICITGQVPASMIGTDAFQEVDT 

YG1S1P1TKHNYLVRHIEELPQV 

MSDAFRIAQSGRPGPVW1DIPK 

DEQTAVFEIETQPAMAEKAAAP 

AFSEESIRDAAAMFNAAKRPVL 

YLGGGV1NANARVRELAEICAQ 

LPTTMTLM A LG M L PKAH PLSL 

GMLGMHGVRSTNY1LQEADLLI 

V LEL AG VQTV DTD VN A S K P A S 

ATRHIAFQTVTIGCDRNLADSV 

VFPHSVDDIGKVAA 


21787 


52155 


A 


21915 


1001 


1037 


MVGMASSCMPAFTRLELYSV1S 

QSTQIRH/ILARHEQGAGFIAQG 

MA/RTDGKPAVCMACSGPG/AT 

NLVTA1ADARLDS1P/L1CITGQV 

PASMIGTDA/FQEVDTYGI/STM 

TLMALGMLPKAH/ALSLGMLG 

MHG VRSTN YFCQE A DLS1 VLG 

ALFDAGQIGKTSSFCPNAKI/1H 

VDIDRAE/REFPCP1PKACDLLS 

H/YGLIN A V AAC VDDN A I ITTD 

VGQHQM WTAQ A YPLN RPRQ W 

LTSGGLGTMGFGLPAAIGAALA 

NPDRKVLCFSGDGSLMMNIQ* 

MIIAIPTGVKIFNWCSPCIRPHR 

VPFCDAVAIGFIVTFSDVIQ1AS1 

YEIPCRDPTGVASTEYSSSSCRR 

RRNTTLCDPGSPAQRQSPQAGQ 

NPSCPAHRRSATGVGD 


21788 


52156 


A 


21916 


135 


449 




21789 


52157 


A 


21917 


5 


214 




21790 


52158 


A 


21918 


2 


337 


1GIAKHAQQLLLNVMQTRAVG 

AEVQTVSATGSAVRQALANML 

QPFA!FFQINA/W**RAGRYPDD 

HGISPETALYGWHTSATGTAG 

MR*SVRPWLQSGQGCSGWRRQ 

QPRWSP 


21791 


52159 


A 


21919 


1 


774 
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SEQID 
NO: 


SEQID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/>40 2 1 7 


Nucleotide 
location of first 

rodnn far n^nfirif 

sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X-llnknown, 
*=Stop codon, /-possible nucleotide 

ucicuuiif \-pusaiuic uucicuiiuc insertion) 


21792 


52160 


A 


21920 


2 


914 


RHIRTPAHLERF1VDIALNVADG 

HRAKL1VQSAGTFAQTVLRADS 

SANFRQGVGLVRQFRRFK.NTPL 

VGELQPVRDVVVYRAFPLAVW 

VAARQAAVSLRFGLAFGKRLV 

NFNKLNFADLQRFLWRINAAQ 

LSCATTT/ADPAVLLHHWTSV* 

PAQI*WR\S*PVRQNLFTALRAG 

MLHMLGDKTTQMLFMDRQSV 

N A * DLDQFRVN AFAEI A AFIEN 

VSETAGHARTEVNAGFTQNASD. 

DTTRHIFTTVVANAFYHGDSTG 

VTHAETFTRAACGIQTTTGRAI 

QAGVADNACFMAAEGGTNRR 

TNGD 


21793 


52161 


A 


21921 


204 


371 


PGPAGAQSAALYRWSPGQAVS 
RADWFRFADC*IYPENRRNAGS 
AYRPRLSPAYCG 


21794 


52162 


A 


21922 


2664 


2970 


TPDTAPAGCRSRAPDGPSLPRQ 
MPRRRG* FHTARYCRTPRAITA 
*R*TE*STCPARTGEWYAHARY 
APGTSRQTATM PPTMPRRRASS 
YSSTQPDGRRQNC 


21795 


52163 


A 


21923 


318 


459 




21796 


52164 


A 


21924 


577 


S88 


TNSSNQQLAEGNRERLIGRNTA 

GPERITAGRR*LFSCQNRPCGW 

RFNKCH1GMPWVIWRIIVMGI 

QHDDLVNPFGMRVNRVNMQF 

AKTLGQRALLLRRNSLIA 


21797 


52165 


A 


2192* 


3 


711 


AGAHSGPSHPALATTAARQSV 

AGN RSG 1 SGFSG HSRNPTRMSA 

RCL*SS\ALERLMRRLNGGEIQI 

SDVTTTTPS\LSPQVYCSAMSRN 

LCTRATPRWQSAGHPYCRWTA 

SYCAIYSDRS1RGNYSTRQSFAS 

GRRV\PTGSWQKTESEKDCSTC 

CAN WANDRTPLPTSTSSANCST 

NVQTSVVPVLRRWIWLTSLRV 

VLTVSLKSVCARGTSPQASCWF 

VKRAASSATSPVVITTC 


21798 


52166 


A 


21926 


244 


535 


TRY PDDHG ISPETAL YG WHTSA 

TGTAGMR»SVRPWLQSGQGCS 

GWRRQQPRWSP**RSC**CSVY 

PATL*FCRLYNQTSGPGHSDLP 

AFPDSDRRK1 



2804 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=pos$ible nucleotide insertion) 


21799 


52167 


A 


21927 


869 


2923 


PKKDLKiATSAMMEAAYSV*SR 

TLFW/SPVRDSQVTDTQWQGL 

MSQLRLQGFDTLVLQWTRYGD 

AFTQPEQRTLLFKRAAAAQQA 

GLKL1VGLNADPEFFMHQKQSS 

AALESYLNRLLAADLQQARLW 

SAAPGITPDGWYISAEIDDLNW 

RSEAARQPLLTWLNNAQRLISD 

VSAKPVYISSFFAGNMSPDGYR 

QLLEHVKATGVNVWVQDGSG 

VDKLTAEQRERYLQASADCHD 

GAAPHGK\VFKLHA*RARR 


21800 


52168 


B 


21928 


72 


690 




21801 


52169 


A 


21929 


1 


2241 




21802 


52170 


A 


21930 


1607 


1893 


N KRI FPSD VKV AEPDHSC V* SFR 

IGSLASNLSLSLKTRPAFFQLLIK 

HVD/SMCHQRLSGSRKSKHNVI 

AVVFSYCSVSVFSASCPTHQVL 

LQTQYF 


21803 


52171 


A 


21931 


1 


3960 




21804 


52172 


A 


21932 


1 


1281 




21805 


52173 


A 


21933 


1 


1491 




21806 


52174 


A 


21934 


1 


1254 




21807 


52175 


A 


21935 


1 


723 




21808 


52176 


A 


21936 


740 


880 


NKR1FPSDVKVAEPDHSCV*SFR 
IGSLASNLSLSLKTRPGFFPTVN 


21809 


52177 


A 


21937 


1 


1191 




21810 


52178 


A 


21938 


1033 


1248 




21811 


52179 


A 


21939 


1 


1425 




21812 


52180 


A 


21940 


1 


2784 




21813 


52181 


A 


21941 


676 


1467 




21814 


52182 


B 


21942 


1 


3288 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SKQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location or last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /=possible nucleotide 

deletion \=nfi*t*kihlp nnrtf*ntirl<» inc^rtirtni 


21815 


52183 


A 


21943 

i * ' \ 


145 


1929 


VSGVIEIADGSRRRKAAALTES 

DYRVLVGELDDEQMAALSRLG 

NDYRPTSAYERGQRYASRLQN 

EFAGNISALADAECDNLKTCHT 

SHGSVMAETAVINHKKRKNSP 

RJVQSNDLTEAAYSLSRDQKRM 

LYLFVDQI RKSDGTLQEHDG IC 

EIHVAKYAE1FGLTSAEASKDIR 

QALKSFAGKEVVFYRPEEDAG 

DEKGYESFPWFIK/RPSRGLYSV 

HINP;YLIREFIG\LQNRFTQFRLS 

ETKEITNPY AMRLYESLCQ Y RK 

PDGSGIVSLKIDW1IERYQLPQS 

YQRMPDFRRRFLQGFCRFRNH 

HQTGFSPAGANQRGPLAATLSG 

PGGEGQSAVARLTGEKKNHPG 

AQYANRLSPRVGRFINAAGTTG 

FPTWKAGSERNAINDDVTYAIK 

PTCWPGLDIIPSCLALHR1ETEL 

MGKFDEGKLPTDPHLMLRLAIE 

TV A HDYDVI VIDSAPNLG 1GTIN 

VVCAADVLIVPTPAELFDYTSA 

LQFFDMLRDLLKNVDLKGNSN 

GSQSPWMEEQIRDAWGSMVLK 

NVVRETDEVGKGQ1RMRTVFE 

QAIDQRSSTGAWRNALSIWEPE 

CNEISIGVSLDQDGGSNSVLRK 


21816 


52184 


A 


21944 


1790 


2947 


TDFSVRCKGCRTGPFLRLIFQDR 
1VGVELIAVF*NTGPRFSSCRLS 
WRRPFDKTCRMRWHQRLSGFP 
QEQNDGKQQP1LC 


21817 


52185 


A 


21945 


1 


888 




21818 


52186 


A 


21946 


252 


1863 


RKNPFILH*LFR*TLRQTKPDDS 
AGKGVKI * *HTQNQRSGRSQND 
F*RRLW 


21819 


52187 


B 


21947 


1 


1794 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSiN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=|>ossible nucleotide insertion) 


21820 


52188 


A 


21948 


138 


341 


PNPRGLLNT1TPEHFKSKLHIPT 

TYRQSNG1TASHYSYARN*RVG 

VMARGNA1TLPVCGRDVKFTL 

EVLRGDSVEKTSRVWSGLLELL 

KAAASLVFLEQHKPYEEIGTSF 

GSVLVSVVGEGPFVEEDLRKSF 

PGRWDKKHKMFDA1EEPKKDS 

DKFDANDPILKDQTQEWSGSA 

TFTSDGKIRLFYTD YSG K H YG K 

QSLTTAQVNVSKSDDTLKINGV 

EDKKT1FDGDGKTYQNVQQFID 

EGNYTSGDNHTLRDPHYVEDK. 

GHKYLVFEANTGTENGYQGEE 

SLFNKAYYGGGTNFFRKESQKL 

QQSAKKRDAELANGALGI1ELK 

YDYTLKKVMKAADHFQTPVTD 

EIERANVFKMNG 


21821 


52189 


A 


21949 


761 


916 


NKRIFPSHVKVAEPDHSCV*SFR 
1GSLASNLSLSLKTRPAFFQLSIE 
LSPT 


21822 


52190 


A 


21950 


1 


1437 




21823 


52191 


B 


21951 


50 


1690 




21824 


52192 


B 


21952 


1 


1032 




21825 


52193 


B 


21953 


1 


1974 




21826 


52194 


A 


21954 


878 


1202 


SVYNKRIFPSDVKVAEPDHSCV 

♦SFR1GSLASNLSLSLKTRPAFFQ 

LSIEVFRRPFDKTCRLMCHQRLS 

GFPHEQTQRDSTC1QLLFRQRF 

AAASCPTHQVLLQTQYF 


21827 


52195 


B 


21955 


7 


1702 




21828 


52196 


A 


21956 


527 


665 


NKR1FPSDVKVAEPDHSCV*SFR 
IGSLAFNLSLALKTPARVFSTVD 


21829 


52197 


A 


21957 


469 


687 




21830 


52198 


A 


21958 


2 


1018 


EGSDSRAFAKEKNQKAYKETY 

G VSH 1TRH DMLQI PKQQQNEK Y 

Q VPQFDQSTIKNI ESAKG LDVW 

DSWPLQNADGTVAEYNGYHV 

VFALAGSPKDADDTS1YMFYQ 

KVGDNSIDSWKNAGRVFKDSD 

K.FDANDP1 L KDQTQE WSGSATF 

TSDGKIRLFYTDYSGKHYGKQS 

LTTAQVNVSKSDDTLKINGVED 

HKTIFDGDRKTYQNGQQFIDEG 

N1PPATPYAERPYYFEDKGLKY 

LGKPTVEPSVCGGRLESPWQTA 

GVSPTVQKLKSLKFDVRGQEES 

VWEKDEAALANWTVPNHTCD 

NLKTCHTLHGSVMAETAVFNP 

KXLKNSPRM VQSN HLI 


21831 


52199 


B 


21959 


7 


1113 




21832 


52200 


B 


21960 


1 


1188 
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SEQ II) 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known » 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


21833 


52201 


B 


21961 


1 


1414 




21834 


52202 


B 


21962 


1 


1515 




21835 


52203 


A 


21963 


1652 


1916 


RKN PF1 LH * LFR* TL RQTK PDN S 
AGKCVK1**HTQNQRSGRSQND 
F*RR 


21836 


52204 


A 


21964 


1 


1353 




21837 


52205 


A 


21965 


1 


1507 


MAAQDAMVTRTSSQTDCKEPG 

LKWAGVVLMLLLCWLMFQVL 

WE ACQQKTG EH KTM LQM 1 LCN 

KSYQQLRLV1TPMYLMLGDWL 

SKNCGQNSTPSLGDNPPERQtQ 

EWSGSATFTSDGKIRLFYTDYS 

GKHYGKQSLTTAQVNVSKSDD 

TLKINGVEDHKTIFDGDGKTYQ 

NVQQFIDEGNYTSGDNHTLRDP 

HYVEDKGHKYLVFEANTGTEN 

GYQGEESLFNKAYYGGGTNFF 

RKESQKLQQSAKKRDAELANG 

ALGHELNNDYTLKKVMKPLITS 

NTVTDEI ERAN VFKMNGK WY L 

FTDSRGSKMTIDDLHIHAEDTL 

LPFYLGEKDDVTYAIKPTCWPG 

LDIIPSCLALHRIETELMGKFDE 

GKLPTDPHLMLRLAIETVAH*P 

AEK*HQNHSSPF*PRFFAVSLRT 

GSSYHCILSSH 


21838 


52206 


A 


21966 


729 


843 


NKRIFPSDVKVAEPDHSCV*SFR 
IGSLASNLSLLINM 


21839 


52207 


B 


21967 


1 


1416 




21840 


52208 


A 


21968 


1 


1794 




21841 


52209 


B 


21969 


1 


1171 




21842 


52210 


A 


21970 


1108 


1250 


NKRIFPSDVKVAEPDHSCV*SFR 
IGSLASNLSLSLKTRPGGASRVP 
K 


21843 


52211 


A 


21971 


1 


2535 




21844 


52212 


A 


21972 


743 


898 


NKR1FPSDVKVAEPDHSCV*SFR 
IGSLASNLSLSLKTRPAFFQLS1E 
LSAT 


21845 


52213 


B 


21973 


1 


1605 




21846 


52214 


B 


21974 


1 


1873 




21847 


52215 


B 


21975 


1 


2946 




21848 


52216 


A 


21976 


1419 


1498 




21849 


52217 


A 


21977 


i 


2314 




21850 52218 


A 


21978 


1 


1215 
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SEO ID 

NO: 


SEO ID NO: 
of peptide 


Met 
hod 


SKQ ID NO: 
inUSSN 
09/^40 2 1 7 


Nucleotide 
location of first 

rnrfnn For* n^ntiH^ 

sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=S»op codon, /^possible nucleotide 
uciciiuii* i~ pvsdiuic iiucicuiiuc uiheriionj 


21851 


52219 


A 


21979 


1 


1851 


PWISAPVPVDVVEGAMDSVTV 

LSFGGLMLYFCAGWPPARRWC 

FPESISCGSMERDQWWGLQVA 

KRAGLAGGQSGRTVLRERVRIE 

IASTHIALAARHSDWRCCRNGR 

YP A RG PA A LQN FQR YTG I QH V 

HRJGMAERMWCDRNRERHTVS 

SSGGNRLPNPGPDRSCDNLKTC 

HTSHGSVMAETAV1NHKKRKN 

SPR1VQSNDLTEAAYSLSRDQK 

RMLYLFVDQIRKSDGTLQEHD 

GICEIHVA\KYVEIF\GLPFAEAS 

KDIRQALKSFAGKEVVFYRPEE 

DAGDEKGYESFPWFIKJIAPSPS 

KGLYSVHINPYLIPFFIGLQNXRL 

TQFRLSETKEIPNPYAM/RLYTN 

TLCQYRKPDGSGIVSLKIDWIIE 

RYQLPQSYQRVWTPGINCPEPC 

PGVWTPGITslCPGAWGIHGPHGS 

AENTGPLHPGQTSAQLETSLLP 

SLRSARELELAQLSPRRKQNRS 

LQNIGVTPSLRVPWPKASNVQQ 

F1DEGNYTSGDNHTLRDPHYVE 

DKGHKYLVFEANTGTENGYQG 

EESLFNKAYYGGGTNFFRKESQ 

KLQQSAKKRDAELANGALGIIE 

LNNDYTLKKVMKPLITSNTVTD 

EIERANVFKMNGKWYLFTDSR 


21852 


52220 


A 


21980 


3197 


5376 




21853 


52221 


A 


21981 


543 


5690 


RKNPFILH*LFR*TLRQTKPDNS 
AGKC V KI * * HTQNQRSG RSQND 
F*RRWSRSY 


21854 


52222 


A 


21982 


2241 


2614 


ETLTTLKTKA1MTLYSKPTREQ 

KTDTKA KN L Y LTKRTTA A ART 

SSVKKAISFNRALKNAMLS*RT 

APSVS*IRHRV*NLTMRSSSSSA 

PSPWML*A*AWLCRYCRASCGI 

SSIPTASPVTMACC 


21855 


52223 


A 


21983 


31 


892 




21856 


52224 


A 


21984 


548 


855 




21857 


52225 


B 


21985 


1 


1825 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ll> NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /= possible nucleotide 
deletion* \= possible nucleotide insertion) 


21858 


52226 


A 


21986 

'■ • - ■ " ■ ™ 


1 


3146 


MEWGKFKRLVLPSQGKSKPEQ 

RCQYRHTVGDQATLPLRSRVE 

KRNGEAEGRIYRKLWDVALLC 

CVQEVFNGERKPLRALTEVKSG 

FRLREDSDKFDANDPILKDQTQ 

EWSGSATFTSDGKIRLFYTDYS 

GKHYGKQSLTTAQNVQQF1DE 

GNYTSGDNHTLRDPHYVEDKG 

H K YL VFEANTGTENG YQG EES 

LFNKAYYGGGTNFFRKESQKL 

QQS AKKRD A E L ANGA LG 1 1 E UN 

NDYTLKKVMKPLITSNTCDN 


21859 


52227 


A 


21987 


1 


3107 


MNEMKREEKFREKRRERNEQI 

LQE1RDYVKRSNLHLIGVSKSD 

GENGTELENTLQDIIQENFPNLA 

RQANIQ1QEIQRMLQRYSSRRTT 

PRHIIVRFTKVEMKEKMLRAAR 

EKGRVTHKGKPIRLTADLSAET 

LQATKEWRPIFNILKEKNFQPRI 

SYPAKLSFISEGETKYFTDKQM 

LRDFVTTRPALKELLKEALNME 

RNNRLVKSLAWASQNGFRSPA 

LLPLSLMLCAPLQEADGTNLG 

WLAHCGLLCTGDH 


21860 


52228 


B 


21988 


239 


2825 




21861 


52229 


A 


21989 


7533 


11119 




21862 


52230 


A 


21990 


1 


3718 


MEVIPEGYRLSELKKCSKWIVV 

MVARLYEYTKNQQIIHLKWVN 

HMLGCLLDRNDPLRDVDEAAV 

PVLCICSADDPVCGPPDHTLTTE 

LFHSNPYFFLLLSRHGGHCGFL 

RQEPLPAWSHEVILESFRALTEF 

FRTEERIKGLSRHRASFLGGRRR 

GGALQRREVSSSSNLEEIFNWK 

RSYTRLMAAAAGAAAAPGSRE 

PQDRPECGAGHPGPRYYRHPER 

WLLRPE A FLG PLRTRAPS A EDS 

QRERPAARSGPEM 


21863 


52231 


A 


21991 


1 


697 




21864 


52232 


A 


21992 


1 


978 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540.217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possib!e nucleotide 
deletion. V=nn<tsihlp nucleotide incrrtmni 


21865 


52233 


A 


21993 


145 


1929 


VSGVIEIADGSRRRKAAALTES 

DYRVLVGELDDEQMAALSRLG 

NDYRPTSAYERGQRYASRLQN 

EFAGNISALADAECDNLKTCHT 

SHGSVMAETAVINHKKRKNSP 

RIVQSNDLTEAAYSLSRDQKRM 

LYLFVDQIRKSDGTLQEHDGIC 

EIHVAKYAEIFGLTSAEASKDIR 

QALKSFAGKEVVFYRPEEDAG 

DEKGYESFPWFIK/RPSRGLYSV 

HINPYLIPFFlG\LQNRfTQFRLS 

ETKEITNPYAMRLYESLCQYRK 

PDGSG1VSLKIDWIIERYQLPQS 

YQRMPDFRRRFLQGFCRFRNH 

HQTGFSPAGANQRGPLAATLSG 

PGGEGQSAVARLTGEKKNHPG 

AQYANRLSPRVGRFINAAGTTG 

FPTWKAGSERNAINDDVTYAIK 

PTCWPGLDIIPSCLALHRIETEL 

MGKFDEGKLPTDPHLMLRLAIE 

TVAHDYDVIV1DSAPNLGIGTIN 

VVCAADVLIVPTPAELFDYTSA 

LQFFDMLRDLLKNVDLKGNSN 

GSQSPWMEEQIRDAWGSMVLK 

NVVRETDEVGKGQIRMRTVFE 

QAIDQRSSTGA WRNALSI WEPE 

CNEISIGVSLDQDGGSNSVLRK 



2811 
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SEO ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lasl 
codon for lasl amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


21866 


52234 


A 


2! 994 


1184 


2229 


RSSVATVALLHAVINHK/KRKN 

SPRJVQSNDLTEAAYSLSRDQK 

RMLYLFVDQIRKSDGTLQEHD 

GICEIHVAKYAEIFGLTSAEASK 

DIRQALKSFAGKEVVFYRPEED 

AGDEKGYESFPWFIKRAHSPSR 

GLYSVHINPYLIPFF1GLQNRFT 

QFRLSETKEITNPYAMRLYESL 

CQYRKPDGSGIVSLK1DWIIERY 

QLPQSYQRMPDFRRRFLQVCV 

NErNSRTPMRLSYIEKKKGRQT 

THIFFDMLRDLLKNVDLKGFEP 

DVRILLTKYSNSNGSQSPWMEE 

QIRDAWGSMVLKNVVRETDEV 

GKDTSLSTPAAPMVDSLIARVG 

VMARGNAITLPVCGRDVKFTL 

EVLRGDSVEKTSRVWSGAVSQ 

GGESF1YMPLTGAAAFLSEMPC 

PERRNLKKQCGYSGFAACGYQ 

SQERKNSPRJVQSNDLTEAAYS 

LSRDQKRMLYLFVDQIRKSDGT 

LQEHDGICEIHVAKYAEIFGLTS 

AEASKDIRQALKSFAGKEVVFY 

RPEEDAGDEKGYESFPWFIKRA 

HSPSRGLYSVHINPYLIPFFIGLQ 

NRFTQFRLSETKEITNPYAMRL 

YESLCQYRKPDGSGIVSLK1DWI 

1ERYQLPQSYQRMPDFRRRFLQ 

DHNSSPEREQNWMENEFDELT 

EVGFRRWV1TNSSELKEHVLTQ 

C K E A KNLDKRLQELLTRI SN L E 

NIDDLMELKNTAQELHETYTSI 


21867 


52235 


A 


21995 


82 


325 




21868 


52236 


B 


21996 


220 


1173 




21869 


52237 


A 


21997 


1 


1599 




21870 


52238 


A 


21998 


188 


421 




21871 


52239 


A 


21999 


1 


596 


MGMTDMGKSKKKSQGPPSFPP 

GGAPPPAIGAPAGRERPPGTGD 

PFNQRPCDNLKTCHTSHGSVM 

AETAVINHKKRKNSPRJVQSND 

LTEAAYSLSRDQKRMLYLFVD 

QIRKSDGTLQEHDGICEIHVAK 

YAEIFGLTSAEASKDIRQALFCSF 

AGKEVVFYRPGEDAGHEKGYE 

SFPW/FIKRSPE*RRGKFPFTQM 

GQD 


21872 


52240 


A 


22000 


1 


1527 




21873 


52241 


A 


22001 


2 


870 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540 2 1 7 


Nucleotide 
location of first 

rnHftn for rwntide 

sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=S(op codon, /=possible nucleotide 
dclctiun, \ s possible nucleotide insertion) 


21874 


52242 


A 


22002 


1 


4304 


MAETAVINHKK.RKNSPRIVQSN 

DLTEAAYSLSRDOKRMLYLFV 

DQ1RKSDGTLQEHDG1CEIHVA 

K YA EI FG LTS A E ASK Dl RQ A LK.S 

FAGKEVVFYRPEEDAGDEKGY 

ESFP WF1 KRAHSPSRGLYSN RFT 

QFRLSETKEITNPYAMRLYESL 

CQYRKPDGSG1VSLKIDW1IERY 

QLPQS YQRM PDFRRRFLQC IN A 

GHEMTKAIAIAQFNDDSPEARK 

ITRRWRJGEAADLVGVSSQAIR. 

DAEKAGRLPHPD 


21875 


52243 


A 


22003 


740 


1159 


SLPNLDNSAICSSSSSPTRTR*SL 

SVS A A A LRRRLPSAISMTPDTL 

RPNAGVC*PVSRKEGMRSSSAS 

SVSSSWSRSLPDHTREVFSTLSP 

RSTSRVNFTSRPHTGKVMALPR 

AITPTRAINESTIETAGEDNEVSS 

TG 


21876 


52244 


A 


22004 


664 


1844 


SGNLKACHPSHGSVMAETAWI 

N H K KRKNSPRU EQ* KDG YQQ A 

YSLSRDQKRMLYLFVDQIRKSD 

GTLQEHD\GI\CQIHGAQYR*QIS 

D*PFAEASKDIRQALKSFAGKE 

VVFYRPEEDAGDEKGYESFPW 

FIKRAHSPSRGLFSGHIPPYYLIPF 

FIGVKNRLTQI\RLFETKEIPHPS 

AL\RYYESLGQDRK\PDGSSIGS 

LKMDWHERYQLPQSYQRMPDF 

RRRFLQHFLAHAGCPKGTQNFT 

FRMKFIIFSIKKVLPPVDTILAHD 

PVIHTCHLRESFGSVSPSSPKSN 

RLPCPEVILFHYGESWNLLRAD 

QRLIFAKSWPRASRYQQGHQD 

LFILRSDLPSQVFIRDKLMERRN 

RRTGRTEKARI WGSDGQNGQE 

PGYVEAGCPPLLLTV 


21877 


52245 


A 


22005 


3 


272 




21878 


52246 


A 


22006 


1 


528 




21879 


52247 


A 


22007 


461 


831 


LLNLATWRYLGTLTRGTASWA 

VAGILAALRITNNKLSNHVFVF 

QGAGEAAMGIAHLLVMALRRK 

K\GTERTTATRK1WMVDSK\GLI 

CQG EGSH LN/HHEKEMFAQDH 

PEVNSLEEVVRLVKPTAM 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SKQ ID NO: 
in USSN 
AO/S40 2 1 7 


Nucleotide 
location or first 

sequence 


Nucleotide location or last 
codon Tor last amino acid 

t\f n**nf trip cp/in<>nf*» 
Ul }JC|MIUC 3Ct|UCIHC 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \— possible nucleotide insertion) 


21880 


52248 


A 


22008 


3 


1894 


EGEDRGLPRTMGAALGTGTRL 

A PWPG RACG A L PRWTPTA P AQ 

GCHSKPGPARPVPLKKRGYDV 

TRNPHLNKGMAFTLEERLQLGI 

HGLIPPCFLSQDVQLLRJMRYY 

ERQQSDLDKYI1LMTLQDRNEK 

LFYRVLTSDVEKFMPIVYTPTV 

GLACQHYGLTFRRPRGLFITIHD 

KGHLATMLNSWPEDNIKAVVV 

TDGERJLGLGDLGCYGMGIPVG 

KLALYTACGGVNPQQCLPVLL 

DVGTNNEELLRDPLAY1GLK.HQ 

RVHGKAYDDLLDEFMQAVTD 

KFGINC\LI\QFEDFANANAFRLL 

NKYRNKYCMFNDDIQGTASVA 

VAGILAALRJTNNKLSNHVFVF 

QGAGEAAMG\IAHLLVMALE\K 

EGVPKA\EATRKIW\MVDF\KGL 

IVKGRSHLNHEKEMFAQD\HPE 

SNSLDEVVRLVKPTAIIGVAAIA 

E AVFTEQI LRNM ASF\RRA PI 1 FA 

LSNPPRKAECTA\EKCYRVTEG 

PRGFFASGKSFLRSVDL/ESMGK 

TFI PGGRGNNA* RVPRG WQLG 

VHSPGGDPGH 1 P\DEI FLPDSRA 

KLPQEVSEQHL\SQGRLYP\PLS 

TURDVSLRJAIKVLDYAYKHNL 

VXSYYPEPKDKEAFCKIPGSYTP 

DYDSFYT/VDSYIWAQGKAMN 


21881 


52249 


A 


22009 


322 


567 




21882 


52250 


C 


22010 


338 


603 




21883 


52251 


A 


22011 


127 


417 




21884 


52252 


A 


22012 


253 


424 




21885 


52253 


A 


22013 


124 


1235 


YLCLLPKGQG DRALSRTSQ WP 

QMSQSQACGGSEQIPGIDIQLN 

RKYHTTRXLSTTKRFPTACWR 

KKVGAFTKHEAMGFTGPLKYS 

KWEDLRLRALRJVY*LCGRKLD 

FEGFFSK\CS\MPDTFNSWFLINP 

YFHVWMCLVRMKQEGRSGKY 

MCRJIVHFMWEDVQQRGRVM 

GVNPYILKKNMILMTNHFYAVA 

ILGYDEG 1 LSDDHGL A A A LWK 

NLL\N\RKCEDPRHLELLVEYVR 

KQIQYLDSMVfNGEDLLLTGEVS 

WRPLVEKMPQSILKPHSPTYND 

RGTFDGLGPPHGPPAGFRGTSR 

EEKCLVGPRTPARKWPELDLLN 

KHLSKYLAPICVEFPLSVPQESD 

LLG YR A W EN PL A LPG CPSSLRG 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SBQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 

mi Inn fnr n^ntidp 

sequence 


Nucleotide location of last 
codon for last amino acid 

nf ntntirfp crnin*nff 


Amino acid sequence ( X=Unknown, 
*=Siop codon, /^possible nucleotide 

ilplrttnn \=rwtccihlp niirtentirlr inci«rtinni 


21886 


52254 


A 


22014 


282 


435 


GGGASPAACSGSPDSS\HSATA 
GTGCRRPARPPPAPPTPTPWRS 
RQQGSRAS 


21887 


52255 


A 


22015 


3 


399 


IVALPFGHH HSQTSPLPN LLQTA 
ACLLLHFLLLSGVETGRPGPWQ 
PRIRARGPPAPPGPARPAKPRRR 
/GCRGPAREACWYGCRRPARPP 
PAPPTPTHGAAGSREAERASEL/ 
C*GARPLRLGSAGTIMVSACVP 


21888 


52256 


A 


22016 


279 


872 


KIPIISLSLKLGQASSKI1PTPQNP 

HLSPGTKRDSSFQPWSLSAF1 IT 

GQCCSYIVRWGLWKPRLILVV 

KKYAALSAEMLLVKVEEPSPA 

ACSGSPDSSSFCNCW*PAAAGR 

L/ASAAQRPPTPNAHKRSRQQG 

SRASERAS/CKGRGRYGLGALG 

GRGGRALGGSRWPPPLPGETLF 

SGCK H RRRRRGSDA APG EEAG 


21889 


52257 


A 


22017 


106 


398 


NAAPFSRHAAFQGFSWAVCIFR 

LPAERALRLFPASCLVLPGGPS 

GVAPVHGWPLPTTAPPLLQGVW 

RVEVGEHEMAEIFSSAKKEAAG 

ALQRPCIPVW 



2815 
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SEQID 


SKQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location or last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon Tor last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 






cod on for peptide 
sequence 


of peptide sequence 


deletion, \— possible nucleotide insertion) 


21890 


52258 


A 


22018 


I 


1806 


MRGNTAGGPGDEKPDSTHPPW 

egtlqeaqem k kvvrfm wts 

ggpdpqhwrgsglygqlvaq 

mlhi d v aq v ym ds w wprcst 

lawlrfiwtaggpdaphwlrs 

glggqlvawmlhvgvaqvyv 

dswwpscsasmwlsfmehkq 

cltlgyevalflqhflsrafvl 

vwvprkekaqvlrqglsltfr 

enpgvcvmssyrpwlitaaad 

mqpskpggtgsycsVwsptdSi 

tprlaaactwnlgsshgsapg 

vrtfieagfsppflapkalaltl 

SDSDSRWGPNPVYAQPQP/PEP 

AWGPNPV*GQPQPRNRPG\PEP 

CVCSTPTAEPPWGPNPVSTPTA 

EPAWGPNPVYA/PTPTAEPPWG 

PNPV*GQPQP/REPAWGPNPVY 

GQPQPRNRPGSVPPQGNLYCSA 

ALGATDPSQSWHQCSQNLLPA 

DKGAKREAPW/PRPPSGEVDHQ 

VWHLHGWPLPTTAPPLLQGVW 

RVEQTPASHHRQPRPRQSSPST 

KAPPVITVNQGPASHHRQPRPR 

QSSPSTKAPPVITVNQGPASHH 

RQPRPRQSSPST/TGPASHHRQP 

RPRQSSPSTKAPPVITVNQGPAS 

HHRQPRPRQSSPSTKAPPVITVN 

QGPASHHRQPRPRQSSPSTKAP 

PVITVNQGPASHHRQPRPRQSSP 

STKAPPVITVNQGPASHHRQPR 

PRQSSTLTKAPPV1TVNQSPASH 



2816 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


21891 


52259 


A 


22019 


27 


1367 


RILAGPARAEAGSASDRSTGHL 

FPRG VG M DLCH PQPA ELSSG ET 

DELPRJ*WHRKQLLED1QKLKD 

EIADVFAQIDCFESAGDSRMAH 

KENELCIGRKKFNMDPRQGRW 

LWRARATGCGGCMGAPAWXFL 

SGEGLNKTAIGTYLGER*ERVE 

P* RG RK* RC AG V YRC V DVQ A L 

R*VVLGQGPGPQGWHSPSGWG 

CRDPRYCLCNPGVFQSTGARRG 






>i 








VGPRAPGPLQHCQA*ISQTRRPF 

ERFVSMNRG1MNGSDLPEDQLR 

VREAQPTQPGPGESRRDLSLDG 

WPFFNPDREGWLLKLGERPTD 

TRRRTHTHARAGTHRCM HTTV 

SRVLLGLPLPPPLPAQPTSQ/PPT 

SRC/LRLQDPE/CWSHWEIS*TE 

RGESRVVEGKHESYRISATSAE 

ERDQW1ESIR*GVPRSGDGFPSP 

SRRPCFFWVLRDSWRWHWGL 

VTLRVPSPAAPGDP 


21892 


52260 


A 


22020 


J 40 


356 




21893 


52261 


A 


22021 


2 


1147 


APARGPAVASGPSPGPAAEPVQ 

NTETAAMTTHVTLEDALSNVD 

LLEELPLPDQQPCIEPPPSSIMYQ 

ANFDTNFEDRNAFVTGIARY1E 

Q AT V H SS MNEM LEEG H E Y A V 

MLYTWRSCSRAIPQVKCNEQP 

NRVEIYEKTVEVLEPEVTKLMK 

FMYFQRKAIERFCSEVKRLCHA 

ERRKDFVSEAYLLTLGKFINMF 

AVLDELKNMKCSVKNDHSAY 

KRAAQFLRKMADPQSIQESQNL 

SMFLANHNRITQCLHQQLEVIP 

GYEELLADIVN1CVDYYENKM 

YLTPSEKHMLLKVMGFGLYLM 

DGNVSN1YKLDAKKRINLSKID 

KFFK/HAAGGAPFRRHADRAGQ 

IH*DQCSL*REQVQVDVHPEQH 

QPPVQYLRADGSDPG 
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SEQID 


SEQID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Slop codon, /^possible nucleotide 




sequence 






counn lor pcpiiuc 
sequence 


OI pcpilUC 9Cl|UCilLC 


ucictiuit t \— pubMuic iiuliiuiiijc insertion) 


21894 


52262 


A 


22022 


47 


1581 


ALVLMYLASSICMSPKRGTTCS 

CLERGSRCPTSEPPPPPEPPPGRS 

SRCRPGLGPYGGGGEKMADDP 

SAADRNVEIWKIKKLIKSLEAA 

RGNGTSMISLIIPPKDQISRVAK 

MLADEFGTASN I KSRVNRLSVL 

GA1TSVQQRLKLYNKVPPNGLV 

VYCGTI VTEEGK EKK VN 1 DFEP 

FKP1NTSLYLCDNKFHTEALTA 

LLSDDRQVWDF1VIGG/SVGALF 














GHTPKGNiTRGGPWHKFTVGIFP 

K\KHG * EGGQVSA LRFARLRM E 

KJIHNYVRKVAETAVQLFISGD 

KVNVAGLVLAGSADFKTELSQ 

SDMFDQRLQSKVLKLVDISYG 

GENGFNQAIELSTEVLSNVKFIQ 

EKKLIGRYFDEISQ/DLTGKYCF 

GVEDTLKALEMGAVENXLIVYE 

NL\DIMRYVLHCQGTVKEEKILY 

LTPEQEK\DKSPFH\DKETGQE\L 

ELIESMPLLEWFANNYKKFGA\ 

TLEMFTDKSQKGSPV**KDLGG 

!GG\I LRYQSRFPG E WNTKKET 

MNFLTLMTTR 


21895 


52263 


A 


22023 


1 


296 


VEDERVCAGPAWERQAGQERP 

ARKVQGKAPEAEGKHGCLLDI 

L VCTYL AEKG LSG SCG LTE A L V 

AFGEGSSLGRKNCRDPWGSLR 

QEPHWSDP/WSGPPERCKGKPQ 

RRRGSTDAFWTSWSART*PRRG 

SLAAVG*QRHWWPLGRAAV*E 

ERTAETPG A PSG RSLTGQTLG S 

LHV 


21896 


52264 


A 


22024 


5 


309 


LPDADLFCPACGAAAGRARSA 

GMRPVFAVSVARTPSPR/PPPAE 

PQFPRLPCGSIGSPFFRDIDTIQK 

FPDMLSSFFFRDIDTIQKFPDML 

VFNCCCLLNQSR 


21897 


52265 


A 


22025 


1 


258 


RGRSRJARSASGPRPALVRPPAR 
PPAP*TPRSWSCWSSC*PRSASA 
TGSPSA*ATDAHADSSKAMLPE 
PTS SI SK FSTLQT V PFRL 


21898 


52266 


A 


22026 


119 


692 


PSSHSVRTATYSSLRQSAVSTRT 
S ITll LAFMARAGGRAGGRAR 
VGG RTPSGQCGCPACG A A AG R 
ARSAGMRPVFAVSVARTPSPR/ 
PPPAEPQFPRRPQRVGAPAPSGG 
GASLPAPRALASSIPAQLMKPG 
RAKGSAGNLHPG\EGRPGARRS 
DPAG AARSLACP* 1 WPKQTPSP 
LASSSSFFLSETPECAH 
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SEQID 
NO: 


SEQ ID NO: 
or peptide 

sequence 


Met 
bod 


SEQ ID NO: 
in USSN 
AQ/C40 1 1 7 


Nucleotide 
location of first 
cuuun mr pcpiiuc 
sequence 


Nucleotide location of last 
codon for Inst amino acid 

vi pcpiiuc acqucucc 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /=possible nucleotide 
uciciiuiij v— |niisiuic imcicuiioe insertion) 


21899 


52267 


A 


22027 


2 


246 




21900 


52268 


A 


22028 


1 


927 




21901 


52269 


A 


22029 


251 


1077 


VTMGKVLAVSSLPAGPPPPPVP 

ALVGLPPPPP*HPGFRLPPLGGG 

LG A RTS VGRG LERTPG A ATA S A 

AGGAEDGACRCLPNPCTFEECH 

RKCKEL* MEG VKFTENKAL/SS 

KMAIQTQQSKFVKWQVDGEYR 

GSDFTVDVTLWNPDVLMGSGI 

LVAHYLKSITPCLALGSELVYH 

RRPGEEGTVMSVAGKYTLNNW 

LATVDVEFEASTRMQDTNVSF 

GYQLDLPKANLLFKGSVDSNW 

IVGATLEKKLPPLPLTLALGAFL 

NHRKNKLRSGFGLTIS 


21902 


52270 


A 


22030 


1 


1171 


GGGSGFGCAWRTGWERSPGRE 

QAPPPATMGNVLAASSPPAGPP 

PPPAPALVGLPPPPPSPPGFTLPP 

LGGSLGAGTSTSRSSERTPGAA 

TASASGAAEDGACGCLPNPGTF 

EECHRKCKELFPIQMEGVKLTV 

NK.GLSNHFQVNHTVALSTIGES 

N Y H FG VTY VGTKQLSPTEA FP V 

LVGDMDNSGSLNAQVIHQLGP 

GLRSKMAIQTQQSKFVNWQVD 

GEYRGSDFTAAVTLGNPDVLV 

GSGILVAHYLQSITPCLALGGEL 

V YHRRPG EEGTVM SLAG KYTL 

NNWLATVTLGQAGMHATYYH 

KASDQLQVGVEFEVASTRMQDT 

SVSFGYQLDLPKANLLFKGSVD 

SNW1VGATLEKKLPPLPLTLAL 

GAFLNHRKNKFQCGFGLTIG 


21903 


52271 


A 


22031 


14 


434 


CYCQGILSPPPCPPFLLGSAQTS 
AICSWVRGVPAESSfSSFPKAP* 
VALESRGEAPTLHLPVTSRFLQ 
CVSSEQECVPWKP/HSSPRPRFL 
DISPSPTCVRL*APGPVPFDPHQ 
KTWRSPLGTRAQGVGPRDRDS 
CRJVPG 
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SKQ ID 

NO: 


SKQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion. \=possible nucleotide insertion) 


21904 


52272 


A 


22032 


989 


1859 

.1 . . • ._ . • . . 


VYGDSRWSLALSPRLECSGAUS 

AH*NLCLPCSSDSPASRJTGISG 

ARHHAQLI/L/YVFLVEMRFHH 

VG Q AG LKLLTSGN P/H HLGL PK 

CWDYSRKPPPRPPRPII\FSFFFL 

RWSLALVAQAGMQWDDLSSL 

QPLPPGFK*FSCLSLLRSWDYG 

CPPPRLANFVCVCVCVLV/VDG 

GFTMLARLGLELLTSGDLPPFG 

LPKCLGFTGMSHCARPIFFFVFE 

MESCFATQAGVQWCDLSSLQP 

LPPRFK*FSCLSLLSSWDYRHM 

PPCLANF/CFGIFSRDRVSSCWP 

GRSQTPDLK 


21905 


52273 


A 


22033 


157 


376 


SHQDFMRTAANLLQTGWCTGS 
NTGAGARWGLCRASLSRCRCA 
APSAPCSGSRCS*RSWKGTHPS 
LPPRCRGRS 


21906 


52274 


A 


22034 


298 


399 




21907 


52275 


A 


22035 


1 


185 




21908 


52276 


A 


22036 


311 


516 


WKAERRTRHLLQTGWCTGSNT 
GAGARWGLCRASLSRCRCAAP 
SA PRSGSRCS* RL WKGTHPSLPP 
RCR 


21909 


52277 


A 


22037 


1 


1487 


MMGHSSAIPLTATPGELKGQSP 

TKMPDPELGCQGAKSQGCSRN 

ARHQKARSMPLQDQHLALAIL 

LELAVQRGTLSQMLSAILLLLQ 

LWDSRAQETDNERSAQGTSTL 

LLSLLQTFQSI ICSKDTPPSEGN 

MHLLSGPLSPSESFLRESFFTVQ 

NCRNNEEVTLICK A DLENHNK 

DGGFW1VIDEKVYDIKDFQTQS 

LTGNSILAQFAGENPVVALEAA 

FEFEVTRESMHAFCVGQYLEVR 

LYALSDAEDGRGHPLMASVIHL 

LWRLQTSQIHYSYNEEKDEDH 

CSSQWAHLPANRDCSHRWALG 

DHSQAFLQAIADNNIQDHMVKT 

HQEQGRSYKEVCTPVIERLRFL 

SNELRPAVGNDLS1ISEFKLLSSL 

PRWRRIAQK1IRERRKKRJPKKP 

ESTADEEKIGNEESDLEEAC1LP 

HSPINVDKRPIAIKSPKTITSENP 

LG/REPG EH PASPLPPDDAQH A 

HPAAQRKQPRPPAQFRHAGPHS 

DGTAPDWPQL 
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SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 

>CI|UCItCC 


Mel 

hod 


SEQ ID NO: 
in USSN 
09/S40 217 


Nucleotide 
location of first 

sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion \=rw>*i«;ihlr nurleofidf incertinn\ 


21910 


52278 


A 


22038 


263 


375 


AGPRRMRRISAWAVSTPLTDSP 

SPGHQPA/GEVAGAGSF**HPP/P 

PCPSRYCPQMTPPPPPPAPPPAL 

PPPPPPAPASPPLPPAPSPPPHAP 

PQALPPPPALPPPPPASPPLLPPA 

LSPPLPAPP/PPSAPPASPPPAPPP 

PPAPPPSPPPAPPPSAPSSPAPLPP 

APASPP\SPAPPPPAPPPAPHPPSP 

PAPPCPPLPRPRGPSVPQEKVHQ 

V*IPVP\PAGEGGPAPGRJWPQG 

WRRAGKPPTWEEALAAFPPWT 

ALPPASAVPAQPPRAH*VAPAL 

♦WALHRRSDSDSDSSNLSPRJPG 

TGGQRRQPR*DS*APACSEVAG 

AGSF 


21911 


52279 


A 


22039 


1 


2001 




21912 


52280 


A 


22040 


1846 


7725 


PEPFCH RA A H WSNQ YC PFQFQ 

DTDSPRQTLTV LI KDNG EPSLST 

TATLT VS VTEDSPE A RA E FPSG S 

APREQKKNLTFYLLLSLILASV 

GFVVTAFGVIIFKVYKWKQSRD 

LYRAPVSSLYRTPGPSLHADAV 

RGGLMSPHLYHQVYLTTDSRR 

SDPLLKKPGAASPLASRQNTLR 

SCDPVFYRQVLGAESAPPGQIR 

YPVPEESQEGTFVGNVAQDFLL 

DTDSLSARRLQVAGEVNQRHF 

RVDLDSGALLIKNP 


21913 


52281 


A 


22041 


108 


340 


PQPSQVMSFHGDSGSCRRWAT 
AGT*ATSPPCSSSIFLRRMHSGH 
WCSCWPVRGTPCRDFTAQMAG 
PSRGSKTNRSMW 


21914 


52282 


A 


22042 


275 


752 


EKTHKTCRCGRGCGKRGTL*H 
CWWECNLLQPLWKMVWVKWL 
KELK V ELLCDL A VPL/LGINPEE 
KKSL YEKDTCT/R/LFMA AQLA I 
AKKWNQPKCPSINKWLQKLW 
YIYMMEYYSAIKRN\LTAFAAT 
WMRLETIILSQGDPLESTCSRSQ 
ANRQEITSVPKA 


21915 


52283 


A 


22043 


25 


202 


DAEAWAMELADVGA*ASSQG 
APQPEEPAASLGVNEKGGAGG 
RSG R RP LG RDRPRPTRLL 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 
in LfSSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lust 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


21916 


52284 


A 


22044 


1 


2290 


MEICLGVEPEEEGGGDDEEDAE 

AWAMELADVGAAASSQGAPQ 

PEEPAASLGVNEKGVHDQVLPT 

PNASSRVfVHVDLDCFYAQVE 

MISNPELKDKPLGVQQKYLVV 

TCNYEARKLGVKKLMNVRDA 

KEKCPQLVLVNGEDLTRYREM 

SYKVTELLEEFSPVVERLGFDE 

NFVDLTEMVEKRLQQLQSDEL 

SAVTVSGHVYNNQSINLLDVLH 

IRLLVGSQIAAEMRE'AMYNQL 

GLTGCAGVASNKLLAKLVSGV 

FKPNQQTVLLPESCQHLIHSLN 

HIKEIPG1GYKTAKCLEALGINS 

VRDLQTFSPKILEKELGISVAQR 

IQKLSFGEDNSPVILSGPPQSFSE 

EDSFKKCSSEVEAKNK1EELLAS 

LLNR VCQDG RKPHT V RL 1 1 RR Y 

SSEKHYGRESRQCHIPSHVIQKL 

GTGNYDVMPPMVDILMKLFRN 

MVNVKMPFRLTLLSMCFCSLK 

AVNTATTRLIDYYLMPTISITSR 

SGKHSFKMKDTHMEDFPKDKE 

TNRDFLPSGRIESTRTRESPLDT 

TNFSKEKDINEFPLCSLPEGVDQ 

EVFKQLPVDIQEEILSGKSREKF 

QGKGSVSCPLHASRGVLSFFSK 

KQMQDIPINPRDHLSSSKQVSS 

VSPCEPGTSGFNSSSSSYMSSQK 

DYSYYLDNRLKDERISQGPKEP 

QGFHFT\NSMPA\VSAFHS\FPNL 

QSEQLFSRNHTTDSHKQTVVAT 


21917 


52285 


A 


22045 


2 


141 




21918 


52286 


C 


22046 


278 


489 




21919 


52287 


A 


22047 


130 


426 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540.217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Slop codon, /-possible nucleotide 
deletion, \~possiblc nucleotide insertion) 


21920 


52288 


A 


22048 


357 


1579 


QRRPRPFPSQG1SMTECFLPPTSS 

PSEHRRVEHGSGLTRTPSSEEIS 

PTKFPGLYRTGEPSPPHDI LH EP 

S*SNGLMDEKDHGKKKGNFKK 

KEKRTEGYAAFQEDSSGDEAE 

KLM PRFEEAYGRTTETEK.VQEF 

QRLLKELPEGNYLLISLFVVHM 

DHVITKELEAKMNIQNIYIVVSP 

TVQISNLVLYVFFTHVQELFGN 

VVLKQVTKTRRWSNVATMFTL 

PETQAGFKEEIRIQELLLNGLHQ 

DLQGGIKDLSEEERLWEEKEIL 

TKQEELLGMEQFLRRQIASEKE 

EIECLRAETAE1QSHQQQGLSET 

EEYSSESESEDEEELQIILEDLQR 

QNEELEIKNNHLNQA1HEESEA 

VIEPRMQPWLLQLQPDRAKQQ 

AQEDEEPEWRGGAMQTPKNGI 


21921 


52289 


A 


22049 


182 


2212 


VTEKTSSLPSQG 1 SMTECFLPPT 

SSPSEHRRWEHG/S AG LTPGPPA 

SEEIQPLPKFPGL YXRTGEPPH PP 

P*HPSHEPSLM*CPDDEKDHGK 

KKGKFKKKEKRTEGYAAFQED 

SSGDEAESPSKMKRXSKGIHVFK 

KPSFSKK\REKDFklKEKPKEEK 

HKEEKHKEEKHKEKKSKDLTVA 

ADVVKQWKEKKKKKKPIQEPE 

VPQIDVPNLKPIFGIPLADAVER 

TMMYDGIRLPAVFRECIDYVEK 

YGMKCEGIYRVSGIKSKVDELK 

AAYDREESTNLEDYEPNTVASL 

LKQYLRDLPENLLTKELMPRFE 

EACGRTTETEKVQEFQRLLKEL 

PECNYLLISWLIVHMDHVIAKE 

LETKMNIQNISIVLSPTVQISNR 

VLYVFFTHVQELFGNVVLKQV 

MKPLRWSNMATMPTLPETQAG 

IKEE1RRQEFLLNCLHRDLQGG I 

KDLSKEERLWEVQRILTALKRK 

LREAKRQECETKIAQEIASLSKE 

DVSKEEMNENEE VIN1 LLAQEN 

EILTEQEELLAMEQFLRRQ1ASE 

KEE1 ERLRAEI AEIQSRQQHG RS 

ETEE YSS ESESES EDEEELQII LE 

DLQRQNEELE1K.NNHLNQAIHE 

EREAIIELRVQLRLLQMQRAKA 

EQQAQEDEEPEWRGGAVQPPR 

DGVLEPKAAKEQPKAGKEPAK 


21922 


52290 


B 


22050 


34 


322 
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SEQ ll> 


SEQ ID NO: 


Met 


SKQIDNO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/>40»217 


codon for peptide 
sequence 


of peptide sequence 


deletion, V=possible nucleotide insertion) 


21923 


52291 


A 


22051 


137 


1546 


QMLGGRPPPRWLQLAKARALA 

RRRPPPSLHLTLPTALSLKS/RTP 

VPKSIP1SETPNIPPVSVQPPASIG 

PPLGVPP/PEPSHGDDQPRPG\PL 

PIFMEQQIMQQIRPPFIRGPPVPM 

PPTPTAPCPTPCFPASGPRPVAP 

ETWAPLPAPCTGPCY\PPHPPPE/ 

PPPP/SPGNPPGLLPPPPPGAPLPS 

LPFPPVSMMPNGPMPVPQMMN 

FGLPSLAPLVPPPTLLVPYPVIV 














PLPVPIPIP1P1PVPSATPSPPTGSP 

ATGRTSFRTPLATPRRRAASQA 

DTPCPPGTPSRA RPSPRTRPPA A 

RARP*AWRPRPPSMAGARWWT 

* RG APA\PPG PPG RG RPA RLPRR 

AAGPAGRRHRPDRGPPSPAAQR 

DPPRAA/PRTSRRSASRAPRSAG 

PAAAAGTATAARPPPATQARA 

PRRAPRRPRPATSSTARAAPPP/ 

SGAKSAEPPPEQPPPPPPPAPPK 

KLLSPEEPAVMRARVGQGE 


21924 


52292 


A 


22052 


762 


2049 


RSSFSMGADLLACST/SGLGNM 

PYVDLLRGMEPTLGCSFEDLAL 

A*PGGITQE\KINEMRVAPEQQ 

M1\AD1HFMIAAGQDLDWIDAQ 

GATLLHIAGANGYLRAAELLLD 

HGVRVDVKDWDGWEPLHAAA 

FWGQMQMAELLVSHGANXLNA 

RTSMDEMPIDLCEEEEFKVLLL 

ELKVHKHDV1MKSQLRHKSSLS 

RRTSHRQAS/SVGKVVRRTQPV 

GTGPNLVYRKEYE/GEEAILWQR 

SAVAEDQRTSTYNGDIRETVRTD 

QENKDPNPRLEKVPVLLSEFPTK 

IPRGELDMPVENGLRAPVSAYQ 

YALANGDVWKWHEVPDYSMA 

YGNPGVADATPPWSSYKEQSP 

QTLLELKRQRAAAKLLSHPFLS 

THLGSSMARTGESSSEGKAPL1 

GG RTSP YSSNGTS V Y YT VTSG D 

PPLLKFKAPIEEMEEKVHGCCRI 


21925 


52293 


A 


22053 


2 


306 


SKEAFAIGLGGGSASGKTTVAR 

M1IEALDVPWVVLLSMDSFYK/ 

NAFDFDLIISTLKXLKQGKSVK 

APIYDFTTLSRKMDWKTLYGA 

NVIIFEGIMAFADKTL 


[2 1 926 


52294 


A 


22054 


2 


379 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 

(IQ JZAQ 217 


Nucleotide 
location or first 

rndnn tt\r n»rtttrt* 
CUUUII 9%J* j/cp»iuc 

sequence 


Nucleotide location of last 
codon for last amino acid 

vi pcpiiuc >Cl|UCIItC 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 

uciciiuij, v-pussiuic nucicutiuc insertion) 


21927 


52295 


A 


22055 


352 


1227 


GDVSPQLSPRQKSGPLCTSCCA 

WPVCSPHSDAQPSCGEGGLWE 

KTPFLSVPHRFVPRAALASAHQ 

CHPLPRTLSVLKSTPQVRGMHT 

IIRDKETSRDEFIFYSKRLMRLLI 

EHALSFLPFQDCVVQTPQGQDX 

♦R1TGVSILRAGETMEPALRAVC 

KDVRIGTILIQTNQLTGEPELHY 

LRLPKDISDDHVILMDCTVSTG 

AAAMMAVRVLLDHDVPEDK1F 

LLASLLMAEMGVHXSVAYAFPR 

VKKSSPRRWDKAGQLTFFRJIP 

G1GNFGDRYFGTDAVPDGSDEE 

EVAYTG 


21928 


52296 


A 


22056 


72 


2746 


FLVETGLHHVGQAGLKLLTSN 

DPPASASQSTGITGMSHHAQPR 

QSSYVPPMSLPASAMPVEGVG 

GDALWAGHASGYLGGGQLWA 

TSEY1PLCSSNAESLDRLLPPVG 

TGRSPRKRTTRQCKSEPPLLRTS 

KRTIYTAGRPPNVYNEHGTQSKE 

AFAIVPVEQEKEAGQPQAAAA 

GWAPLGP1CAGSLPVPHRGSPL 

PPAGLGGGSASGKTTVARMIIE 

ALDVPWGGSSLSMDSFYKVLT 

EQQQEQAAHNNCNFDHPDAFD 

FDLI1STLKKLKHGKSVKVPIYD 

FTTHSRKKDWKTLYG AN VI 1 FE 

GIMAFADKTLLEGPGPAPCTGP 

EDSIIRHIAAPSLHKASSRANYC 

VLSMGTDPKLATSPIPQCVGAS 

YPKQRCPGEVALARPTDQAAS 

VQGLVPVSPCPLLASGHSLARC 

LHQLLDMKIFVDTDSDIRLVRR 

LRRD1SERGRDIEGVIKQYNKFV 

KPSFDQYIQPTM RLADI V VPRG 

SGNTVGHRP*LLQHVHSQLEEV 

SGVPRPHGLAPSPSTHFSAATTP 

SWPVHL1PLRSLSPASS\SSQPAQ 

LCQQELGNCSKKLG LG RG RIPL 

SLPKGRHAGGAALASAHQCHP 

LPRTLSV LKSTVPQVRGMHTHR 

DKETSRDEFIFYSKRLMRLLIEH 

ALSFLPFQDCVVQTPQGQDYA 

GKCYAGKQITGVSILRAGETME 

PALRAVCKDVRJGT1LIQTNQLT 


21929 


52297 


A 


22057 


61 


341 




21930 


52298 


A 


22058 


1 


1086 




21931 


52299 


A 


22059 


1 


498 




21.932 


52300 


A 


22060 


104 


3395 




21933 


52301 


A 


22061 


1 


1653 
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SEQID 

NO: 


SKQ 11) NO: 
of peptide 
sequence 


Mel 
hod 


SEQ H> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence < X=IJnknown, 
*=S(op codon, /^possible nucleotide 
deletion, \=possib!e nucleotide insertion) 


21934 


52302 


A 


22062 


i 


1717 




21935 


52303 


A 


22063 


172 


13375 


edlfkcimah a asqlkkn rdl 

e1naeeepekkrkhrkrsrdrk 

kksdanasylraaraghleka 

ldyikngvdinicnqnglnalh 

laskeghvevvsellqreanv 

daatkkgntalh1aslagqae 

vvkvlvtnganvnaqsqngft 

plymaaqenhlevvkflldng 

asqslatedgftplavalqqgh 

dqvvsllLendtkgkvrlpa'l 

HIAARKDDTKAAALLLQNDNN 
ADVESKSGFTPLH1AAHYGNI 


21936 


52304 


A 


22064 


1 


360 




21937 


52305 


A 


22065 


1 


2577 




21938 


52306 


B 


22066 


323 


3154 




21939 


52307 


A 


22067 


93 


791 


irmsyaekpdeitkdewmekl 

nnlhvqradmnrlimnylvte 

gfkeaaekfrmesgiepsvdle 

tlderjkjreidt*kgqiqeairl 

*fnslhpel/lwdtnrylyfhf 

asns1lips*frq\gktrgrrwg 

vaqtqla dnrgeesreclteme 

rtlallafdspeespfgdllht 

MQRQKVWSEVNQAVLDYENR 
ESTPKL\AKLLKLLLWAQNELD 
QKKVKYPKMTDLSKGGD 


21940 


52308 


A 


22068 


171 


426 




21941 


52309 


A 


22069 


5 


655 


LLQPSVQLPNGTANTSLSFAAV 

SAVSPPPCRTSTATTLPPPMPSF 

FCVFPSPSMSPSPSEFLSCIASVS 

RVHSLSSSSSGSSSTASSLNFSAI 

MGSSSATASWVLSTTSTPPCPS 

ALPSSPAQES*SLAASSSAWLSE 

HPSFSSFTLSWASGAFCDEVSLS 

FSGSKLSFLSSKGDCGIPFI*TSA 

CPSSLDFSPCFSSSTSKSSSYSEI 

GKSPQPI 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Scop codon, /^possible nucleotide 

ucicijoiii \-(KJi!>iuic ftucicuiiac insertion) 


21942 


52310 


A 


22070 


87 


1180 


NQASLEVLPSPVDSPDSIPSLPP/ 

SDNPNRNFSAAPVSCLPSPLPVA 

ASWPSDPSSCSCPSPEVFRSRAP 

GVPTPASVVYVTV1SSAAGTSSP 

LRANSSTTTFPAAAVFPTNSSC 

WCQVSSSATSEKEEALFAIVFSS 

AVSEPANTSLSSAAVSAVSPPPC 

RTSTATTLPPPMPSFFCVFPSPS 

MSPSPSEFLSCIASVSRVHSLSSS 

SSGSSSTASSLNFSAIMGSSSAT 

ASWVLSTTSTPPCPSALPSSPAQ 

ES*SLAASSSAWPVAGISPSGAC 

TFPAGSASGAAKAPSPSWRCPS 

FRALFSLLDSSSLSLCSVSLASL 

SLSPPPSFLRAVMFPATFKSRRC 

FKYGNHCLFSDLLWLEVCAL 


21943 


52311 


A 


22071 


841 


1052 


1GEVLLDNVLKSVF*LGSVLPIT 
SLKLLP/SGSKRDPAKMSHSHP 
AG*VTTGAFPRCGRWRLQPAA 
PPPPS 


21944 


52312 


A 


22072 


817 


866 


HANPVSPPTSWPKE*SWP*CSG 

**RTFQSVSFAGGRRRGSWLKP 

PPATAWKSSSCHLPSGVRMAHF 

CRJPFGPRGRDFADFGTTIKQDF 

RLLGQTSVDRLLQLSQGQAVK 

GNQLLPVSLVKRKTTLAPNTQT 

ASPRALADSLMQLARQVSRLES 

GQ 


21945 


52313 


A 


22073 


2 


3238 


TTFPAAAVFPTNSSCWCQVSSS 

ATSEKEEALFAIVFSSAVSEPAN 

TSLSSAAVSAVSPPPCRTSTATT 

LPPPMPSFFCVFPSPSMSPSPSEF 

LSCIASVSRVHSLSSSSSGSSSTA 

SSLNFSAIMGSSSATASWVLSTT 

STPPCPSALPSSPAQES*SLAASS 

SAWPVAGISPSGACTFPAGSAS 

GAAKAPSPSWRCPSFRALFSLL 

DSSSLSLCSVSLASLSLSPPPSFL 

RAVMFSSDFSNPGVASNMGTT 

VSF 


21946 


52314 


C 


22074 


88 


4374 




21947 


52315 


A 


22075 


73 


616 


VKESLTQKSKRFQNKLINRRG 

WERPRSGASWTQRRALGGRGC 

VDRWLGU/WPHR1PGARLRGFP 

ALNPTPQTAPSPSPDPRPRPP/CP 

SDPGPRTEAQCSL\PPPP\PSPRH 

LDPGPEPPTPLTQQGQKGTRAP 

RPRCPRSQK*ATSGPAVRRREA 

RGSASLRTRAPSRDSTHAGIQG 

NVALQP 



2827 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Slop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


21948 


52316 


A 


22076 


1 


421 


GTVVMGLPKYFISLSTKFPLSFS 

LSADELHIASLFLWPRSKPFGVl 

QRSCASQLNALPEVLKNPGDPD 

KMLRFAESPRNLPAGVL/GDIW 

TDGKGSVSLQEQVYHFPLIRPT 

PGS*ARASFLSCG*EEFRRHGLT 

FSSTRE 


21949 


52317 


B 


22077 


211 


2041 




21950 


52318 


A 


22078 


200 


1525 


IMASAHLATSAFCTRSSSSGRSG 

SCKRGSWDSEQALIRAWTTLPS 

SLHAADGSFAGGRGIPSKRWS 

WRAGQQSSLCLIMQTSSNCGNS 

FQLVSEGASWRGLPHCSCAELQ 

DSLNFSYHPSGLSLSVRPSSPGN 

SPKEQPFSQVLRPEPPDPEKLPV 

PPAPPSKRHCRSLSVPVDLSRW 

QPVWRPAPSKLWTP1KHRGSGG 

GGGPQVPHQSPPKRVSSLRFLT 

SSQCLFSMCPSSQTLQPSFLQPG 

PGP\SSSRPCAASPQSGSWESDA 

ESLSPCPPQRRFSLSPSLGPQAS 

RFLPSARSSPASSPELPLAT*G/L 

SATFPESRSQPCDLDARKTGVK 

RRHEEDPRRLRPSLDFDKMNQ 

KPYSGGLCLQETAREGSSISPP 

WFMACSPPPLSASCSPTGGSSQ 

VLSESEKJEEEGAVRWGRQALS 

KRTLCQRDFGDLDLNL1EEN 


21951 


52319 


A 


22079 


1 


117 




21952 


52320 


A 


22080 


3 


632 




21953 


52321 


A 


22081 


1 


448 


MQSETETVHLFIPALSVGAIIGK 

QGQHIKQLSRFAGASIKIAPAEA 

PDAKVRMVHTGPPEAQFKAQG 

RJYGKIKEENFVSPKEEVKLEA 

HIRVPSFAAGRVIGKGGKTAST\ 

♦QNLCSGMKGKALKAKPSTYN 

CVGCGWSPRPRCSLN 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, A=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


21954 


52322 


A 


22082 


233 


2096 


RREDEGNKTSWIHPSPWVVLIF 

RFFSLFFFKQPLFTMNKLYIGNL 

SENAAPS\DL\KSIFKDAKIPVSG 

PFLVKTGYAFVDCP\DESWA\LR 

AIKAFSGKIELHGKPIEVEHSVP 

K.RQRIRKLQIRNIPPHLQWEVL 

DSLLVQYGVVESCEQVNTDSET 

AVVNVTYSSKDQARQALDK/L 

LDKLNGFQLENFTLKVAYIPDE 

M ATQQN PFLQPRG RRG LGQRG 

SXSRQGSPGSVSKQKPCDSPLRL- 

LVPTQFVGAIIGKEGATIRNITK 

QTQSKIDVHRKENAGAAEKSIT 

1 PSTPEGTSA ACKSI LEIMHKEA 

QDIKFTEEIPLKILAHNNFVGRLI 

GKEGRNLKKIEQDTDTKIT1SPL 

QELTLYNPERTITVKGNVETCA 

KAEEEIMKKIRESYENDIASMN 

LQAHLIPGLNLNALGLFPPTSG 

MPPPTSGPPSAMTPPSPQSEQSE 

SETVHLFIPALSVRALISKQGQH 

1 KQLSRFAG ASSK1APVEAPDAK 

VRMVMIAGSPEARFKAQGR1Y 

G K. IKEEN F VSPKEEVKLEAHIR 

VPSFA AG RVIGKGGKTV\NELQ 

NLSSAEVVVPRDQTPDENDQV 

VVKITGHFYACQ\VAQRKI*EFL 

TQVRQHQQQKALQSGPPQSRR 



2829 
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SEQID 


SEQ II> NO: 


Met 


SEQII>NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=(Jnknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /-possible nucleotide 




sequence 




09/540,2 1 7 


codon for peptide 
sequence 


of peptide sequence 


deletion, \= possible nucleotide insertion) 


21955 


52323 


A 


22083 


8 


1675 


TASCRLAMALHVPKAPGFAQM 

LKEGAKHFSGLEEAVYRNIQAC 

KELAQTTRTAYGPKGMNKMVi 

NHLEKLFVTNDAATILRELEVQ 

HPAAKMIVMASHMQEQEVGD 

GTNFVLVFAGALLELAEELLRI 

GLSVSEV1EGYE1ACRKAHEILP 












' l 


NLVCCSAKNLRDIDEVSSLLRT 












SIMSKQYGNEVFLAKLIAQAO 
YLFFLIPAJSMLITSEFVK/FLGS 














GISSSSVLHGMVFKKETEGDVT 

SVKDAKIAVYSCPFDGM1TETK 

GTVL1KTAEELMNFSKGEENLM 

DAQ V KA I ADTG AN V V VTGGK V 

ADMALHYANKYNIMLVRLNSK 

WDLRRLCKTVGATALPRLTPP 

VLEEMGHCDSVYLSEVGDTQV 

VVFKHEKEDGAIST1VLRGSTD 

NLMDDIERAVDDGVNTFKVLT 

RDKRLVPGGGATEIELAKQ1TS 

YGETCPGLEQYA1KKFAEAFEA 

I PRALAENSG VKANE V1SKLY A 

VHQEGNKNVGLDIEAEVPAVK 

DMLEAGILDTYLGKYWAIKLA 

TNAAVTVLRVDQIIMAKPAGGP 

KPPSGK*NWLNFYCR 


21956 


52324 


A 


22084 


175 


278 





2830 
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si:q id 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in tfSSN 
09/540,217 


Nucleotide 
location of firs! 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \— possible nucleotide insertion) 


21957 


52325 


A 


22085 


208 


1976 


GPSPLK£HFSGLEETAYM\NILT 

CMELAQTTRTAYGPNGMNK.M 

VrNHLEKLLVTNDAATILRELE 

VQH PA A K Ml VM ASHMQEQE V\ 

GDGTNFWLVFAGSFPVNYLKN 

LVWRJGLSVSEVIEGYEIACRKA 

HEILPNLVQCSAKNLRDIDEVS 

SLLRTSMMSKQYGLMKVFXLAK 

P Y LLQACRI YFSWIPA ISM LITS E 

FVK/FLGSGIRSSVVLAGMVFK 

KET\EGDVTSVKDAKAIAVYS\C 

PFDGHG*QET*GEQCLDKRTAL 

KDLDGIFR*GEQENLHG/AATSP 

KA1ADTGANVVVTGGKVADM 

ALHYANKYNIMLVRLNSKM/W 

DLRRLCKT\VGATALPR\LTPSL 

SLKEMGHCD\SVYLSEVGDTQ\ 

VVVFKHEKEDGAISTIVLVRGST 

DN/L* LDDIERVA VDDGWNTFQ 

GSLQRDKRLVPAGGGSNRNLN* 

PKQITS\YG ETNCPGLEQY A/ILK 

KFA*GHLKA1PPAHWQKYSGE 

NSGVKAQWK*SPKLYAVHQEG 

\NKNV\GLDIEAEVP/SLVKDML 

EAGIPRYLTLGKYWAIPLATNA 

AVTVLRVDQHTLV*FFFMQIIM 

AKPAG/GGPKPPKWG RKTWGD 

DQNGLKIGFNFYCR 


21958 


52326 


A 


22086 


1 


346 


PF*CTPSCLWAF*TARSAQTWS 

APSTRSWCSEWPKSLPSPTWLR 

*FRKVSSYSWSQSWSSPTASTD 

SSRPPHSLGASCHPGHQRSLMP 

PSR* RATSTA Y ASLSSSHRPNTQ 

PSPS 


21959 


52327 


A 


22087 


3 


484 


RSSQPRVGLCGKSLQP/SSEGSC 

HLQGWCSFPRSVSSIMAEA*RT 

*PRVSSSMHGRGPTQNREATKK 

ASSSETSV/QVTAQEAQAEPGA 

AGVAG/SPASAPQDSAGACWPA 

QVL*GGSDRSCRGSHPGNTEPP 

SVLRTGTAPGA*G/SSPFSPTTQS 

GSCCFPFSS 


21960 


52328 


B 


22088 


181 


359 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
inUSSN 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of lasl 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
'-Slop codon, /^possible nucleotide 
deletion, \=possiblt nucleotide insertion) 


21961 


52329 


A 


22089 


290 


2014 


STCTPLPTASSQSRPHPPPTPTPP 

APWRSSNGQVPTLT*PGSTLPP 

G/SGKSPP/VASGGPARAK.PHRA 

VHVSPAPSGGSPGDVAELPAAV 

AVRA*QAGSGQRLPAPVCVGE 

MGTLCPGEPADVHQVVCGLSE 

PRA PH RPGQPQARAHG VPSGQS 

LCPAQPG*DDS/AKVSSYSWSQ 

SWSSPTASTDSSRPPHSLGASCH 

PGHORSLMPPSR*RAJSTAWRA 

RTASTPRCtGPRPAPWSCASIJSS 

SHRPNTQPSPSPTSVRRARLATP 

SSHG WAL APWTPMAPTQPTTW 

TRWGKTVSGRQMNTWRRPWS 

TCARYSGSAKRSSGSSHSPWAP 

PRMRMEKSNSPTASWVRTDSS 

LRPWGGTRSSMGCEGLKLSTR 

GTRSCSPSGAMRSPAWSAHSLG 

CRLPSTTDLQDRWRLCVPGMT 

SSAASVATTSQNLGWPAGTC*A 

LWGGGRWPATPAA\QAQPALP 

GQLPTRWSRCCWPSSWPLCSAS 

GPSHARCCSPWAMSSTPLP*HC 

* PSGGSCTSPEG VSCLQSRLEGF 

ATQPHPWAERTWEAPPGGNTV 

ILGLLERGSCSRRGIWRKRNQE 

RKAGRAPAKE 


21962 


52330 


A 


22090 


363 


487 




21963 


52331 


A 


22091 


234 


282 




21964 


52332 


A 


22092 


742 


990 




21965 


52333 


A 


22093 


1 


206 


LFPAFSDSRECKLMKKLLEA\H 
EEQN V D\S YTE A\ VKE YDS I FPG 
WTQWLTTL\LLRIKKTIQG\DEK 
DLR 


21966 


52334 


A 


22094 


128 


1062 


KPFEAAMYNSGKEAEAMALLA 

EAER\KV\KNSQSFFSGLFGGSS 

KIEEACEMYARAANMFKMAKN 

WSAAGNAFCQAAQLHLQLQSK 

HDAATCFV\DAGNAF\KKADPQ 

GGPFNCFDCVAFEIY\TDMGR\F 

TIAAKHHIS1C*DLLRQKLVDIE 

KAIA\HYRALADYYQGEESNS\S 

ANKCLLKVAGYA\ALLEQYQK\ 

AIDIYEQGWGPNAHWTSPPPSK 

Y\SAKDYFF\KAALCHFCMDML 

QA\KLAF\QKYEELFPVFSDSRE 

CKLMKK\LLKA\HGEQNVD\SY 

TE\SVKG1TDSISRL\DQWL\TTH 

CLRIVKKTIRGD 


21967 


52335 


A 


22095 


1 


1038 
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SEQID 


SEQID NO: 


Mel 


SEQID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




ft 0/^4 ft 2 1 7 


sequence 




(Irlrtinn \=r»A^ihl^ nurlpnfiffe incerti*kn\ 


21968 


52336 


A 


22096 


20 


2482 


RVCSSSASTASQAVMADAWEE 

IRRLAADFQRAQFAEATQRLSE 

RNCIEIVNRLIAQKQLEVVHTL 

DGKEY1TPAQISKEMRDELHVR 

GGRVNIVDLQQVINVDLIHIEN 

RJGDIIKSEKHVQLVLGQLUDEN 

YLADRVGQEVNDKLQESGQVTI 

SELCKTYDLPGNFLTQALTQRL 

AIIUGHIDLDNRGVIFTEAFVAR 

HRAR1RGLFSAITRPTAVNSLIS 














KYGFQEQLLYSVLDELVNSGRL 

RGTVVGGRQDKAVFVPDIYSR 

TQSTWVDSFFRQNGYLEFDALS 

RLG 1 PDA VS Y IK.KR YKTTQLLFL 

KA AC VGQG L VDQ VEAS VEEAI 

SSGTW V DI A PLLPTSLS VEDAA1 

LLQQVMRA FSKQ ASTV VFSDT 

VV VSEKFMN DCTELFRELM HQ 

KAEKEMKNNPVHLITEEDLKQ1 

STLESVSTSKKDKKDERRRKAT 

EG SGSM RGGGGGN ARE YKIKK 

VKKXG RKDDDSDDESQSSHTG 

KKKPEISFMFQDEIEDFLRKHIQ 

DA PEEF1 SEL AEYLIKPLNKTYL 

EVVRSVFMSSTTSASGTGRKRT 

IKDLQEXEVSNLYNN1RLFGKRG 

WKFFU DDTQG WLLPKHLLEV 

QCVLISLNLI\FNF\LGFGILMDG 

Q*DDPGRPFTS\ELRKEI\LSKLS 

EETKVALTKLHNSLNEKSIEDFI 

FOLDSAAEACDIMVKRGDKKR 

ERQ1LFQHRQALAEQLKVTEDP 


21969 


52337 


A 


22097 


1 


711 


VLSLFDGIATGYLVLKELGIKV 

GKYVASEVCEESIAVGTVKHEG 

NIKYVNDVRNITKKNIEEWGPF 

DLVIGGSPCNDLSNVNPARKGL 

YEGTGRLFFEFYHLLNYSRPKE 

GDDRPFFWMFENVVAMKVGD 

KRDISRFLECNPVM1DAIKVSAA 

HRARYFWGNLPGMNRPVIASK 

NDKLELQDCLEYNRIAXRJFGFP 

VHYTDVSNMGRGARQKLLGRS 

WSVPVIRHLFAPLKDYFAC 



2833 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 

M»l|UCIllC 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540 217 


Nucleotide 
location of first 

rnHnn fnr ni'ntidi* 

sequence 


Nucleotide location of last 
codon Tor last amino acid 

i\f nontirlp cpniipnrp 


Amino acid sequence ( X^Un known, 
*=Stop codon, /^possible nucleotide 

ffolpfiAn V=nnc*£ihlp niirlpntiH** int;»rtiAnt 
(^|iuisiifit Huucuiiuc iiiacnioni 


21970 


52338 


A 


22098 


406 


2885 

i ■"".*■ 


GRGILVNGACSDQSSDSPPILEA 

IRTPEIRGGWAVGTGVVSGADI 

VSGHCRQWSLLSLFQGSGTLSL 

AFITWAFRETRTRSESPAVSSHT 

SSQSTCGQH ST* HT* H A RGRQG 

RNHVDESPVEFPATRVGSPDAQ 

TPARSL*LGDMPHSLTIDLTDDT 

EDTHGTPQSSSTPYARLAQDSQ 

QGGMESPQVEADSGDGDSSEY 

Q\DGREGLLPRV/I*GP*TRGKTS 

YAMVVSWKATSKRQAMSGMR 

WVQWFGDGKFSEVSPGKGKGF 

CRPEAVPACLPLNKLVSYRKA 

MYHALEVTWDEGMRAKP*EQ 

G * SKRPTELEDQLKPM LEW A H 

GGFKPTGIEGLKPNNTQPGGNE 

SPWQHPLPLLVGPLLGRVRLKT 

NCYNNGKDRGDEDQSRGDCW 

VPGIMGQMGGGRCRSGIDVIPL 

TPWLGL*ACLVCQTCRVSPPTT 

ALDLPPLASSNSPLLPCEGRELL 

LCSNTSCCR*ALGPVGWMWVG 

PQGSYVPAV*EPWSCYMCLPQ 

RCHGVLRRRKDWNVRLQAFFT 

SDTGLEYVSHRLPPLPPQIPGAQ 

GVGKLWFDGIATGEFGEHLETL 

LSCHNRVARESEESIAVGTVKH 

EGNIKYVNDVRNITKKNVRAV 

CTLRASSLPVFFPSPPHPNPARK 

GLYGEHPSLWQSLESLCHLTTG 

PGAGNIC/RGLGWRFQMNPALS 

SFLSTVGVQRD1SRFLEVRESGD 


21971 


52339 


A 


22099 


729 


896 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540 .217 


Nucleotide 
location of first 
rnrinn for ntnttde 

sequence 


Nucleotide location of last 
codon for last amino acid 

nf n?nf idp cpnurnrr 


Amino acid sequence < X=l)nknown, 
*=Stop codon, /^possible nucleotide 

dtlpf inn V=nfk*:^ible nnrlpntiri^ inc^rrinnt 


21972 


52340 


A 


22100 


1 


2672 


MAYKQGFLKVMVHFRKAEVT 

GKNHTSVHEGYTLISPAAQVLT 

ISCKJCSILLQEQVSFKDVCVDFT 

QEEWYLLDPAQKILYRDVILEN 

YSNLVSVGYCITKP\EVIFKI/ES 

KGEEPWWLEKGIPQAQCPPQK 

RKWKV/EMNVVREQPRKMKM 

TIFGEPPIPTTNKTVSVENGDRG 

SKTFNLGTDP VSLI K LSL* N M * L 

\SEMNLKNISGLI ITKKNCSRKK. 

PDEFNVCEKLLLDIRHEKIPIGE 

KSYKY DQKRNAIN YHQDLSQP 

SFGQSFEYSKNGQGFHDEAAFF 

TNKRSQ1GETVCKYNECGRTFI 

ESLKLNISQRPHLEMEPYGCSIC 

GKSFCMNLRFGHQRALTKDNP 

YEYNEYGE1FCDNSAFIIHQGAY 

TRKILREYKVSDKTWEKSALLK 

HQIVHMGGKSYDYNENGSNFS 

KKSHLTQLRRAHTGEKTFECGE 

CGKTFWEKSNLTQHQRTHTGE 

KP\L*CTEC\GKAFCQKPHLTNH 

QRTHTGEKPYECKQCGKTFCV 

KSNLTEHQRTHTG EKPYECNA 

CGKSFCHRSA LTVHQRTHTGE 

KPFICNECGKSFCVKSNLIVHQR 

THTGEKPYKCN ECGKTFCEKS A 

LTKHQRTHTGEKPYECNACGK 

TFSQRS VLTK YQF\I HTR V KAL* 

TS* MLEAFIHL/SKLVIQFQKRRS 

EKAKECQKFVE\KTSCLNM*KL 

SRKIKTFH*KICKLTVKNKGNK 


21973 


52341 


A 


22101 


1 


2817 
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PCT/US01/08631 



SEQID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown t 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /-possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \= possible nucleotide insertion) 


21974 


52342 


A 


22102 


474 


2766 


NQTALYNQAQLLHGSRFANMS 

AEGYQYRALYDYKKEREEDID 

LHLGDILTVNKGSLVALGFSDG 

QEARPEEIGWLNGYNETTGERG 

DFPGTYVEYIGRKKISPPTPKPR 

PPRPLPVAPGSSKTEADYEQQA 

LTLPDLAEQFAPPDIAPPLLIKL 

VEAIEKKGLECSTLYRTOSSS1ML 

AELRQLLDCDTPSVDLEMIDVH 

VLADAFKRYLLDLPNPVIPAA.V 














YSEMISLAPEVQSSEEYIQLLKK 

LIRSPSIPHQYWLTLQYLLKHFF 

KLSQTSSKNLLNARVLSEIFSPM 

LFRFSAASSDNTENLIKVIEILIS 

TEWNERQPAPALPPKPPKPTTV 

ANNGMNNNMSLQNAEWYWG 

DISREEVNEKLRDS\ADGT\FLV 

RDASTKMHGDYTLTLRKGGNN 

KLIUCIFHRDGKYGFSDPLTFSSV 

VELINHYRNESLAQYNPKLDVK 

LLYPVSKYQQDQVVKEDNIEA 

VG KKLHEYNTQFQEKSVREYDR 

LYXEEYTRTSQEIQMKRPAIEAF 

NETIK!FE\EQCQTQERYSKGNY 

HLEKFKP*RAMEKEIQRIMHNY 

DKLKSRISEIIDSRRRLE\EDLKK 

Q\AAEYREIDKRMNS1KPDLIQL 

RKTRDQYLM WLTQKG VRQKK 

LNEWL\GNENTEDHYSLV\EDD 

EDLPHHDE\KTWECLGSS/RTRN 

QSLK.NLFARGSRDGTFLVRESS 

KQGCYACSVVVDGEVKHCVIX 


21975 


52343 


A 


22103 


3 


392 




21976 


52344 


A 


22104 


168 


404 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 

>CI|UCI1CC 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 

cuuun iur pc|iuuc 

sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknowp, 
*=Stop codon, /-possible nucleotide 
uLictiuiif \— pui^iuic iiucicuiiuc insertion^ 


21977 


52345 


A 


22105 


49 


1760 


YQSPAWQSHWHQKLQVRKEN 

MAKRVAIVGAGVSGLAS1K.CCL 

EEGLEPTCFERSDDLGG LWRFT 

EHVEEGRASLYKSVVSNSCKE 

MSCYSDFPFPEDYPNYVPNSQF 

LEYLKMYANHFDLLKHIQFKT 

KVCSVTKCSDSAVSGQWEVVT 

MHEEKQESAIFDAVMVCTGFL 

TNPYLPLDSFPGINAFKGQYFHS 

RQYKHPDIFKDKRVLV1GMGNS 

GTDIAVEASHLAEKVFLSTTGG 

G WVISRJFDSG YPWDM VFMTR 

FQNM LRN SLPTPI VT WLM ERKI 

NNWLNHANYGLIPEDRTQLKE 

FVLNDELPGRIITGKVFIRPSIKE 

VKENSVIFNNTSKEEPIDIIVFAT 

GYTFAFPFLDESVVKVEDGQAN 

SLYKYIFP\AHLQKPTL\A1IGLH/ 

IKPLGLP*LPTGETQVRWAVSG 

S*KVLTRLPPPSVMIEEINARKE 

NKPSWFGLCYCKALQSDYITYI 

DELLTY1NTKPNL/FSLWLLTDP 

TSGLWTVFFGP\C\SPYQFRLTG 

P\GKMGKGAQEIALHGPQW\DP 

NISRVHSKVRSCYK.EFSIFPFGK 

FFLKVFSFPGFGLWLFFLIFPYK 


21978 


52346 


A 


22106 


262 


969 


EWSSVRRSLVEKRALRRPHPQC 

LCFRMKTIL\SNQTVDIPE\NVDI 

TLKGRTG 1 REGPPEGTLR\RDFN\ 

HIN\VELSLLWKEKKRGSRVDK\ 

WWGNQKRNWPTRSD*FVSHV 

QN\MIKGWLHWGFRLQG*GPV 

Y A HFPHQPLLSRKNG VS WLKIR 

KFLWGEKYI\RRVSG*RPGCLL 

VSVSQGPRKDEINPLKG\NDIEL 

VSK/SSAGF*FQQATTS*KTRNI 

RKFLADG IFCLLEKG LFRQA 


21979 


52347 


B 


22107 


211 


457 




21980 


52348 


A 


22108 


1 


159 


KEAENQCLDISSPGMSGHRQGH 
DSLEH DELREI FNDLSSSSEDED 
ETQHQDEK* LD1 SS PGMSGHRQ 
GHDSLEHDELREIFNDLSSSSED 
EDETQHQDEK 


21981 


52349 


C 


22109 


167 


367 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SKQ ID NO: 

ioUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, possible nucleotide 
deletion, V=possibtc nucleotide insertion) 


21982 


52350 


A 


221 10 

■ 


754 


1950 


VKGKDDAPHELGE/SQFILRLPP 

\EYASTVRRAVQSGHVNLKDRL 

TMELHPDGRHGIWRVDRVPLAS 

KLVD\LP\CVMEEPENPLLKKPF 

SKTAHGQML VSTVDG DLFPPV 

EEPSCLALDPKASVKKKDKDKE 

KK\FIW\NHGITLPLKNVRKRRF 

RKTAKKEIYLNLPDV*KKELKR 

\LLEVPDA\EAVSTRWGI ICPKV 

ETKG\AENQG\LDISSPGMSG\H 

R\QGH\DSLEHDELRE1FNDLSSS 

SEDEDETQHQDEEDINIIDTEED 

LERQLQDKLNESDEQHQENEG 

TNQLVMGIQKQI DN M KGKLXQE 

TQDRAK\RQEDLIM\KVGNLGS 

PRTDFQAVLGMSFNQREDREK 

EQLNSSLQEELESLLREVKKNLM 

FNFQSFRLVQHLGKFFGLLLLL 

GYLRPCSS 


21983 


52351 


B 


22111 


227 


355 




21984 


52352 


A 


22112 


121 


486 


WG PALCIGG YL ASFLA S VHLMP 

LR*GEMLSP*GLSFSFRFPGFKE 

VRLVPGRHDIAFVEFDNEVQAG 

AARDALQGFKITLSPLK.VSPPL 

GAFLEPCVSEWSPHSIVPRVCPQ 

TLHLALLGRN 


21985 


52353 


B 


22113 


8 


165 




21986 


52354 


A 


22114 


1 


218 




21987 


52355 


A 


22115 


566 


1412 


TLHSMAVPETRPNHTIYINVNLN 

EKIKKDELKKSLLRPSFF/SSLG 

QILGYSWG1HGRP*RMEGARPF 

S1FKEVSSGTNALR\SMQGFPFY\ 

DKPMRJPVLPRTRLQDIHLPRIE 

RAPFIGSRDPKAGERGRPKSQG 

DPGPPKEGLCKGGGSHPRGGG 

LSRGPGPGHCPPMT\KAPRI\MH 

HMPG\QPPLTA A PLDM 1 PPPGVL 

APGQIPPG\AMPP\QQLMPGQMP 

P\AQ\PLWRNPP\NHILF\LTNLP\ 

EETVNELMLSHAFSNQVPPGFKE 

GPVWVPRAGNEHRPSVEV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
s*ouenf e 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /=possihle nucleotide 
deletion, \—possible nucleotide insertion) 


21988 


52356 


A 


22116 


2 


1176 


FGELSTFDAVRGPPRRCPPDAD 

PRAPGLALPGRLLVSNSRRTHS 

RESRAPPAPHLLGARAGMAPPQ 

VLANFGLLLAAATATFAAAQEE 

CVCENYK\LAVNCFCE*INRQC 

Q\CTSVGAQNTVICSKLGCQMF 

W*MKAEMNGSKLGRRAKPEG 

G LQ\NN DG L YDPDCDESGLFKA 

KQCNGXTSTQWCVN'nAGVRRT 

HKDTEVTCSERVRTYWI1IELKH 

KAREKPY\DSKS\LRT*LQKE1TT 

RYTLGSKFLSRVFWYENNVITIX 

DLFQNFFSKKLRNDVDIADVAY 

YF\EKDVK\GESLFH\SKKMDLT 

VNGEQLDLDLLI PGQTLU YN V D 

EKAP*/DFSMQGLKAAGV1AVIV 

VWITSCCWKLLVLV1SQKGRE 

WQKYEKAEIKGDGCRCHRELQ 


21989 


52357 


A 


22117 




257 


AKALQWPLGRGGGGTPRGSRP 
PGPH * SERG A VQPRSLPRQA A * 
RVPSGPADGQ*DGHGAADPGS 
RQRCKPWSEAADLHSECYSS 


21990 


52358 


A 


22118 


1467 


1748 


SEYNCCEIGCPQPSWGPWGRG\ 

TDVRQGQVGEEEVHG/ECGGG 

SQG*RPG**AGSPAP*PGTWTGT 

AQQGPAAVLDPLRV*GGGIERH 

PLHSVGL 


21991 


52359 


B 


22119 


1 


1461 




21992 


52360 


A 


22120 


29 


417 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of lust 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, ^possible nucleotide insertion) 


21993 


52361 


A 


22121 


616 


1671 


TATCKPWSMRTriSSSQPQKLT 

NSVKLPPSAKCISVSRIGGFLVS 

LTSRMKLRTLL1CSKLLPSGGV 

RGLAGSGVKLQTFTVSVTALK 

AACLELFTSPGGFMVLLASEVK 

LQTFSAGDSDCLGQGRRAQRRP 

GPGVSAVGASGQQRAPESNERP 

AEEPTPAPMPSSAPRGPTFPAI R 

* » LpSJL*> 1 I ■ / ml I'll L/L/ni A \\| A J. 1 j M. 1 j 1\. 

RPSSADRPLAPGAGRAPGAMAS 
PSGSSKATGKPRGRDGRPRREE 














DDVtPEEKRLRLLLEEGSAQr^D 

DGEDAPRPGRKETGTQTGGDG 

RGAARAALLAVGGIRAPLPSLG 

VAPGC\PMSKPPRRHPGATPR/P 

GQGGSDAAHGEEGCPCCSSAV 

ATCLGAGLLP\PGRGASSPSSGC 

ALPSSSNSRSLFSSGVTSSSSLLG 

RPSLPRGLPVALELPEGLAMAP 

GALPAPGASGLSAELGRLSAGS 

VG PRG A\G * ASG R A W A PPR A A R 

CSLAPSAG\PRAHRGHAGPWPA 

LSSP/GPGPSSRCPLPRRSAASLL 

KPAR/AINPPGEVNNSRHAALR 

AVTLTVKVCSFTPEPARPRTPPE 

GRSFEHIRRVRSFILEVSETKNP 

PILDTLIHLALGGSFTLFVNFCG 

WDEL1VVLIDQGLHVAV 


21994 


52362 


A 


22122 


892 


1931 


CTWNENQRMEIVWEVLFLLQA 

NFIVCISAQQNSPKIHEGWWAY 

KEVVQG\NFVPVPSFWGLVNSA 

WN LCS VG KRQSPVN I ETSHM IF 

DPFLTPLRJNTGGRKVSGTMYN 

TGRHVSLRLDKEHLVNISGGPM 

TYSHRLEEIRLHFGSEDSQGSEH 

LLNGQAFSGEVQLIHYNHELYT 

NVTEAAKSPNGLVVVSIFIKVS 

DSSNPFLNRML\NRDTF\TRN*H 

FKNDGIFYYRGL*YRGELLFQG 

TSSFITYDGVDGLFPTPGY/SRT 

ASWHMNKPV*YNPGCKMHSLR 

LL\SQEPAISRSFLSMSDNFRPV 

QPLNNRCIRTNINFSLQGKDCP 

NNRAQKLQYRVNEWLLK 


21995 


52363 


A 


22123 


17 


417 




21996 


52364 


A 


22124 


63 


449 


CHPALLGPTGHGAWPRHRAPD 

TLRASAGGRDP*GRRSAPA*ER 

QP* PP VYCAGISQYD*TALSSCL 

RRSVRTSTDFRSLLDKSNYSVF 

LCFLQLAGRRYFAMWTRPEFFL 

ARDPRSLSWGLEWRPLSL 


21997 


52365 


B 


22125 


1 


1131 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 


Met 
hod 


SKQIDNO: 
in USSN 
09/540.217 


Nucleotide 
location of first 

rfwflnn for npnfiffr 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \-Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \ = possiblc nucleotide insertion) 


21998 


52366 


A 


22126 


359 


548 




21999 


52367 


A 


22127 


755 


1031 


TRGVLEHMALGKGTLKDPSGP 
AP*NHPE\VSHAASTQEAAGPP 
AGRPGHGSGCLALPASSTSLEP 
GLRQDHDLLLQLLWREQEVFH 
DVIQLL 


22000 


52368 


A 


22128 


1 


277 




22001 


52369 


A 


22129 


1 


933 




22002 


52370 


A 


22130 


339 


863 


PSPVPARPVCPSSAP1SMRPPCP 

WREAEAADLRPEAPGHRDGED 

VGFLSSGQLSGLCSKRKLQFTR 

AALTLTPSA VN KIK\HFLK.N NPE 

HVGVKVGVRTRGCNGLSYTLE 

YTKTKGDSDEEVIQDGVRVFIE 

K\KAQLTLL*TEMDYVEDKLSK 

GVGVUTPNIKGTCGCGESFNI 


22003 


52371 


A 


22131 


16 


419 


QIQHRPWP/SRSYTNVLGRKVV 

YLPSFFTYAKYIVQVDGKIGLF 

RGLSPLMMSNALYTATRCFMK 

KDLPPDEIEQVSNKDDMTTSLN 

KVANDTSYEMMMHCVSRMLP 

HPLHV1SMRCMDQIVGREAKYS 

GVLSSIG 


22004 


52372 


A 


22132 


3 


441 


RSYTKFVMGIAVSMLTYPFLLV 

GDLMAVNNCGLQAGLPPYSPV 

FKSW1HCWKYLSVQ\GASTGRR 

RPFLFFATSFS*NGFVDASLHAK 

GQLFRGSS\CFSAGCHQDHALP 

WSN LNHLKNTVSTWPPWVRPD 

HLGTPARRLQPNNNQM 


22005 


52373 


A 


22133 


1 


1232 


MAGAGAGAGARGGAAAGVEA 

RARDPPPAHRAHPRHPRPAAQP 

SARRMDGGSGGLGSGDNAPTT 

EALFVALGAGVTALSHPLLYV 

KLL1QVGHEPMPPTLGTNVLGR 

KVLYLPSFFTYAKYIGQRDG\RE 

GLVPRLSPRLMSNALSTVTRGS 

MKKVFPPDEIEQVSNKDDYEDF 

P*RKLLKETS YEMM MQC VSRM 

L\AHPLHVISMRCMVQFVGREA 

KYSGVLSSIGKIFKEEGLLGFFV 

GLIPHLLGDVVFLWGCNLLAHF 

INAYLVDDSVSDTPGGIGKRPE 

SRFPAFSQALALRSYTKFVMGIA 

VSMLTYPFLLVGDLMAVNNCG 

LQAGVPPNYSPVFKSWIHCWKY 

LSVQGQ\LFRGSS\CFSAGCHQD 

H ALPWVSNLN H LKNTVXST WPP 

WVXRPDHLGTTARRFQPNNNQ 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 

no /CI A *> 1 *T 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Slop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


22006 


52374 


A 


22134 


3 


1156 

, -* TV ■ 


PRHPRPAAQPSARRMDGGSGG 

LGSGDNAPTTEALFVALGAGV 

TALSHPLLYVKLLIQVGHEPMP 

PTLGTNVLGRKVLYLPSFFTYA 

KYIVQVDGKIGLFRGLSPRLMS 

NALSTVTRGSMKKVFPPDE1EQ 

VSNKDDM KTSLKK V VKETSYE 

MMMQCVSRMLAHPLHV1SMR 

CMVQFVGREAKYSGVLSS1GKI 

FK£\EGLLGFFVGL\I PHLLGVDV 

VFLWG\C\NLLAHF\INAYLVDD 

SFS\QAL\A1RSYTKFVMGIAVS 

MLTYPFLLVGDLMAVNNCGAA 

SWGSPPYSPVFK.SWUHCWKYL 

SVQGQLFRGSS\CFSAGC\HQDH 

GFALGVN*NHLKNT\VSTWPPW 

VRPDHLGTPARRLQPNHNQMC 

SSPAG\FQFH1CHVS V\QM WG 


22007 


52375 


A 


22135 


2 


425 




22008 


52376 


A 


22136 


2 


430 




22009 


52377 


A 


22137 


2 


406 




22010 


52378 


A 


22138 


1 


297 




22011 


52379 


A 


22139 


1 


111 




22012 


52380 


A 


22140 


1 


398 




22013 


52381 


A 


22141 


1 


409 




22014 


52382 


A 


22142 


500 


1234 


GPNCRPPSCSAVEGAWPRPQGA 

GARAAIALSQKLELGGVGLVQ 

VQCPSLAPSSTSSILFLCLLPHPP 

PHRCLQENTTCLLGVEGVLLLQ 

SPFPLLKTDHSSLPALAPTQSQA 

ALWGFADFGFMFESSPGGNLG 

WEPD1KLTDEMVMIMGGKMEA 

TPFKWFMEMCVRGYLAVRPY 

MDV V VSL VTI MLDTGLPCFRG/ 

QIKFLKHRFSPNMTEREA*NFIM 

KVIQSCFLSNRSRTYNMIQYYQ 

ND1PY 


22015 


52383 


A 


22143 


2 


6378 


SAGPAGPLQVQKLLCMCPVDF 

HGIFQLDERRRDAVIALGIFLIES 

DLQHKDC VG P Y LLRLLK.G LPK. 

VYWVEESTARKGRGALPVAES 

FSFCLVTLLSDVAYRDPSLRDEI 

LEVLLQVLHVLLGMCQALEIQ 

DKEYLCKYAIPCLIGISRAFGRY 

SNMEESLLSKLFPK1PPHSLRVL 

EELEGVRRRSFNDFRSILPSNLL 

TVCQEGTLKRKTSSVSSISQVSP 

ERGMPPPSSPGGSAFHYFEASC 

LPDGTALEPE 
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SKQID 

NO: 


SEQ ID NO: 
of peptide 
seauence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nueleotide 
location of first 
mrion for nr nttdr 

sequence 


Nucleotide location of last 
codon for last amino acid 

of npntirlp Affluence 


Amino arid sequence ( X=l)nknown, 
'-Stop codon, /^possible nucleotide 


22016 


52384 


A 


22144 


3 


398 


1 H K A ASG VPQQPDAGCPGTG EQ 

QGGQRCGQ*AGP/AQAPC*SRA 

GTR/PTCFFVLTSLRSWYRVDSP 

NKLMNPLVAGFFG/CHCGSGQC 

LRKCSSARDRAPDARPGLDLAQ 

GRCCHCNKACLHASETGVGTT 

SVL 


22017 


52385 


A 


22145 


344 


498 




22018 


52386 


A 


22146 


344 


406 


FL ADQEDPLDPRAGCR* ETTA P 

RIPSKGPSSTEPLHASTAVPPCQ 

GELGCSRASPASEKI/DLAGRLIS 

PCNSDTVSPGLGGFMTCAQSLI 

SRRPGGPIGPPGWLQGPHLG 


22019 


52387 


A 


22147 


3 


2058 


LSGSGAPPPGVGAQAAAAAEE 

EEREVVRVRVKVRLAVSRPSRR 

G KFRSFA VDPQITSLDVLQH I LI 

RAFDLSG*VGRCWGLLGRDRL 

GQEVYLSLLSDWDLSTAFATAS 

KPYLQLRVD1RPSEDSEYSVPPG 

AISPKDV I GSD VLLAEKRSSLTT 

AALPFTQSILTQVFSGTLGTQQ 

VLSWSYGEDVKPFKPPLSDAEF 

HTYLNHEGQLSRPEELRLR1YH 

GGVEPSLRKVSILSHLLVYPDG 

LTGRERMDYMKRKSREYEQLK 

SEWAQRANPEDLEFIRSTVLKD 

VLRTDRAHPYYAGPEDGPHLR 

A LH DLLTTYAVTHPQ VS YCQG 

MSDLASPILAVMDHEGHAFVC 

FCGIMKRLAANFHPDGRAMAT 

KFAHLKLLLRHA\DPDFYQYLQ 

EAGADDLFFCYRWLLLELKREF 

AFDDALRMLEVTWSSLPPDPPE 

HEVELVGPPSQVADTGFGDHR 

G\WPVRQRHMLRPAGGGGSTF 

EDAVDHLATASQGPGGGGRLL 

RQASLDGLQQLRDNMGSRRDP 

LVQLPHPAALISSK\GLSEPLLN 

YPDPLLSSFSHPDSPSSSSPPSTQ 

EASPTGDMAVGSPLMQEVGSP 

KDPGKSLPPVPPMGLPPPQEFG 

RGNPFMLFLCLAILLEHRDHIM 

RNGLDYNELAMHFDRLVRKHH 

LGRVLRRARALFADYLQSEVW 


22020 


52388 


A 


22148 


130 


387 




22021 


52389 


A 


22149 


1 


279 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


22022 


52390 


A 


22150 


105 


499 


DMSDTSESGAGLTRFQAEASEK 

DSSSMMQTLLTV/TPEAREAPA 

TQASSTTQLTDTQVLAAENKSL 

A A DTKKQN A DPQ A VTM P ATET 

KKVSHVADTKVNTKAQETEAA 

PSQ A PA DEPEPES A A AQSQENQ 

DTR 


22023 


5239] 


A 


22151 


285 


984 


TSLSCYFSRTKDSPKLGLLMVL 

LS11FMNGNRSSEAVIWEVLRKL 

GLRPGYDWALSALAVRVVLW 

QERTVLGLHQSGGLVERVGCW 

TG*RAQGSDLGG*WVNGPELS 

APSLSVSWASMELPSCAGNLFS 

1LEMPLPTSGKCHSLE*1YLFIYF 

SFSSLR1HHSLFGDVKKLITDEF 

VKOKYLDYARVPNSNPPEYEFF 

WGLRSYYETSKMKVLKFGCKV 

QKUCDPKEWAAQYRE 


22024 


52392 


A 


22152 


259 


578 




22025 


52393 


A 


22153 


296 


2242 


N MSDTSESG\AGLTRFQA\EASE 

KDSSSMMQTLLTVTQNVEVPE 

TPKASKALMEVSEDVKVSKASG 

VSKATEVSKTPEAREAPATQAS 

SYLLSLTD\TQVLAA\ENKSLAA 

*HQGNRMVDPQAC*QLPAT\ET 

KKVSHVADYGRFNYKGFRRLR 

LAPS\QAPADEPEPESAAAQFSG 

RFRVFGPKVKAKKARKVKHLD 

GEKDGSSDQSQASGTTGG\RRV 

SKALMASMARRASRGPIAFWA 

RRASRTRLAAWARRAFALPLEI 

TLKPRRAKGLRR\RVAK.FQ\SSQ 

EPEAPPPRG\LALLQGRAN\DLV 

KYLLAKDQTKIP1KRSDMLKDII 

KEYTDV YPEI IXERAG YSLEMCVF 

G IQLKEIDKN DH L Y 1 LLSTLEPT 

DAGILGTTKDSPKLGLLMVLLS 

IIF\MNGNRS\SEAVIWE\VLRKL\ 

G LRP\G I HHS\LLGDVK\KLITDE 

FWKQK YLG LCQK VPNSNPPVEY 

EFLLGACALY**EPAKMKSPQS 

FACK/VYQKEGSPRNWGSSVPP 

REGKG RMEADFEGCKLRLTLE 

AKAKGPRLEAPNGPLGLGSGE 

MLAGP\CNWDEA\DIGNPWAK 

ARJPRREQKLKAKAPKRSGSAVS 

TGA\STSTVNNSAS\ASA\STSGGF 

\SAAASL\TATLHIWGSSAGLWL 

ELGCQHQSARSGAC\GVSYK 
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SfcQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540.2 1 7 


Nucleotide 
location of first 

crwtnn fnr n^ntirlr 

VUUUII lui QJVfllUl. 

sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 


22026 


52394 


A 


22154 


1 


487 


EFRQPSFRRSI WP/YFLLTQA/VR 

TGNPAKFNQVLDQFGEKFQAD 

GTYTUIRLRHNVIKTGVRMISL 

SYSRISLADIAQKLQLDSPEDAE 

FIVAK.AIRDGVIEASINHEKGYV 

QSKEMIDIYSTREPQLAFHQEG 

KDSSVYSFREWGTRTGMSWLV 

CFLKLRL 


22027 


52395 


A 


22155 


2 


429 




22028 


52396 


A 


22156 


1 


328 


GTRFQA DGTYTL 1 1 RLRHN V 1 KT 
GV/RSGSEGLLEEQKPGQGKJPS 
GYPWASEGSVSTLPTPSLLPLPG 
VRM 1 SLS YSR1SLADI AQKJLQLD 
SPEDADFIVAKVGLVQEPQ 


22029 


52397 


A 


22157 


138 


2206 


AVTPG A M KQEGSARRRG ADK 

AKPPPGGGEQEPP\PAPAPQDVE 

MKEEAATGGGSTGEADG\KTA 

AAAA*SNFPAKSWDYSHLWKD 

IKEHR£TS*RKAVSGKEPRFVLR 

ALRMLPSTSRRLNHYVLYKAV/ 

QG A FFTSNNATVRDFLLPFLERA 

HGTQEADLLFRPRTGKAAGTVP 

LLPEVEAYLQLLVVIFMMNSKR 

YKEAQKISDDLMQKISTQNRRA 

L\DLV\AAKCYYYHARVYEFL\D 

KL\D V V R I SLHG\RLRTATLRHD 

ADGQAT\LLNLLLRNYL\HYKJL 

VPTSLRSLVSKSVFP/EEQAQQP 

NEWGQVTSYLHQGRIKAIQVLE 

YSEARRTMTN A LRK AP\QHTAV 

GFKQTVHKLLI V VELLLG EI PDR 

LQFRQPSLKRSLMPYFLLTQAV 

RTGNVLPRFTQVLDQFGEKFQA 

DGTYTLI 1 RLRHNVIKTGVRMIS 

LSYSRI\SLADIAQKL\QLDSPE\D 

AEFI\VAKAIR\DGVIEASIN\HEK 

AYVQ\SKEMIDIYST\RDPQLAL 

H\QRJ SFCLDIHNMV WSRPM RV 

PSPKSYKQGSWSLQRNGRERR 

NKQDLE\FPKEMA\EDDDDSFPL 

KLGGWGGVRGKWGTRQLCPP 

WGYPLPQGTCPPFSPHTAHML 

AFRGRGWGCWEPATPDLPPGL 

LPSRVTLLVQPGRRVGRQPPRG 

RVLASSVADRRGRJSLCTPFRE 

WGTRTWDVYGLLCFLKLRL 


22030 


52398 


A 


22158 


86 


348 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
vy/ylUtZ 1 / 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


22031 


52399 


A 


22159 


3 


356 


LPLSMDVRAPPAVMAAVDQAL 

KEFGRIDILINCSSSSCGLPFCRX 

AAGNFLCPAGALSFNAFKTVM 

D1DTSGTFNVSRVLYEKFFRDH 

GGVIINJTATLGNRGQALQVHA 

G\SAKAAVD 


22032 


52400 


A 


22160 


3 


255 


GPWSCHAGA*GPGATQVSEDQ 
GLREPHGSRDLCSLG*KH*GAPI 
CAWPMSWDGPPAAHKVRPSVS 
APPVCINTLCYNLASAFS 


22033 


52401 i> 


A 


22161 




360 V - 




22034 


52402 


A 


22162 


240 


1356 


AGNPSGIPGTRVHRGQRGGFAS 

TWSGRGAGSTPLQNSPPRQPHR 

EKEFLRQVLEGGSHTGVFRPSA 

ARLVPNPHSLVSPDLL*LVSRA 

TVPHIFLAARKLAGATGRRCLPL 

SMDVRAPPAVMAAVDQALKEF 

GRJDILINCESVLSEVGGFSQAP 

AAPAVSHSAGAAGNFLCPAGA 

LSFNAFKTVMDIDTSGTFNVSR 

VLYEKFFRDHGGVIVNITATLG 

NRGQALQVHAGSAKAAVDAM 

TRHLAVEWGPQNIRVNSLAPGP 

ISGTEGLRRLDASQGMSWGRG 

EGAGSWGSRGLSLLLPS\GGPQ 

ASLSTKVTASPLQRLGNKTEIA 

HSVLYLASPLASYVTGAVLVA 

DGGAWLTFPNGVKGLPDFASF 


22035 


52403 


B 


22163 


214 


1647 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=Unknown, 
*=Stop codon, /=possib1c nucleotide 
deletion, V=possible nucleotide insertion) 


22036 


52404 


A 


22164 


1765 


1910 


LSHPHSRTPPN RTPRRTRI PQRP 

AVMYSPLCLTQDEFHPFIEALLP 

HVRAFAYTWFNLRARKRKYFK 

KHEICRMSKEEERAVKDELLSE 

KPEVKQKWASRLLAKLRKDIR 

PEYREDFVLTVTGKKPPCCVLS 

NPDQKGKMRRIDCLRQADKV 

WRLDLVMVILFKGIP\LESTDGE 

RLVKSPQCSNPGLCVQPHHIGV 

SVKELDLYL\AYFVHAGRJSSQS 

ESP\SQ\PSDADIKDQPENGTFGA 

SRDSFVT\SGVF\SVT*A*LRVSQ 

TPI\AAG\TGPNFSLSDLESSSYY 

SMSPGAMRRSLPSTSSTSSTK.RL 

KSVEDEMDSPG\EEPFYTGQAR 

SPGKWTVSPSGLSVSWSQGMPS 

PTTLKKSEKSGFQQPLPFHRPPS 

LGNGFHTAFTDLFIYQGPQSKF 

H IATPSILAHFPRHSPFFQQPGPY 

FSHPAIRYHPQETLKEFVQLVCP 

DAGQQAGQPNGSSQGKVHNPF 

LPTPMLPPPPPPPMARPVPLPVP 

DTKPPTTSTEGGAASPTSPTTRS 

/PGRTRPQQPFL/SYGPP*PHFLR 

AGIHHL 


22037 


52405 


A 


22165 


63 


250 




22038 


52406 


A 


22166 


I 


817 


SRLGHPRKDMDDDTKATLISY 

MSLSFRHGYCFSEDPCVHTELG 

IQSGRGGRGDPDPPGN ALE* LA 

HLGP/SSHLGP*AQDGLVDAAG 

RASPLAGTEGAGRFSHLQPI/GP 

RGPPE*GAAGERFPSGVAG/GPR 

G AHG LPC PEQLQLQPPPPS * MP 

KTGSTFVAHFPSPLAQGHSPPG 

GGAGWCSGCSPDRPPLLGVGS 

HGELLNPNSPAYEVGAG/RPAT 

GSSGTRAGPPSPSHSAPGRTPSV 

SLCD/RHQCLRASPTGSIGSLPA 

HWREGLAGPLMD 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 

ACklCAfk 111 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


22039 


52407 


A 


22167 


240 


1790 


TAKNSYLESCPLHMENSIHQWP 

RQPFPPVRRQGADAACGAGSQ 

ALVPSHSDTDGVLPGAEWLGD 

GGPARVP/GAAGGRGPAPTS*A 

GP*LSL*APLCF\SGLSGNGKQL 

LGAAGRSSSHAQMHELHPAQ* 

HE*ATDHTGGQGPP/G*KQQNG 

PP/GPDNDLPAPESTPPTWNEDF 

LPDAIPLAHPVPRQRRPTGPAGP 

PGQTGPPGPAGPPGSKGDRGQT 

GEKGPAGPPGLLGPPGPRGLPG 

EMG RPG P PGPPG PAGNPG PS PN 

SPQGALYSLQPPTDKDNGVTQG 

WPLPSWTQCW/SGVPGPRGPPG 

PPG PPG P RG PPG PPGTPG SQG LA 

GERGTVGPSG/AGGAAAERGPE 

DPGRASPHPGAHDWDPRSPGLP 

RGRFWPGCCPESQPQDEEGWH 

PTRWGPCCPAWARPWTEERG/S 

RPA AG S/RG VSD I SETPG RP I Y PD 

DKSQSAVSVLCARSRLRAQLRP 

GAEQMNDCKGITGTRQDIHAV 

SFASEHNIQNWVSKHLQLSPPV 

TPATQAPLKVRVPQASTLVL 


22040 


52408 


A 


22168 


104 


271 


PSCTNPYGGGRRCDSVVPNQCF 
TKHMQSRLLG*GEKALEGGGG 
RGVKSLVTKRDF 


22041 


52409 


A 


22169 


494 


1074 


KGTTLCQKHWGGGYLHWGVHF 

EMMRLTIN\RSMDPKNMFA1WR 

VPSPFQVPITRKS VG H RM\GGG K\ 

GAI*HYLTP\VKAGRLV\VEMG 

GRCEFARSAKVSLTQVALRSCP 

FASKRL*ACGTPREGCEQDQEE 

RERQQPRTPWTI*AE*PTAQHG 

WA YG K V PEPHMTLTPQG EI LG 

ARFYMPKTCVVSVGDILYIGY 


22042 


52410 


A 


22170 


61 


329 


NQRSGKKSQPW*ST1TPPSLIWL 
SNSSTTLSSSKMGQSYSSS*PSY 
NCSVSRMFGSNMVPAATASGA 
SLTCPLLWLSMTHFRRKVGGW 
A 


22043 


52411 


A 


22171 


21 


444 


STAQSISRSDLHYFLALLVYYW 

AADARFLPGRJPWLIHKELEKS 

HTEYCLVGSSQYTPLVQVFRSN 

TLVSVLSTKTI*NQRSGKKSQP 

W'STITPPSLIWLSNSSTTLSSSK 

MGQSYSSS*PSYNCSSRAKSPTL 

TVFQS 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

Oy/540»217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


22044 


52412 


A 


22172 


163 


1056 


LEKSDHRISWSPGKTAVSPKSMP 

ERWHR*WAQ1LKD\MGJT\EYEP 

R\V1N\QMLERAF\RYVTTIL\DD 

AKIYSSHAK\KATVD\ADDVPIG 

QSRC\RAGSSLFTSPPPKRF/LLL 

RYLARQKKSNPFCPLIKPYXSGP 

RLPPDRYOLTAPNNYRLKSFTE 

KGHSTSAGKELTVP\RLSVGFRL 

LSRTKVLPTLGAHPTPQYTMSVF 

NLK*GTPHVPSPGQRFTSTRCPT 

S\QS\PA VKSFQFPGNLSQFQNV 

L\INPIH*IGSQKHSYYPLNMMS 

S\QNTA\NESSNALKRKREDDD 

DG\DDDDDDYDNL 


22045 


52413 


A 


22173 


215 


344 




22046 


52414 


A 


22174 


302 


1330 


ACEQKRGGEGGNKNRERRKGE 

KAGRRQGTRQPCSRCMRRTKQ 

VEKNDDDQKIEQDGIKPEDKA 

HKAATKIQASFRGHITRKKLKG 

EKKDDVQA\AEAEA\NKKDEAP 

/VFADGVEKKGEG\TTTARSSPQ 

PL A PKP\DEPG KAG ETS\SEEKM 

GEG *LL ATEQGSPPRLL AS\SEE 

KAGSAETESATKASTDNSPSSK 

AEDAPAKXEEPKQADVPA/AFG 

VFPNPLGALLLAATTPAAEDAA 

A KATAQPPTETGESSQ A EEN I E 

AVDEYTKPKESARQDEGKEEEP 

EA\DQEHAWNSGEMGFPHPHPP 

GCLACLSLPSSQLHSEVPSCPAH 

VCESVLSHPLALFLSVWANI 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 

All /— A £\ -h ■ ^ 

0W^40,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


22047 


52415 


A 


22175 


2 


1577 


HGFRLPHPQPALRRLLDQRRPK 

TEDRCGHWDQILDLS11KHLFS 

MSFIPVAEDSDFPIKNLPYGVFS 

TRGDPRPRJGVAIGDQILDLSI1K 

HLFTGPVLSKHQDVFNQPTLNS 

FMS\LGHAAWKEARVFLQNLL/ 

SL* SQA RLRDDTELRKC AFI SQA 

SATMHLPATIGDYTDFYSSRQH 

ATNVG1MFRDKENALMPNWLH 

LPVGWHGRASSVVVSGTPIRRP 

MGQMRPDDSKPPVYGACKLL'D 

MELEMAFFVGPGNRLGEPIPISK 

AHEHIFGMVLMNDWSARDIQK 

WEYVPLGPFLGEEFWGPLSLP 

WGGCPWDAL\MPF\AVPNPKAV 

PQAPCRYLCHDEPYTFDITMLSV 

N\LKG\EGM\SQAATMCKVQILK 

YMYWTAMLQQAHSPTLSNGQN 

LRPGGPPGLSGTHQAGPEP/EKN 

FGSMVE\LSWKGTKP1\DLG\NG 

QTVRKFLLD\GDEVIITAMATRD 

FKWYC\QGDG\YR1GFGQ\CAGK 

VLPALLPIMRFSLLFWKQRAQS 

TPFQPCDWGSSPRAVGLVPPFQ 


22048 


52416 


A 


22176 


3 


623 


DSRNSSILPRRGALLKVNQELA 

GYTGGDVSFIKEDFELQLNKQL 

IFDSVFSASFWGGMLVPIGDKP 

SS1ADRFYLGGPTSIRGFSMHSI 

GPQSEGDYLGGEAYWAGGLHL 

YTPLPFRPGQGGFGELFRTHFFL 

NAGNLCNLNYGEGPKAHYIVK 

LAECIRWSYGAGIV\LRLGNIAR 

LVELNYCVPMGVQTGDRICDGV 

QFGAG1RFL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
'-Stop codon, /^possible nucleotide 
deletion, \ s possible nucleotide insertion) 


22049 


52417 


A 


22177 


352 


2397 


GPMSEGIASQGARRRRG1MGLR 

GLWASRADGRRGETEPEAKOEI 

LENKDVSFLLKVLIELLVETFTS 

IHH*GDDVFKAKNLIEVGVVST 

WCAFPVSSEELVNVPM*NIDTC 

QGTYCGVVSL*FPFCPSEKSCFY 

GQNNTMVGNNEGSMVCYRLF 

TFLY WNLELGTFTL* LHSKETS 

YGLSFFKPRPGNFERK*EAQQII 

EYTGLIEKLK*VAYL*KSAEYS 

VS\AFQSFPLGLGENRVAFSL1P 

KGSYLIQ*VSNGCWHLHCQPLL 

WGSYHRJLAELRVLIESTWPFE 

G *LCNGTSQA FSCGPCTPSRSSA 

RHGHSVCGQLLVADVPGVKG 

MLGENNHLFLKY*SMNG* FA/L 

YFPLDLFSCFL* ESFPLTA PSL EG 

SRLTLETMYLLCQGGFGELFRT 

HFFLNAGNLCNLNYGKTCAIQE 

TIVVQLFSCLKAQYTKIRLGNIA 

RLELNYCVPMGVQTGDRYVLG 

IIFHNHIPLSSNFILFWTWFASGD 

TAGAARLLRLPTDDRAFRDGG 

GCSHNRQLPFPSTPLLFSTQSPS 

WKGCSHAGCMHVCLGAQLPG 

LGAQLGHGSESQVERLLACGG 

RWGARRQGCCWHDLPKAPHA 

GCFLAGEKKVGDDQEPCTKTA 

AVREGESVGCTAEGGCLGLSG 

GCQGWLAPGLVELRSAAARQE 

GSRRRRKRRRHLLRVHPQKVV 


22050 


52418 


A 


22178 


1 


1017 




22051 


52419 


A 


22179 


1 


435 




22052 


52420 


A 


22180 


1 


1353 




22053 


52421 


A 


22181 


1 


834 




22054 


52422 


A 


22182 


2 


2675 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
locution of First 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


22055 


52423 


A 


22183 

-V-'- : , 


72 


1339 


AMRGANAWAPLCLLLAAATQ 

LSRQQSPER? VFTCGG 1 LTG ESG 

FIGSEGFPGVWVPPESKCTWKIT 

VPEGKVVVLNFRFIDLESDNLC 

RYDFVDVYNGHANGQRIGRFC 

GTFRPGALVSSGNKMMVQMIS 

DANTAGNGFM A M FS A AEPN ER 

GDQYCGGLLDRPSGSFKTPN\W 

PDR\DYPAGVTCVWH1VAPKNQ 

LIELKFEKFDVERDNYCRYDYV 

AVFNGGEVNDARRJGKYCGD'S 

PPAPI VSERN ELLIQFLSDLSLTA 

DGFIGHYIFRPKKL\PTT\TEQPV\ 

TTTFPVTTGLICPTV A LCQQKCR 

RTGTLEGN YCSSDFWLAGT V IT 

TITRDGSLHATVSIINIYKEGNL 

AIQQAGKNMSARLTVVCKQCP 

LLR\RGLNYIIMGPSRVKDGAR 

QNSWPNSFIMMFQTVRNQKLLG 

CP*KISQC 


22056 


52424 


A 


22184 


49 


170 


HTVGDGRLLRRP*REFGASFL* 
CFLEARFGLKNWGHCWRJH 


22057 


52425 


B 


22185 


597 


651 




22058 


52426 


A 


22186 


1 


791 




22059 


52427 


A 


22187 


2 


943 


TGACAEPRVGLLFRLKGRCRG 

GRNMELGSCLAYGFREAAEEEG 

EPEVKXRRLLCVEFASVASCDA 

AVXAQCFLAENDWEMERALNS 

YFEPPAEESULERRPETISEPKT 

YVDLTNEETTDSTTSKISPSEDT 

QQENG\SMFSL\ITWEYLMGL\D 

LKQS VQRRA RG VCS YLAL* VLS 

LLFNSNVSYVYTERMNQLKMV 

LKKMQEAPESATV I F AGDTNLR 

DREVSDKVSLMFEDRLLLWRLI 

•VPFCQYTWDTQMNSNLGITA 

ACKLRFDRIFFRAAAEEGHIIPR 

SLDLLGLEKLDCGRFPSDHWGL 

LCNLDIIL 


22060 


52428 


A 


22188 


277 


534 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
bod 


SEQ ID NO: 
inUSSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 

oi pepuue sccjucncL 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possiblt nucleotide 

ilplpliAn Vsfwtccihl? nurlpAtinV iiMprtinnl 


22061 


52429 


A 


22189 


29 


1305 


VGVVLRVECPLCPGPAPMSVPA 

FIDI\SEEDQAAELRAYLKSKGA\ 

EISEENSEGGLHVDLAQIIEACD 

VCLKEDDKDWESVMNSVG IPY 

SWIL\EPDKQ\EAFDLKALCEKA 

GSKFPRR*TAPSLETCSFLSNLF 

H\GMG*GILPVKIHSV1CSLMKV\ 

AASCG\AIQYHPQLEPGIKFRX 

WDFLNWN\LTTGKKSTPLLKTT 

FMKALVE\CKKSDAASKGM\VE 

LLGSYP\EGNASQ\ARVDAHR\C 

1 V\RALKDPN\AFLFD\HLLT\LKP 

VKFFGKASLFHCSFLTKFWSA* 

MGHHMSRFYPD*LRTFH*IPLG 

P VTMDPG I WPKMRLLF/TFMGN 

GQ*KNKEISF*PQCQQEPSRLGA 

D\DVESHLV1DA\VRN*KWVYC 

QNWSRPRRKVVVSHSTHR\TFG 

K\QQWQTTVLTHLNAW\KQNL 

NKWKNSLLSLF 


22062 


52430 


A 


22190 


194 


413 




22063 


52431 


A 


22191 


3 


160 


EVKFQWVLSLG*SFSLPKSSFQ 

RCGAGGAVHWSTALFLLGAAS 

ASSYHQRPG 


22064 


52432 


A 


22192 


268 


473 




22065 


52433 


C 


22193 


93 


500 




22066 


52434 


A 


22194 


2 


398 


FFLRRSLALSPRPDCGLQWRN L 
GSLQAPLPGFTPFSCLSLPSSWD 
YRRPPPRPANFL YF* * RRGFTLL 
ARMVSIS*PHDPPASASQSAGIT 
G VSH RARPETYNFCSFHISSLPV 
EPEARKMTKNSDIGEIW 


22067 


52435 


A 


22195 


972 


2180 


PRHCCASASSAPAPSRPASSSSP 
PAACP W* GSLLG PA ATPAT WR 
R 


22068 


52436 


A 1 


22196 


2271 


3074 


RDPSTPTVVRSLGVPLLSRRRFK 

MAPSVAATKLAERNETMVQTC 

WTETQSSSDGSTPRRVRISLAL 

WRPSLFFSMADTSLVLNFPRVS 

SSGV1RPSNKRPSLAILTR1SRTS 

SPKYMPLT1FSNSCFPGLRDPRSI 

SLSNSVRMSSNDPSSPKAPHS/G 

IDTHPPLVSFHQINVPQFLHVAS 

IGASADDQADFTVLVVIATGHH 

GAHCVIHHSYDVGI1VPSLFDGF 

VKQFDH ICSFHSARFKSLCPGD 

QDGLIYFGLLARKRKRESHR 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


22069 


52437 


A 


22197 


1956 


2747 


FAFSPK*HSCLRCPCI*FSSGLLH 

EVL*LLPLCWP*THGWDPGSRE 

ANKSPKLHAIRCVWVLEEENL 

WLSSNSQSLQTVKN*ESHJN*SC 

RSNL1/HH*FWNQVK*K*LLNIS 

GNCFFFLRWSL/DSVAQAGVY 

WRDLGSLQPPPPGFKRFSCLSLP 

SSWDYWHLPPCLAKFCIFSRDG 

/GFTIWARLVLNS*SCDLPASGS 

QSAGITG VSHHTWVLQVTYFLK 

EM RSC YF'SQVG WPQTPGLKQG 

SHLKLLSSWDYRHMSPHLAISG 


22070 


52438 


C 


22198 


85 


228 




22071 


52439 


A 


22199 


2 


434 




22072 


52440 


A 


22200 


1 


1356 




22073 


52441 


A 


22201 


146 


1909 


1LHSLE1SALLSLMMLTIGDVIK 

QLIEAHEQGKDIDLNKVKTKTA 

AKYGLSAQPRLVDIIAVSVPPQY 

RK V LM PKLKAEPIKVT A\SG I V V 

VAVMCKPHRCPHISFTGNICVY 

CP/GVGPDSDFEYSTQSYTG\YE 

PTSMRS/1 FRARYDPFLQTKDRJ 

EQ*RQLGHSVDKVEFIVMGGTF 

MALPEEYRDYFIRNLHDALSGH 

TSNNIYEAVKYSERSLTKCIGITI 

ETRPDYCMKRHLSDMLTYGCT 

RLEIGVQSVYEDVARDTNRGH 

TVKAVCESFHLAKDSGFKVVA 

HMMPDLPNVGLERDIEQ\FTEFF 

ENPAFVRPDGLKMYPTLVIRGTG 

LYELWKS\GRYKSYFS**PGLN 

WVARFLALVPPWTRVYRVQRD 

IPMPLVSSGVEHGNLRELALAR 

NEDLRIQCRDVRTREVGIQEIH 

HKVRPYQVELVRRDYVANGG 

WETFLSYEDPDQDIL\IGLLR\LR 

KCSEETFRFELGGGVSIVRELH 

VYGSVVPVSSRDPTKFQHQGFG 

MLL\MEEAERIS*RRNMGLGKI 

AV1SGVGTR\NYY\GKIGYRLPR 

PRTMVKMLE1MGHTQSHSFCSI 

LP WHEH RRI RI SLNTQQRGL 


22074 


52442 


A 


22202 


1 


457 




22075 


52443 


A 


22203 


2 


297 


CVMYRDYPLELFMAQCY/GNIS 
DLGKGRQMPVHYG/CKERHFV 
TISSPLATQ/IPQAARGPGYGIM/ 
SIRVDGNDVFAVYNATK/EARR 
RAVAENQPFLIEARPT 
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SEQID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \= possible nucleotide insertion) 


22076 


52444 


A 


22204 


*> 
J 


1446 


DWLLAKMAEAIAAARWWRJLN 

RGLSHAALLLLRQLGGSGD*AR 

SHPPRQQQQCSALDDKP\QFPG 

ASAGVIDKLEFIQ\PNVISGIPIYR 

VM\DPQGQIHQPQARDPHLAEG 

ERWLKL\YKSVMTLL*HPWDR!L 

* * V FSG QG RILLLT* TN Y WLRR 

GTHVG\SARRLGQTRTLVFGQY 

RE\AGVLMYRDYPLELFMAQC 

YGN I S DLG KG RQM P VN YG\CKE 












- 


RHFVTISSPIAATQDPSGRWGAA 

YAATGGANANRVR/VICYFRAR 

GAAS*GGDAHA\GF\NFRCrfNL 

SCPIIFFCRNNGYAISTPTSEQYR 

GDGIAARGPG\YG1MSIRVDGN 

DVFAVYMATKEARRRAVAENQ 

PFSHQAHDSRVQAPSP\SDAS*T 

YRSVDEVNWWENKGPPILPGF 

GHYLFSQ\GWWDEEQQKAWR 

KQSRRKDPGPVQPSWMEAFEQ 

AERK\PKPNP\NLL\FSDVYQNM 

PAPVRQPPES\LARHFKTYGNH 

YPWDHFDK 


22077 


52445 


A 


22205 


2 


292 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ll> NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X-IJnknown, 


NO: 


or peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /-possible nucleotide 




sequence 




Aa/C/t A 111 


codon for peptide 


of peptide sequence 


deletion, V=possible nucleotide insertion) 










sequence 






22078 


52446 


A 


22206 


1 


1894 


QSLADLLQSQPSITLTSQIWPSP 

A*GFWSWGNLSVTTPSK\PATP 

TRTIAATPIQTLPQSQTAPKRJD 

TPSLEEPSDLEELEQFA KTFKQR 

RIILGFTAQGDAGLAMVKLYGN 

DFSPTTIFRFEALNLSFKNMCKL 

KPLLEKWLNDAENLSSDSSLSS 

PSALNSPGIEGLSRRRKKRTSIE 

TN1RVALEKSFLENQKPTSEEIT 

MIADQLNMEKEV1RVWFCNRR 














QKEKRINPPSSGGTSSSPIKAIFP 

SPTSLVATTPSLVTSSAATTLTV 

SPVLPLTSAAVTNLSVTASTSEA 

SSASETSTTQTTSTPLSSPLGTSQ 

VMVTASGLQTAAAAALQGAA 

QLPANASLAAMAAAAGLNPSL 

MAPSQFAAGGALLSLNPGTLSG 

ALSPALMSNSTLATIQALASGG 

SLPITSLDATGNLVFANAGGAP 

N 1 VTAPLFLNPQNLSLLTSNPPG 

GFTIEISNNNSTMVMTGMRJQIG 

TQAIERAPSYIEIFGRTMQLNLS 

RSRWFDFPFTREEALQADKKLN 

LFTVRKFQNIRHTLFKCENKNT 

FQQCLLLEQDSSCGTGFCSMTT 

YPVMLLSSEQPVQSLSVRQCVI 

LLDAAAVISGGMGAVCLLLTH 

LCPLCYAGLLSEITDPESFVKDL 

LYSVP 
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SEQID 

NO: 


SEQ !D NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 

rnrinn for nrnfitfe 

sequence 


Nucleotide location of last 
codon for last amino acid 
of nenlide crnnpnfr 


Amino acid sequence ( XHJnknown, 
*=Stop codon, /= possible nucleotide 

rfplr finn V^mtwiHIc ntirlpnlltl^ inc^rtinnt 

HVH| t^|7W;i;»l Ut* IIUIKVIIUC IIJjCI Ill/Ill 


22079 


52447 


A 


22207 


1 

\ 


2417 


MRVRTSSLPSTMLRVQNYARA 

KAGPEYAFVDSTECSPQWMVS 

PLKRGTQTNGLDFQKQPVPVG 

GAISTAQAQAFLGHLHQVQLA 

GTSLQAAAQSLNVQSKSNEESG 

DSQQPSQPSQQPSVQAAIPQTQ 

LMLAGGQITGLTLTPAQQQLLL 

QQAQAQAQLLAAAVQQHSAS 

QQHSAAGATISASAATPMTQIP 

LSQPIQIAQDLQQLQQLQQQNL 

NLQQFVLVHPTTNLQPA\QFIIS 

QTPQGQQGLLQAVQNLLTQLPR 

QSQANLLQSQPRIXTLTSQPATP 

TCTIAATPIQTLPQSQSTPKRIDT 

PSLEEP\SDLEELEQFAKTFKQR 

RJKLGFTQGDVGLAMGKLYGN 

DFSQTTI SRFE A L1M L SFKN M CK 

LKPLLEKWLNDAENLSSDSSLS 

SPSALNSPGIEGLSRRRKKRTSI 

EA\N1RVALEKSFLEN\QKPTSEE 

ITMIADQLNMEKGVIRVWFCN 

RRQKEKRINPPSSGGVTSSSPIKA 

IFPSPTSLVATTPSPVTSSATTTL 

TVSPVLPLTSAAVTNLSVTGTS 

DTTSNNTATV1STAPPASSAVTS 

PSLSPSPSASASTSEASSASEXTS 

TTQ\TTSTPLSSPLGTSQVMVTA 

SGLQTA/AQLLPFKGAAQLPAN\ 

ASLAXAMAAAAGLNPSLMAPS 

QFAAGGALLSLNPGTLSGALSP 

ALMSK\STLA\TIQTLASGGSLS 

K*TSLECKLGTLV1CPMR£EPPD 


22080 


52448 


A 


22208 


3 


114 




22081 


52449 


A 


22209 


1 


505 


NLGVDLLPGYQDPYSGRTLTK 

GEVGCFLSHYSIWEEVVARGLA 

RVLVFEDDVRFESNFRGRLERL 

MEDVEAEKLSWXYSYWTLAYA 

LRL AG ARKLLASQPLRRM LP V 

DEFLPIMFDQHPNEQYKAHFWP 

RDLVAFSAQPLLAAPTHYAGD 

AEWLSDTETSSPWDDDSGR 


22082 


52450 


A 


22210 


3 


626 


RAARAAPLLHLLLLLGPWLEA 

AGVAESPLPAEVLAILARNAEH 

SLPHYLGALERLDYPRARMAL 

WCATDHNVDNTTEMLQEWLA 

AEGDDYAAVVWRPEGEPRFYP 

DEEGPKHWTKERHQFLMELKQ 

E A LTF A RN WG A D Yl/LG A TLG L 

WQDHSVNSLGGCSPGRAGACD 

VPSSKFADTDNILWNQTLRJLL 

MGQGLPVVAPMLDSQTNV 
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SEQID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide locution of last 


Amino acid sequence ( X=Unknown, 


NO: 


or peptide 


hod 


in USSN 


location or first 


codon for last amino acid 


*=Slop codon, /^possible nucleotide 




sequence 




09/540,2 1 7 


codon for peptide 
sequence 


of peptide sequence 


deletion, \= possible nucleotide insertion) 


22083 


52451 


A 


22211 


1 


2004 


MRAARAAPLLQLLLLLGPWLE 

AAGVAESPLPAVVLAILARNAE 

HSLPHYLGALERLDYPRARMA 

LCLQGPAQPQWDLWLAGFEEE 

QTGTSEVHWGPTWQGSTTLEA 

SGHRCATDHNVDNTTEMLQE 

WLAAVGDDYAAAVWRPEGEP 

RFYPDEEGPKHWTKERHQFLM 

ELKQEALTFARNWGADYILFA 

DTDNILTNNQTLRLLMGQGLPE 














VAPMLDSQTYYSNFWCGITPQ 

GYYRRTAEYFPTKNRQRRGCL 

RVPMVHSTFLASLRXAEGADQL 

AFYPPHPNYTWPFDDIIVFAYA 

CQAAGVSVHVCNEHRYGYMN 

VPVKSHQG\LEDERVNF1H\LILE 

ALVDGPRMQASAHVTRPS\KRP 

SK1GF\DEVFV1SLG\RRPDRRER 

MLASLWEMEISGRVVDAVDG 

WMLQQQVPFRNLRP*DLLPGL/ 

YKDPYFGPHS*PRAEVGLLSSD 

HYS1W\EEVVSQGAWPR\VLVV 

*RNDVAPLRTNFQGGGLERL\M 

E\DVEGKRNLSWEKPPFRILPLG 

R\KQVEPLRRET\AVEGLPG\LV 

VAG*LPNW\TLA\YALRLAGGP 

ASLLALQPFAPHCCPVERJSLP1 

HCFDQ\HPNEASTKAHFWPRD\ 

LVAFSAQ\PLLAAPTHYAG\DAE 

W1LLSRRHHSPWDDDSGRLISW 

SGSQKTLRSPRLDLTGSSGHSL 


22084 


52452 


A 


22212 


1 


468 


ELSHN A KAKVM VASHNEDT/V 

LFALRRMEELGLHPADHQVYF 

GQLLGMCDQI\SFPLGQAGYPIL 

TQIHLFSPHTCRAAGGEVRCLP 

ALPRVWALRCGPNLIPAWDSH 

WKLLGTLLELCAQGPHLCDPH 

VLGPRGLSTFCQGQPTQPEPLG 

EQWPGWG 


22085 


52453 


A 


22213 


1 


1893 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence (X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion. Woouihle nucleotide incerf !nn\ 


22086 


52454 


A 


22214 


390 


2005 


IN RD V ETACT Y 1 L RNTED VM LE 

FVMREWKJCSRKLLGQRLFNKL 

MKMTFYGHFVAGEDQESIQPL 

LRHYRAFGVSAILDYGVEEDLS 

PEEAEHKEMESCSSAAERDGSG 

TN KRDKQ YQ A H R A FG DRRN G 

V1SARTYFYANEAKCDSHMETF 

LRCIEASGRVSDDGFIAIKLTAL 

GRPQFLLQFSEVLAKWRCFFHQ 

MAVEQGQAGLAAMDTKLEVA 

VLQESVAKLGIASRAEIEDWFT 

AETLGVSGTMDLLDWSSLIDSR 

TKLSKHF/V*VPNAQTGQLEPLL 

SRFTEEEELQMTRMLQRMDVL 

AKKATEMGVRLMVDAEQTYF 

QPAISRLTLEMQRKFNVEKPLIF 

NTYQCYLKDAHDNVVTLDWDL 

SPREGWCFGAKPVRGAYLAQE 

RACAAE1GYEDPINPMYEATNT 

MYHRCLDYVLEELKHNAKAK 

VMVASHNEDTVRFALRRMEEL 

GLHPADHQVYFGQLLGMCDQ1 

SFPLG\QAGYPVYKYVPYGPVM 

EVLPYLS\RRALE\NSSLMKGTH 

\RER\QLLWLELLRRJLRTGNLFH 


22087 


52455 


A 


22215 


3 


303 




22088 


52456 


A 


22216 


798 


2250 


V PR A PQGML * G PRKD AGTPER 

RAGPPGGRGTADGGGCGALAG 

SGS/DDPRLCIWTFLVTDQLLLP 

TG PG RPRGS V A A A ATG PG VGA 

LRAPARAQPRGAVDGRPLLPQ 

VLPHRRLEVSLGKSPKECVLW/ 

RHLLSESEKRPFVEEAERLRVQ 

H KKDHPD YK YQPRRRKS AKAG 

HSDSDSGAELGPHPGGGAVYK 

A E AG LG DG H H HG DHTG QTHGP 

PTPLTTPKTELQQAGAKPELKL 

EGRRPVDSGRQNIDFSNVDISEL 

SSEVMGTMDAFDVHEFDQYLP 

LGGPAPPEPGQAYGGAYFHAG 

ASPVWAHKSAPSASASPTETGP 

PRPHIKTEQPSPGHYGDQPRGSP 

DYGSCSGQSSATPAAPAGPFAG 

SQGDYGDLQASSYYGAYPGYA 

PGLYQYPCFHSPRRPYASPLLN 

GLALPPAHSPTSHWDQPRRNGS 

TAQGPKEGVAGALQGAVRSKA 

GLGAEKPLHSRPHSLDNGCTGC 

PGSGVSVRRLG 
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si:q id 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide locution of Inst 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in (ISSN 


location of first 


codon for Inst amino acid 


*=Stop codon, /= possible nucleotide 




sequence 




AQ/CJO -J I 7 

vy/y*VtA i / 


codon for peptide 
sequence 


of peptide sequence 


deletion, \— possible nucleotide insertion) 


22089 


52457 


A 


22217 


299 


1631 


LLEPHCGGKCFKRHWFPCSCEA 

SC\PSAAPQRW*HTG/SPEVPAA 

PGAQGREPSM/RDGEGAVRGGS 

CMEAGPMGLQCVDKKHQGVH 

N/RG E A R VFLQSQ VG AI LPRP W 

PNPAPSEP/VQSPLASSTGP*VFP 

SRPGQQASGPA/RRHPGAEPGQ 

RGDAVQLLPRPQTSPHGPQDA 

ALSSAPHPWRQL/MASPGLQEA 

PLHPFCGHRSPCPVPWQLSPTD 














PIQSRPPARGWAPANQGRPSHP 

RCRGGGGAFCGHGF/SYTQPLT 

FRLASMVLSIHPKPPKETLRFRP 

NMVVAAEPGVPAMSQRRPRGC 

TRFSHTDKAPLDTCTDMNAYT 

CARRHSSTYSDHITLQGAFACT 

HTWAQSCTCQPPPTPAAKCLDR 

GQSSGMLHAGCVGWGGGTHV 

RVDLSSQLMRRVRPHLCMLRC 

WSSCHRASVSCTHPSLHTTGPV 

LISARTGADHTWYTAGTY 


22090 


52458 


A 


22218 


383 


762 


RHQGNQKRKELSLK/CQKSRQE 

SPRAEENPKWREGKKETSESSV 

QKAGRAAAAQAGAAASRVPG 

LSGSNLAPCNKGRLSAREDVSN 

SKLKILSSGRKHTEHV1MLKAW 

GLGRQSLRCRLFDLIPSHKV 


22091 


52459 


A 


22219 


325 


945 


QPSPLAPKADLS AREG RFQLK V 

RCRLQQYQQQR\RKF\AAAFLA 

FHFSLLGSCGILAEAGVKKEKPE 

KKWKKSDCGR1GSWSVCVAPP 

SG DCG LG HHG RATRT*\AEC KQ 

\TMKTQRC K 1 PCN WEG RQFG RG 

SAKLPSFQAWGECDLDTVALKTV 

KTGSLKRALHKSPNAQKTVT1S/ 

KSPCGKLTKPQNLQAES\KKKK 

K EG K KPEGRLRD 
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SEQ ll> 


SEQ ID NO: 


Mel 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


22092 


52460 


A 


22220 


1 


1908 


MKYIQDFQREKQEFERNLARFR 

EDHPDLIQNAKKSDIPEKPKTPQ 

QL WYTH E KK V Y LK VRPD ATTK 

EVKDSLGKQWSQLSDKKRLK 

W1HKALEQRKEYEEIMRDYIQK 

HPELNISEEGITKSTLTKAERQL 

KDKFDG RPTKPPPN S YSL YCAE 

LM ANM K D VPSTERM VLCSQQ 

WKLLSQKJEKDAYHKKCDQKK 

KDYEVELLRFLESLPEEEQQRV 














LGEEKMLNINKKQATSPASKKP 

AQEGGKGGSEKPKRPVSAMFIF 

SEEKRRQLQEERPELSESELTRL 

LARMWNDLSEKKKAKYKARE 

AALKAQSERKPGGEREERGKLP 

ESPKRAEEIWQQSV1GDYLARF 

KNDRVKALKAMEMTWNNME 

KKEKLMWIKKAAEDQKRYERE 

LSEMRA PPA ATNSSKKM KFQG 

EPKKPPMNGYQKFSQELLSNGE 

LNHLPLKERM VEIG SRWQRI SQ 

SQKEHYKKLAEEQQKQYKVHL 

DLWVKSLSPQDRAAYKEYISN 

KRKSMTKLRGPNPKSSRTTLQS 

KSESEEDDEEDEDDEDEDEEEE 

DDENGDSSEDGGDSSESSSEDE 

SEDGD/EGGADRAQWEGRGVL 

PGGPPGDSTSFLTPQNEEDDED 

EDDDEDDDEDEDNESEGSSSSS 

SSSGDSSDSDSN 


22093 


52461 


A 


22221 


129 


2365 




22094 


52462 


A 


22222 


5 


2730 


PSLRFAISGFVWRLAAPASAAA 

ELRLDCSARRAPRCPRPALPSTR 

SAEGAVLCAFRREEQQAAATA 

AAAAAAATAAAAAAPAPPPRP 

EEEPLPPREGAAAVPGRAGEGA 

ATQSQGGSRWSGKPGGRAAPA 

RPRRWLDSWRMNGEADCPTDL 

EMAAPKGQDRWSQEDMLTLLE 

CMKNNLPSNDSSKFKTTESHM 

DWEKVAFKDFSGDMCKLKWV 

EISNEVRKFRTLTELILDAQ\*HF 

KNPYKGUCKLKKHPDFPK 


22095 


52463 


A 


22223 


1 


446 


RPSPPTSSM/PGLWGYSRPCSSG 
VPASALQA*SPAFSPASQRPPTT 
SWWEVP*EEGRA\PVWEGRJRA 
VGPAPAS*PSDLPAWSCRSWRE 
TRGVSPAEDAMLLRAVEPLEGC 
QRPLLDSEPP/SPARTSAPAASA 
SPPAPGG PPCLARPLPR 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SLQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


22096 


52464 


A 


22224 


582 


1175 


THTHVPAGTHPHTQTTSHSHLI 

GRALTVPESPKCPCLLPSAC*PR 

PGRAQPAGPAWSKKEASNPGS 

E/PPQHSL*RRMAPPE\PVPARA 

VHTCRCLSSAPPGARLPLDPER 

RAPQSPRSPPPSAQPPPPPPPPPP 

PPPGRRGPSQQSWRPSPPPPRTR 

SRSPRRSRVRGPRAPALAAPPPP 

GARPGPCAAACGSPTGCS 


22097 


52465 


A 


22225 


609 


5241 


GPQTTWCGRPTMCQHCGPAVS 

SWKQPSHDPCCRGGENRRQPG 

TPARATQGRLRRRPEGARVPSA 

RRGRPRARWRDKERNNTCVA 

ML*QVTNSTAN\APQNMPEVDS 

IMAELKVEAPASVDWQKRCLT 

LETQLFRFRLQASKIRELLADK 

GHGTYISPFSLAKQMQELEQRL 

LEAEQRAENAETQVGVMEEKV 

KLSNLKNVDSEGSLHRKYQELL 

K A 1 KG KDEL1SQLE AQLEKQKQ 

M R A EE A KTVQEKAA KI KE W 


22098 


52466 


A 


22226 


2 


205 




22099 


52467 


A 


22227 


1 


6186 




22100 


52468 


A 


22228 


96 


1584 


DLGSGITASPPRPEPEHPVFPPA 

PHTPSKMGKEKTHINIVVMGHV 

\DSGKSTTTGHLIYKCGGIDKRT 

IEKFEKEAAEMGKGSFKYAWV 

LDKLKAEREPG\ITIDISLW\KFE\ 

TTKYYITIIDVAPGHRDFIKNMIT 

G\TSQADCAVLIVAAGVGEFEA 

G1SKNGQTREHALLAYTLGVK 

QLIVGVNKMDSTEPAYSEKRY 

DEIVKEVSAYIKKIGYNPATVPF 

VPISGWHGANMLEPSPNMPWF 

KGWKVERKEGNASGVSLLEA\ 

LDTILPPTRPTDKPLRLPLQDW 

YKI\GGIGTVPVGRVETGILRPG 

MVVTFAPVNITTEVKSVEMHH 

EALSEALPGDNVGFNVKNVSV 

KDIRRGNVCGDSKSDPPQEAAQ 

FTSQVIILNHPGQISAGYSPVIDC 

HTAHIACKFAELKEKIDRRSTK 

KLEDNPKSLKSGDAAIVEMVPG 

KPMCVESFS\Q*PVIG/RTPVRD 

MRQTAAWGVIKMVQKKSVGA 

GKVTKSAQKAQKAGK 


22101 


52469 


A 


22229 


1 


1023 




22102 


52470 


A 


22230 


1 


396 




22103 


52471 


A 


22231 


2 


1259 




22104 


52472 


A 


22232 


1 


2514 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \~possible nucleotide insertion) 


22105 


52473 


A 


22233 


3 


2027 


EESDCLTEYEEDAGPDCSRDEG 

GSPEGASPSTASEMDVSLHFVL 

WGCLHVYQRMIDKAEDVCLFV 

AQPGELVGQLAVLTGEPLIFTL 

RAQRDCTFLRISKSDFYEYDSP 

KLECGWHSEDPNPWTSPSTGL 

NPLFLELCRHMVFQRLGQGDY 

VFRPGQPDASI Y V VQDG LLELC 

LPGPDGKECVVKEVVPGDSVN 

SLLSILDVITGHQHPQRTVSARA 

ARDSTVLRLPVEAFSAVFTKSA 

RT1TGCVWRYVRASASYCPYLP 

PLCDPKDG H LL VDGC Y VNN VP 

GSLWRYVRASMTXRRATCPRCA 

TPRTGTYSWMAATSTICQASGR 

PHHPHTQAPPAPHTRTRRTSPA 

AWVPKRSSPLTWGARMRRTSA 

PTGTACPAGGCCGSG*IPGLTR* 

RFQTWLKSSPAWPTCPVCGS*R 

LSSPAPTASTCARPSTASRPWTL 

GSSTRS1LRTTRRMSTAVTTTAT 

PAP1ITPST*GTNGTGCAPQIRPA 

EPSPGARTSWNPSLSATFAPEEF 

VASP*LDVPICRMGQCCSLPGG 

ATLP*GPCGPQCMPGNVVPPER 

TAARYRQTTAYQTPACPTPPRG 

QRPT/CVPTVSSLQAGLQGGPRS 

DFDMAYERGRISVSLQEEASGG 

SLAAPAREPREQPAGACEYSYC 

EDESATGGCPFGPYQGRQTSSIF 

EAAKQELAKLMRIE 
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SEQIO 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


22106 


52474 

* * f. -*■ *■ * • 


A 


22234 


281 


1832 


NDSGLPDRPSSWNQPMEAPLQ 

TGMVLGVMIGAGVAVVVTAV 

LI LL V VRRLR VPKTPAPDG PR Y 

RFRKRDKVLFYGRKIMRKVSQS 

TSSLVDTSVSATSRPRMRKKLK 

MLNIAKKILRIQKETPTLQRKEP 

PPAVLEADLTEGDLANSHLPSE 

VLYMLKNVRVLGVHFEKPLFLE 

LCRHMVFQRLG/QGDYVFRPG 

QPDASIYVVQDGLLELCLPGPD 

GKECVvKEVVPGDSinsiSLLSIL 

DVITGHQHPQRTVSARAARDST 

VLRLPVEAFSAVFTKYPESLVR 

VVQPGPPSGPAPYPAPSYGHAP 

RALQIIMVRLQRVTFLALHNYL 

GLTNELFSHE1QPLRLFPSPGLPT 

RTSPVRGSKRMVSTSATDEPRE 

TPGRPPDPTGAPLPGPTGLQGG 

PRSDFDMAYERGRISVSLQEEA 

SGGSLAAPAREPREQPAGACEY 

SYCEDESATGGCPFGPYQGRQT 

SSIFEAAKOFI AKI MRIFDP^I I 

NSRVLLHHAKAGTIIARQGDQ 
MEEVKVPAFAVIVD 


22107 


52475 


A 


22235 


50 


4287 


PGRKSPGAEDRALWGPACRLL 

TDSGLPDRPSSWNQPMEAPLQT 

GMVLGVMIGAGVAVVVTAVLI 

LLVVRRLRVPKTPAPDGPRYRF 

RKRDKVLFYGRKIMRKVSQSTS 

SLVDTSVSATSRPRMRKKLKM 

LNIAKK1LR1QKETPTLQRKEPP 

PAVLEADLTEGDLANSHLPSEV 

LYMLKNVRVLGHFEKPLFLELC 

RHMVFORLGOGDYVFRPGOPD 

A\SIYVVQDGLLELCLPGPDGKE 

CVVKEVVPGD\SVNS 


22108 


52476 


A 


22236 


283 


403 


TCLSLVSCCGHCEKMNSEENW 
♦IP1QWASSNPGRRRKNIR 


22109 


52477 


A 


22237 


33 


222 


NGPMXCFVKOLEIPOYGYRNNV 
PTTTPRSNLAKELFKYSKT^FFY 
TINDNHTYGGLGCMRPRLV 


22110 


52478 


B 


22238 


1 


1860 




22111 


52479 


A 


22239 


303 


672 


GITACVFFSMAEGRTRAERSCD 
SK*AIGAPAEE*GGASPGKSPEL 
WQGAGYSPLGACGHKARLWIP 
WRRSWSGEKGARGCRGTGKK 

" 1\J\IJ TT U\J l-rf l\\J /V I VVJ V^ 1VVJ 1 VJ IV l\ 

LGHQGWRWETPGRPGGAGPA 
GFPDPVVMGCEKEASRV 


22112 


52480 


A 


22240 


1 


1377 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


22113 


52481 


A 


22241 


1 


2232 


MQDTEKDDNNNDEYDNYDEL 

VAKSLLNLGK1AEDAAYRARTE 

SEMNSNTSNSLEDDSDKNENLG 

RKSELSLDLDSDVVRETVDSLK 

LLAQGHGVVLSENMNDRNYA 

DSMSQQDSRNMNYVMLGKPM 

KNG LM EKM VEESDEE VCLSSL 

ECLRNQCFDLARKLSETNPQER 

NPQQNMMIRQHVRPEEDFPGRT 

PDRN YSDM LNLMRLEEQLSPRS 

RVFASCAKEDGCHERDDDTTS 

VMSDRSEEVFDMTKGNLTLLE 

KAIALETERAKAMREKMAMEA 

GRRDNMRSYEDQSPRQLPGED 

RKPKSSDSHVKKPYYGKDPSRT 

EKKESKCPTPGCDGTGHVTGL 

YPHHRSLSGCPHKDRVPPE1LA 

MHESVLKCPTPGCTGRGHVNS 

NRNSHRRDIQVFNLQKQEM1DR 

LESLSGCPIAAAEKLAKAQEKH 

QSCDVSKSSQASDRVLRPMCFV 

KQLEIPQ YG YRNN V PTTTPRSN 

LAKELEKYSKTSFEYNSYDNHT 

YGKRAIAPKVQTRD1SPKGYDD 

ANGYCKDPSPSSSSTSSYAPSSS 

SNLSCGGGSSASSTCSKSSFDYT 

HDMEAAHMAATAILNLSTRCR 

EMPQNLSTKPQDLCATRNPDM 

EVDENGTLDLSMNKQRPRDSC 

CPILTPLEPMSPQQQAVMNMRC 

FQLGEGDCWDLPVDYTKMKPR 

\RIDEDESKDITPEDLDPFQEALE 


22114 


52482 


A 


22242 


727 


4372 


LWACVLPGVTLPPFLGEKTSCK 

M EVDTEEKRHRTRSKGVRVPV 

EPAIQELFSCPTPGCDGSGHVSG 

KYARHRSVYGCPLAKKRKTQD 

KQPQEPAPKRKPFAVKADSSSV 

DECDDSDGTEDM DEKEEDEGE 

EYSEDNDEPGDEDEEDEEGDRE 

EEEEIEEEDEDDDEDGEDVEDE 

EEEEEEEEEEEEEEENEDHQMN 

CHNTRIMQDTD\LDDNNNDEY 

DNYDELVAKSLLNLGKJAEDA 

AYRARTESEMNSNTSNS 
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SEQ II> 


SEQ II) NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Slop codon, /^possible nucleotide 




sequence 




AO fCA ft in 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=nossiblc nucleotide insertion) 


22115 


52483 


A 


22243 


34 


1558 


PASEEFNSLHGRTPRRDLECRN 

QQSTTEERRRHDCVQQASErTN 

EGKWDFAFSAQSQPKP*KPFDV 

PC* DSRPACP*EHTAGTSGSTSS 

ETCFFQSSEWPYGELGAYNIFT 

GPKSTLSSLVTGVSNSSSLS*LP 

SPKNTITNWFHTRDHSSYSEIHS 

KACANP*APSQPSR*ASW\IATG 

SFRRAGLAT*PCCTGSKLLPAW 

VLANHRWDRTRDGIQKQGNSE 






r 'r 








♦psspgtrafegnssspapaa&it 

smlspsftptsvirkmyeskeks 

keepasgkaalgdskedtqka 

seenllssssvpsadrdyfshy 

kfqtvrhyrgsscsxphlsqgqp 

ftpkeqdysdlkgnwgrknth 

fghspvslqhfffrpvppssplsp 

mvpng*glltklhpgfgteda 

GPGSTSTASSKFAPNWCASSWD 
GLESFTGN 1 WPHPGSALLPFN* S 
L VHPLLN PRPGNTSASGNG ATA 
ANSAQXSCILQALVSHGSSCSAF 
QDNPSETCPAGQACPHALP 


22116 


52484 


A 


22244 


1502 


2657 


EGKVPLAFIVLTSLLNAVMSPSF 

FSCRLLVTALKVSSRCSAMKGV 

EFFTCWSTFKPFRPASTSSTEST 

TPECELSLSFSLFAERLERRGFK 

STLAFCSISKISTLFSAWSSNGIG 

AK* FPEFCPGDRM ACSRPASLSS 

SSCG/S* PKTAGSAS'SARVREPP 

TEPTGRD* PFSQ\TSSIIEAKHGT 

LSRLKNSLKSKSPGDCSGKTAS 

LGTS*SAAGSCARMTSTSSSSAT 

PPLHSTIPSFTEAVRRLVLFLPL* 

SSSSILSSKPVSSMVSD*LVGPA 

ENHSGSSSV*ESFLLRSPKTRLL 

SPNSLLKRLSLKSLSRSLSLKSR 

RSLSLASGDPSQRSGQRLSSHCQ 

SYVHQADEAHHYLSLMDFLSA 

GS*QRLSRGSPLQSSVSEG 


22117 


52485 


A 


22245 


324 


391 




22118 


52486 


A 


22246 


42 


274 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 

ctnjuii lur |*c|jiiuc 

sequence 


Nucleotide location of last 
codon for last amino acid 

UI |rv|JIIUC 3Cl|UCIIVC 


Amino acid sequence ( \~Unknown, 
*=Slop codon, /= possible nucleotide 

/folptinn niirlrfttidf* inc^rtinnl 


22119 


52487 


A 


22247 


1 


835 


MCAGNLCSWEERWAVDEKEA 

TDKKPHVGGFGQGAPAPAAPA 

AAMSGRSVRAVTRSRF*DDIKK 

VMAA1EKVRKWEKKWVTVGD 

TSLRIFKWVPVTDSKEKEKSKS 

NSSAAREPNGFPSDASANSSLL 

LEFQDENS\NQS\SVSDVYQLKV 

DSSTNSSPKPPKQSESLSPAHTS 

DFRTDVDSQPPTLGQGDPGRSPP 

LPXSSEVADEPPTLTKGRTSFHL 

ETQVVEE\EEDSGAPPLKRFCV\ 

DQPTVPQTGSEKLAPSRPSAFW 

ALPLFIAFWFWPRRVCWG 


22120 


52488 


A 


22248 


3 


244 




22121 


52489 


B 


22249 


271 


711 




22122 


52490 


B 


22250 


73 


200 




22123 


52491 


A 


22251 


885 


975 


GSTWWPAD*AQL*LHLPTRCM 
AECWE1PA 


22124 


52492 


A 


22252 


102 


909 


PGGRHGRQNDFAAPGGRLEARJ 

HGTVSAPLYHRVLCRLLGSRPA 

SAAGPAARGGDLAPGEHSFCE 

DGNYARVESVDRSA1NRAMQN 

PRKSTASVCWTFTASDLPAQGV 

\PRTSSTRTLREDPFPPSAEKWL 

RAVLHHFVNEfCLQQIFIELTLKP 

SRRSMSGRHPLDSNPVLQQQGR 

CDLIENKLSPPGIMSVLDDVCPP 

CTPRAGEQTRHCCRTAGGCGD 

PRAFQQLERRFVIHHYAGKTHR 

PLPGLTPTGNSTNARNIVMDTQ 

QRTGNN 


22125 


52493 


A 


22253 


48 


112 




22126 


52494 


A 


22254 


1243 


1615 


YSPSSWFSNLYQPSTGALSSSET 
PKDMAPM KSLRE VRSQSHTSTL 
SRRSTSPG FRLNTK VSFHTGFS V 
AFTVRVFCFVRFRGSGMSFSFT* 
GSERPLGSIG1RLRASPTVTWISS 
AVGARJSSC 
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SEO »> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


22127 


52495 


A 


22255 


468 


1431 

i 


S VSTTRSFS VDSS A KTA A M P VT 

VTRTTHHNHPDVIFGAWGPP*S 

WGPLWALTQPLGLL\RLLQL\V 

STCVAFSLVASVGAWTGSMGN 

WSMFTWCFCFSVTLIILIVELCG 

APGPFPPWSWR\NFPI\TFACYA 

ALFCLSASIIYPTTYVQFLSHGRV 

SRDHAIAATFFSCIACGCVYATE 

VAWTRARPGEITGYMATVPGL 

LKVLETFVACIIFAFISDPNLYQ 

H\QPALEWCVAVYAICF1LAAIA 

ILLNLGECTNVLPIPFPSFLSALA 

\FCLSSSMPPPLFSGPSTSSMRSM 

AASLGAREM*AAAAGMPTTW 

VPGTADWLRPS 


22128 


52496 


A 


22256 


98 


414 


CTRVSVAEKTSVCLFGLYWESL 

SISSSCESSAKWPFSTIRSASSTT 

RHLSCRRFLK**CFSLINSHSRP 

GVATTISGRRFS1LCCFCVDIPPT 

KIAVLIPVNLAT 


22129 


52497 


A 


22257 


2 


224 




22130 


52498 


A 


22258 


2 


115 




22131 


52499 


A 


22259 


2 


118 




22132 


52500 


A 


22260 


472 


648 


GPGGRSFTVWWNW*RRMAQC 
PNPAEGVQRPECLGPHRAVPAP 
AHVGLHQEPSRLLPALH 


22133 


52501 


A 


22261 


540 


1893 


GRC ATPRPRWRGHQCD PPPG D 

VCVAWREMQLRNKKRRRXDLG 

NLIK\RFLTAPNSLPD/AVVLTTE 

EAVIFWCNVLAQQIFGL/PLEM 

MNEQPLEGAVREKALHTMREQ 

TQRMEG L VKQL/LTLSKJ E A APT 

HLLNEKVDVPM/MLRVVEREA 

QTL VYNA VNHTPEGTH ITVR W 

QRVPHGAEFSVEE*SEGWPVPV 

PKPHRAVVGANAHISFCPPQEL 

SKRFTAIRKTKGDGNCFYRALG 

YSYLESLLPDAFQPLLPPQAWV 

SPGESQGAGIRDPLWPVPVPKP 

HRAVVGANAH1SFCPPQELSKR 

FTA 1 RKTKGDGNCFYRALG YSY 

LESLLPDAFQPLLPPQAWVSPG 

ESQGAGTRDPLWLWLFRLWLL 

RLLCLLLLLLGETAQSRL A LT W 

GRHK.QGRLARLSGILGFLALRK 

QWLGQQVAQLLLQNLHLLLLR 

WAGLGV1VFQVSNQPAWERTG 


22134 


52502 


A 


22262 


1 


1772 




22135 


52503 


A 


22263 


107 


294 


LHLLSFGYLTHQLLCLHLKWDS 
HTLHHSHHTIAR*AGCSEATWS 
PPRRLRAPRSR A LCSGFR 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 

3C(|tlCt1Cc 


Mel 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion* \=possible nucleotide insertion) 


22136 


52504 


A 


22264 


I 


474 




22137 


52505 


A 


22265 


1 


148 


VKYHEFTCSFKKQITVPEDARL 
LK*DVRGRPSRLFLADPPPPHT 
VNREY 


22138 


52506 


A 


22266 


509 


2755 


YQSQSFDEDEMNQVTDWVDPS 

FDDFLECSGVSTITVATSLGVNN 

SSHRRKNGPSTL\ESSRFPARK\R 

GNLSSLEQ1YGLENSKEYLSENE 

PWVDKYKPVETQHELAVHKKKI 

EVEVETWLKAQVLGRQPKQGG 

SILLITGPPGCGKTTTLKILSKEH 

G1QVQEWINPVLPDFQKDDFKG 

M FNTESSFHMFPYQSQI A VFKE 

FLLRATKYNKLQMLGDDLRTD 

KKI1LVEDLPNQFYRDSHTLHE 

VLRKYVRJGRCPL1FI1SDSLSGD 

NNQRLLVPKEIQEEWSISNIRFN 

PWAPTIMMKFLNRIVTIEANKN 

GGKITVPDKTSLELLCQGCSGDI 

RSAINSLQFSSSKGENNLRPRKK 

GMSLKSDAVLSKSKRRKKPDR 

VFENQEVQAIGGKDVSLFLFRA 

LGKILYCKRASLTELDSPRLPSH 

LSEYERDTLLVEPEEVVEMSHM 

PGDLFNLYLHQNYIDFFMEIDDI 

VRASEFLSFADILSGDWNTRSL 

LREYSTSIATRGVMHSNKARGY 

AHCQGGGSSFRPLHKPQWFLIN 

KK YRENC L A A KALFPDFCLPAL 

CRQTQLLPYLALLTIPMRKSSFR 

FSFYSKDIGEGLPSGRRTLWGRI 

GKWEGPGLDRGTWDD*TPDSG 

DEA\QLNG\GHSAEESLGEPTQA 

TVPETWSLPLSQNSASELPASQP 

QPFSAQGDMEENIUXEDYESDG 

DIEASLLIRLLLHSFHFCFHFSGT 


22139 


52507 


A 


22267 


2 


161 




22140 


52508 


A 


22268 


1 


599 


VTRLFFQPG YGTLQPQRLLM PK 

KNR\IAIYE\LLFK\EGVMVPKK\ 

DVPI PKHPELA\DRNVPNLHVM 

KPMQ\SLKS\RGYVK\EQFAW\R 

HFYWYLTK*GYQGVSISSRDYL 

\HLPP\EIVPCHPYGRSPSRRLAR 

PSG*KVLEG*ANLRGLHKNGEA 

DKRLPTRRECLCHPGAXDKKAE 

AG/ALGSSNPNFQFRGG FGRG R 

GQ\PPQ 
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SEQIl> 

NO: 


SKQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possibte nucleotide insertion) 


22141 


52509 


A 


22269 


I 


345 


KHPELADKNVPNLHVMKAMQ 

SLKSRGYVKE\DYLHLPPEIVPA 

TLRRSRPETG/RPRPKGLEGERP 

ARLTRGEADRDTYRRSAVPPG 

ADKKAEAGAGSATEFQFRGGF 

GRGRGQPPQ 


22142 


52510 


A 


22270 


2 


161 




22143 


52511 


A 


22271 


2 


64! 

i 


RRPQHRACSFFFSPGTGPCSRRR 

CLMPKKNRMAIYE\LLFKEG\VM 

VAKKDVHMP\KHPE\LAD\KNG 

APTFHVMKGHAGLSKSPRATV 

KGTSFAWGDIFYW\YL\TN*GY 

QGVS1SSRDYLSSCPRE1CCLAT 

ATARSPSKRLGKAFGLKRSWE 

GLRRPGEDFTRGGKFDRGYLT 

GRJAVATLVADKKAEAG/ALGS 

SNPNFQFRGGFGRGRGQVPPQ 


22144 


52512 


A 


22272 


1 


1693 


MFNSVPVQNEDGSFNFEGVKA 

EFRPGTQTQEYIKGMEDSASEV 

T VNRE VTTDNP YTI S VTNKTLS 

AIRJKMFMPRVAYELKVTVIKM 

AFELSTRCSKRLM/DGSFETVLT 

DV 1 EG KTMSG YDRSRRVNLPNF 

NNQVIFRVVRKTPDSNDSNVV 

DAIQVRSYAEVIDAKFRYPLTG 

LLFVEFDSKMFPNQLPTISIRKR 

WKIVNVPSNYDPESRTYNGNW 

DGTFKKAWTNMPAWVLYDLM 

INQRYGLDQKELG I S V DK W A L 

Y E A AQ YCDQM V\LTA KA A RN L 

ATFVT/CIIQSQTDAPREPAYIFT 

NDNVVNGDFSYT\SQARRACTR 

RAT*CLMMSKTCINRTLSQYSI/ 

V/EGHSTVR\NNVTSITAIG\AHV 

E A/KAN RRG R W 1 LKTN LRSTTV 

NFATGLEGMIPTIGDVVAISDNF 

WSSNLTMNLSGRLLEVSGSQIF 

LPFRVDARAGDFJIVNKPDGKP 

VKRTISSVSADGKT1EINIGFGFP 

VKPNTVFAIDRTDLALQQYVVT 

KIDKGDDDEEFASKSRRWSTIL 

ISTMKLITGLTSTTDRQASLSQI 

R/CPKPENVKVCPQSRESSRG 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
0<>/>dO 217 


Nucleotide 
location of first 

cuuun iur pcpnuc 
sequence 


Nucleotide location or last 
codon Tor last amino acid 

UI pcpiluc SCfJUCllVC 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /=possiblc nucleotide 
uctciiun, wpu^sipic nucicuiiuc insertion! 


22145 


52513 


A 


22273 


1 


1843 


MEDNLISINKIKILLSVSDGEJDE 

TFSLKQLMFNSVPVQNEDGSFN 

FEGVKAEFRPGTQTQEYIKGME 

DSSSEVTVNREVTTDNPYT1SVT 

NKTLSA1RIKMFMPR\AYELKVT 

VIKJVIAFELSTRCSKRLM/DGSFE 

TVLTDV1EGKTMSGYDRSRRV 

NLPNFNNQVIFRVVRKTPDSND 

SNVVDAIQVRSYAEVIDAKFRY 

PLTVLLFVEFDSKMFPNQLPTIS 

IRKRWKIVNVPSNYDPESRTYN 

GN WDGTFKKA WTNNP A WVL Y 

DLMINQRYGLDQKELG1SVDK 

WALYEAAQYCDQMWLTAKA 

ARNLATF VT/CI IQSQTDA YKV V 

RD1CSIFRGMSFWNGPREPAYIF 

TNDNVVNGDFSYTVSQARRACT 

RRAT*CLMMSKTCINRTLSQYS 

1/V/EGHSTVR\NNVTSITAIG\AH 

VEA/KANRRGRWILKTNLRSTT 

VNFATGLEGMIPTIGDVVAISD 

N F WSSN LTMNLSG RLLE VSG SQ 

IFLPFRVDARAGDFIIVNKPDGK 

PVKRTISSVSADGKT1EINIGFGF 

PVKPNTV FA I DRTDL ALQQ Y V V 

TKIDKGDDDEEFTVSKSRRWSTI 

LISTMKLITGLTSTTDRQASLSQ 

IR/CPKPENVK\CPQSRESSRG 


22146 


52514 


B 


22274 


1 


1452 
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SEQ ID 


SKQ ID NO: 


Mel 


SEQ II) NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


22147 


52515 


A 


22275 


I 


1902 


MIQKVISGSKGGSQKPHNPVEM 

EDNLISFNKIK1LLAVSDGEIDET 

FSLKQLMFNSVPVQNEDGSFNF 

EGVKAEFRPGTQTQEYIKGME 

DSSSEVTVNREVTTDNPYTISVT 

NKTLSAIRJKMFMPR\AYELKVT 

VIKMAFELSTRCSKRLM/DGSFE 

TVLTDVIEGKTMSGYDRSRRV 

NLPNFNNQVIFRVVRKTPDSND 

SNVVDAIQVRSYAEViDAKFRY 












s ' 


PLTGLLFVEFDSKMFPNQLPf IS 

IRKRWKNVNAPSNYDPESRTY 

NGN WDGTFKKA WTNNPA WVL 

YDLM1NQRYGLDQKELGFSVD 

K W A L YE A AQYCDQM V\LTA K 

A A RN L ATFVT/CI IQSQTDAPRE 

PAYIFTNDNVVNGDFSYTvSQA 

RRACTRRAT*CLMMSKTCINRT 

LSQYSI/V/EGHSTVR\NNVTSIT 

AIG\AHVEA/KANRRGRWILKT 

NLRSTTVNFATGLEGMIPTIGD 

VVAISDNFWSSNLTMNLSGRLL 

EVSGSQIFLPFRVDARAGDFIIV 

NKPDGKPVKRTISSVSADGKTI 

EINIGFGFPVKPNTVFAIDRTDL 

ALQQYVVTKIDKGDDDEEFT\S 

KSRRWST1LISTMJCL1TGLTSTT 

DRQ ASE V KP VN FTSSRHQAQPE 

VGLIPPPLWPQGKG1IAQTSKSS 


22148 


52516 


A 


22276 


1 


675 




22149 


52517 


A 


22277 


155 


700 


SGVLVGHALTARQPSSGRRLV 

VDHSANRRGRWILKTNLCSTT 

VNFATGLEGMIPTIGD/GDFIIVN 

KPDGKPVKRTISSVSADGKTIE1 

NIGFGFPVKPNTVFA1DRTDLAL 

QQ Y V VTK 1 DKG DDDEEFTXSKS 

RRWSTILISTMKLITGLTSTTDR 

QASLSQIR/CPKPENVK\CPQSRE 

SSRG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
uy/ yiu^ i / 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=Unknown, 
*=Stop codon, /^possible nucleotide 
uciciiun, v-possiuic nucicoiiuc insertion) 


22150 


52518 


A 


22278 


1 


1871 


MEDNLISINKIK1LLAVSDGEIDE 

TFSLKQLMFNSVPVQNEDGSFN 

FEGVKAEFRPGTQTQEYIKGME 

DSSSEVTVNREVTTDNPYTISVT 

NKTLSA1RJKMFMPR\AYELKVT 

VIKMAFELSTRCSKRLM/DGSFE 

TVLTDV1EGKTMSGYDRSRRV 

NLPNFNNQVIFRVVRKTPDSND 

SNVVDAIQVRSYAEVIDAKFRY 

PLTGLLFVEFDSKMFPNQLPTIS\ 

IRKRWKIVNVPSNYDPESRTYN 

GNWDGTFKKAWTNNPAWVLY 

DLMINQRYGLDQKELGISVDK 

WALYEAAQYCDQMVXLTAKA 

A RN L ATF VT/C 1 1QSQTD A Y K V V 

\RDICSIFRGMSFWNGES1SVI1D 

RPREPAY1FTNDNVVNGDFSYT\ 

SQARRACTRRAT*CLMMSKTCI 

NRTLSQYSI/V/EGHSTVR\NNVT 

SITAIG\AHVEARPTDCGRW1LK 

TNLRSTTVNFATGLEGMIPTIGD 

VVAISDNFWSSNLTMNLSGRLQ 

EVSGSQ1FLPFRVDARAGDFN1V 

NKPDAKPVKRTISSVSADGKTI 

EINIGFGFPVKPNTVFAIDRTDL 

ALQQYVVTKJDKGDDDEEFRS 

KSRRWST1L1STMKL1TGLTSTT 

DRQASLSQIR/CPKPENVKACPQS 

RESSRG 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


or peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09o40,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possiblc nucleotide insertion) 


22151 


52519 


A 


22279 


3307 


5305 


CRSSQNTQETSPDRALLVNLRP 

SQGPLLALWVPAEGVGGKGHC 

LPPRSFFRMDNQLVPAVSDGE1 

DETFSLKQLMFNSVPVQNEDGS 

FNFEGVKAEFRPGTQTQEYIKG 

MEDSSSEVTVNREVTTDNPYTI 

SVTNKTLSAIRIKMFMPRVAYEL 

KVTVIKMAFELSTRCSKRLM/D 

G SFET VLTD V I EG KTM SG YDRS 

RRVNLPNFNNQV1FRVVRKTPD 


'"* 4 












SNDSNVVDAIQVRSYAEVIDAK 

FRYPLTGLLFVEFDSKMFPNQL 

PTI S I RKR WKI VN VPSN YDPESR 

TYNGN WDGTFKJKA WTNNPAW 

VLYDLMFNQRYGLDQKELGISV 

DKWALYEAAQYCDQMWLTA 

KA ARNL ATFVT/CI IQSQTDA YK 

VVRDICSIFRGMSFWNGESISVII 

DRPREPAYIFTNDNVVNGDFSY 

T\SQARRACTRRAT*CLMMSKT 

C1NRTLSQYSI/V/EGHSTVR\NN 

VTS1TAIG\AHVEA/KANRRGRW 

ILKTNLRSTTVNFATGLEGMIPT 

IGDVVAISDNFWSSNLTMNLSG 

RLLEVSGSQIFLPFRVDARAGD 

FIIVNKPDGKPVKRTISSVSADG 

KTIEINIGFGFPVKPNTVFAIDRT 

DLALQQYVVTKIDKGDDDEEF 

T\SKSRRWSTILISTMKLITGLTS 

TTDRQASLSQIR/CPKPENVKACP 

QSRESSRG 


22152 


52520 


A 


22280 


3 


412 


PAAVA*VKTEPETPGPSCLSQE 
GQTAWKTEESSELGNYVIKIDH 
LETIQQLLTAVVKKIPLITAKWV 
QRA MTM RK V LQE1LEKNPRFH 
HLTPLKTKH 1 A H WC RC HG YTPP 
DPESLRNDGDSIEDVLTQI DSEP 


22153 


52521 


A 


22281 


2 


513 


1FACWGKQAWPACCNSLRGQA 

VKGNQLLPVSLVKRKTTLAPNT 

QTASPRALADSLMQLARQVSR 

LE/QRAKREPENEEEVDILSLSE 

PVKINIKKEQEEKQEEVKFYLPP 

TPGSEFIGDVTQKRLEEVDSTFG 

DDLVQGFSGGISRRYGEKPGVQ 

DLE VEPDS VTEM LQF Y D 
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SEQIU 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 

{.(luun mi jjk}jiiuc 

sequence 


Nucleotide location or last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
ueieiioii, \— possiuic nucicouoc insertion) 


22154 


52522 


A 


22282 


1 


1197 


MAWPCISRLCCLARRWNQLDR 

SDVAVPLTLHGYSDLDSEEPGT 

GG A ASRRGQPPAG A RDSG RDV 

PLTQYQRDFGLWTTPAGPKDPP 

PGRGPGAGGRRGKSSAQSSAPP 

APGARGVYVLP1GDADAAAAV 

TTSYRYGLGRDRNESPPCGGRT 

RRPGARGMGWAAERRRLEPGS 

HATSELPAASEVTPVWSVGTA 

GGAFAAPCPETVLEHPRAGSAP 

LPSQPPSWGQPSEWPAFSRVGT 

GLPLTPTAGPSRARGARRPCPP 

ALPGHCLLDRTYTGLQTLGAET 

LLAVVNSAAMNVGVQVVDVE 

LHRHSLGEDCIYPQSSESDISDA 

PPSLPLTI PAPVKASSPIKQSHEP 

VPDTSVEKGS\PGSCPFHL*GPL 

SHLGSSPGFLLWRPPGLLSSVA 


22155 


52523 


A 


22283 


131 


677 


PSSLS/CD1FLRSPISTPSPSPLPRT 

PTSTPVHVKQGTAGSVIN1MPYV 

1MDKQPGQV1GATTPSTGSPTN 

KISTASQISQGTGSPVPKIHGSSF 

VTSTVKVIIKQEPGEAPHVPAT 

GAASQSPLPQYVTVKGGHMIA 

VSPQKQVITPGEGIAQSAKVQP 

SKVL/GQIG*CLPTLARADLLYS 


22156 


52524 


A 


22284 


3 


5128 


LLK 1 HSSQSSPQQA VLTIPSQLK 

PLSVNTSGGVQTILMPVNKVVQ 

SFSTSKPPAILPVAAPTPVVPSS 

APAAVAKGEDASCFSAK.SVEQ 

YYGWNIGKRRAAEWQRAMTM 

RKVLQEI LEKNPRFH H LTPLKT 

KHIAHWCRCHGYTPPDPESLRN 

DGDS1EDVLTQIDSEPDHGSLG 

DGKSSSVGPTAVVTLLACHLEC 

PSSFSSADNLCRKLEDLQQFQK 

REPENEEEVDILSLSEPVKINIKK 

EQEEKQEEVKFY 


22157 


52525 


A 


22285 


112 


651 


GGLCTMARTKADWPANRTGG 

K.A P\RKQL A YKKPASQECGPLT 

GGVKKPH R YRVPGTVGGSVKFR 

R\YQKST\ELLIRKLPFQ/RRLVR 

EIAQGL*NK1LRFQSAAIGVALQE 

GKWRPNLVWPFLKDTNLVC*S 

MAKRVT11AKKTFQLAPPHTVE 

NRALRJHSWMGKHFISQKKKK 

NFSSSCYW 


22158 


52526 


A 


22286 


1 


339 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkm»vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22159 

> / y •**■■■ 


52527 


A 


22287 


2 


1369 

t » 


EPAPPARRSLSAAAAASGTTVD 

TASHSLVFSQQ\LNMQR£IGFRV 

NCTV A M * D V Y F K A H RA V L A AF 

SNYFKMIFIHQTSEC1K1QPTDIQ 

PDIFSYLLHIMYTGKGPKQIVD 

HSRLEEGIRFLHADYLSHIATE 

MMQVFSPETVQSSNLYG1QISTT 

QKTVVKQGLEVKEAPSSNSGN 

RAAVQGDLPQLQLSLAIGLDDG 

TADQQRACPATQALEEHQKPP 

VSIK0ERCDPESVISQSHPSPSSE 

VTGPTFTENSVKIHLCHYCGER 

FDSRSNLRQHLHTHVSGSLPFG 

VPAS1LESNDLGEVHPLNENSE 

ALECRRLSSFIVKENEQQPDHT 

NRGTTEPLQISQVSL1SKDTEPV 

ELNCNFSFSRKRKMSCTICGHK 

FPRKSQLLEHMYTHKGKSYRY 

NRCQRFGNALAQRFQPYCDSW 

SDVSLKSSRLSQEHLDLPCALES 

ELTQENVDTILVE 


22160 


52528 


A 


22288 


363 


947 


STARRGKSRSRPAVALQRQPSA 

ASRSPSSSRRRRGVSKEVSVPLA 

RTKQTARXSTN\GK\APRKQLA 

YKKPARKSAVPSTGGVKKPHRY 

RPGYCGRSVKFRR\YQKSH*DF* 

FRKLPFQAVWVRENLLKDF*K 

QILRF\QSRS YR V A LQGGQVEA 

LSGVGLF*KTTNLLC*SMPKRV 

NNYCQKDIPAKHARJPWRTVL 


22161 


52529 


A 


22289 


1 


92 




22162 


52530 


C 


22290 


10 


198 




22163 


52531 


B 


22291 


74 


205 
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SKQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location or first 
couon lur pepuue 
sequence 


Nucleotide location of last 
codon for last amino acid 
ui pepuue sequence 


Amino acid sequence ( X=Unknown, 
*=Slop cod on t /=possible nucleotide 
uciciiuu, pvaiiuit iiuticuuuc insertion} 


22164 


52532 


A 


22292 


2 


1914 


RGHCEPSRAAPSRADRHPASAL 

A RDPG RRRG PAGQAA PQPM EP 

ENIVANTVLLKAREGGGGNRK 

GKSKKWRQMLQFPHISQCEEL 

RLSLERDYHSLCERQP1GRL\LF* 

E FC ATRPELSRC 1 A FQDG M A E Y 

EATPDEKRKACGRRLMQNFLAS 

HTGPDLIPEVPXRQLVTNCTQRL 

EQGPCKELSQELTRVTH EYLSV 

APFADYLDSIYFNRFL\QGKGLE 

REA1\TKNTLRQYRVLGKGGFG 

EVCACQVRATGKMYACKKLE 

ICKRJKKRKGEA\MSLNEKQILE 

rCVN\SRFVVSLAYG\YETKD\AL 

CLVLTLMMGGDLKFHIYHMGQ 

AGFPEARAVFYAAEICCGL\EDL 

HRER1VYRDLKPENILLDDHGHI 

RJSDLG\LAVHVPEGQTIKGRVG 

\TVGYMAPECLKNERYTFSPDW 

WALGCLLYEMIAGQSPFQQRK 

KKIKRE\EVERLVKEVPEEYSER 

FSPQARSLCSQLLCKDPAERLG 

CRGGSARE VKEH PLFKKLN FKR 

LGAGMLEPPBKPDPQAIYCKD 

VLDIEQFSTVKGVELEPTDQTF 

YQKFAT\GSVPIPGKNEQMVET 

ECFQELNVFGLDGSVPPDLDW 

KGQPPAPPKKGLLQRLFSSPKD 

CCGNXCSDSEEELPYPPLAPSPRP 


22165 


52533 


A 


22293 


102 


403 




22166 


52534 


A 


22294 


1086 


1436 




22167 


52535 


A 


22295 


965 


1231 




22168 


52536 


A 


22296 


1434 


2215 


TPSFSLRTG VN KEH WVLLG FST 

EDGRWXMFTRGG E\DCTA R I WD 

LRSRNLQCQRIFQVNAPINCVC 

LHPNXQAELIVGDQSGAIH1WDL 

KTDHNEQLIPEPEVSITSAHIDP 

DASLHGQLFNSTGNCYVWD\LT 

GGMGDEVTQFIPKTKIPAHTRY 

ALQCRFSPDSTLLATCSA*LRR/ 

CKI W RTSN FSLMTE L\S1 K SGNP 

GE\SSRG\WMWGCALIGGTPSNl 

VTASSNNLARLWCVKTGEIKRE 

YGGHQKAVVCLPFNDSVLG 


22169 


52537 


B 


22297 


158 


385 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for List amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn ( 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


22170 


52538 


A 

* .ii 


22298 


145 


1232 


LPVRAEPTRAAAMSGDEMIFDP 

TMSK/NMKKKKKKPFMLDEEG 

DTQTEETQPSETKEVEPEPTED 

KDLEADEEDTRKKDASDDLDD 

LNFFNQKKKKKKVTKKIFDIDEA 

\EKGVKDL\KI*SDVQEPTEPED 

DLDIMLGHKKKKKKNVKFPDE 

DEILEKDE ALEDEDNKJCDDG I S 

FSNQTGP A WAGVSERD YTYEEL 

LNR\VFNIMREK\NPGYWLPGG 

RKRKFGPWKPPQVXVRVGTKKT 

FFCPLLQDICKLLHRSAQSISFA 

FLLG*IGVPSGSIDG**PNL*SKG 

RF\QQKQ]ENVLRRYI\KEYVTC\ 

HTC\RSPDT\IL\QKDTRLLFPYS 

AETC\HS\RCFCWPVFKTGLPQA 

VHGQSRGTAPVPKA 


2217) 


52539 


B 


22299 


50 


319 




22172 


52540 


A 


22300 


3 


235 


LLLYPLRSLPENPLRLVQQIYSF 
LKGSSEK.*NDLPRVPLLELGVG 
LLPPNQYSCSRAKPCLTCGLTM 
SLDGAQQGFW 


22173 


52541 


A 


22301 


3 


2849 


WAKPVARASPAAVPGRQCQ1R 

GAWSWGEGRGQPGPAPSPAGS 

PATSEESLAPMAWRCPRMGRV 

PLAWCLALCGWACMAPKGTQ\ 

AEESPFVGNPVGNITGARGLTGT 

LRCQLQVQGEPPEVHWLRDGQ 

ILELADSTQTQVPLGEDEQDDW 

IVVSQLRJTSLQLSDTGQYQCLV 

FLGHQTFVSQPGYVGLEGLPYF 

LEEPEDRTVAANTPFNLSCQAQ 

GPPEPVDLLWLQDAVPLATAP 

GHG PQRSLH VPG LNKTS 


22174 


52542 


A 


22302 


3364 


3899 


LVFLFDDLGIVELVLPGNI VHG 1 

MSVRPRVAAGLRVRLQPGRRW 

LRGPLQLGAPLGLDLLVDVPGS 

PRFVVGVELPLVV/EAPRPPTPP 

AAAQQARS*GLECPGRGAAAP 

REWLHLQTAHIHGPGPRGGPR 

ARPGLPG LCPP* T/FSCQE A KGE 

RGGAHSNGGSGSKWPPPPPPPS 
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SEQ IU 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


22175 


52543 


A 


22303 


1660 


4652 


PNPNTCLCNHVESGPCCPSTHT 

YTLTDLQPLFGVRVPTRPSGRG 

TQAEESPFVGNPGNITGARGLT 

GTLRCQLQVQGEPPEVHWLRD 

GQILELADSTQTQVPLGEDEQD 

DWIVVSQLR1TSLQLSDTGQYQ 

CLVFLGHQTFVSQPGYVGLEGL 

PYFLEEPEDRTVAANTPFNLSC 

QAQGPPEPVDLLWLQDAVPLA 

TAPGHGPQRSLHVPGAAVGAW 

EGGSRLWLRAPEAGRKRWGGE 

VPPVTHAGAGMLRSERD 


22176 


52544 


A 


22304 


54 


288 


SEAGQAQPAAAVGFVWTGRRA 
WETGEGYYSNSLSMELQL'RQ 
CI * DCFFSSS WRCS VPV YFKEEK 
YKGNLVCLLFFK 


22177 


52545 


B 


22305 


243 


2641 




22178 


52546 


A 


22306 


35 


204 




22179 


52547 


A 


22307 


244 


424 


PSLFKNIMTFYPNLHFLWCRGR 
LYLDVWRQ/VR*FVRNTNYQLP 
LVLHNLLSRFNTFDELV 


22180 


52548 


A 


22308 


1 


477 




22181 


52549 


A 


22309 


2 


418 


WYQHLLLMRASGSFQSWWKV 

KGEPAYHMANRP**SLISLRTK 

AKTGA*LFDYFVPHFIRKN*SLF 

TIAKAWNHPKCTSVTDWIKKM 

WYIYTMEYYAVTRRNK1VSFA 

ET* MELE VII VSKLTQEQKTKHC 

MFSLTSGS 


22182 


52550 


A 


22310 


30 


199 




22183 


52551 


A 


22311 


547 


682 


LVFLTNQRL V STHQGTWXWE* K 

♦CQPVIPSL*FYFLRKFSVIVIW* 

*LLILP*HPMALKI/C/CCQAACS 

GHFTAGTGEITRPCSISSKVLKR 

LSRL*STSGS**LVFLTNQRLVS 

THQGTWMKLEAIILSKVTQEQK 

TKHHMLSLRSGS 


22184 


52552 


A 


22312 


2 


194 


CPSMIDWLKK.MWHRYTMEYY 
A AMKKN EIMS\FAGT WM KLE A I 
ILSKLTQEQKNVKHCMFSLITGS 


22185 


52553 


C 


22313 


1 


1845 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
scif uencc 


Mel 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \— possible nucleotide insertion) 


22186 


52554 


A 


22314 


1 


1384 


MRFQDRTWQVPYPSQCSWGSS 

RQGYVPQARGIVLDSQEAYPSP 

GGTTLCM HDPDKQ A PG/P VRRP 

APGNXPNRLV VS V ALQFLTFH ES 

G1TSALRVRPLPQSV\SFQGPGC 

TEA*RRASiCRRRVS*HSTKLDL 

GAVAAQQQAWVAG\PRSPQRR 

CHQYS*AGPAWLGLQRGRGSH 

RPDTSPWHWFWALAGREEQVL 

PPESLL/RARTPGTHLAPGPGA* 

TRVQSGPGSWLTWAG*GTPQVI 

SS/PGAGAVGAPETTAVPTVSIA 

PRRSVEMWPETKEHLVAVARR 

KWVSAQEKRLSLRGCGSEKMG 

VSPGETRVYFPALTSVRCRRRCG 

RVSEPSPTASWAPAPSLGWAYQ 

LAGGRLVLRVGLSAGWRAACP 

QGGPISWLEGGLSSGVGLSAG 

WRA ACPQGGPI S WLEGG LSSST 

MRQPRAPQSSLPAPAPWGAPDP 

LAMLAAWIEARPGVWPTQPGP 

WQVSWVCV 


22187 


52555 


A 


22315 


11 


431 


RHLLAAPPPAPPAAAAAAALSH 

CLRSSGRLAPHTSRRLPRVVKR 

RVNALKNLQVKCAQIEAKFYE 

EVHDLERKYAVLYQPLFDKRF 

EIINAIYEPTEEECEWKPDEEDEI 

SEELKEKAKIVDEKK\DEEKEDP 

KGIPEFW 


22188 


52556 


A 


22316 


64 


467 


PAAWLPILVAARQLTVQMMQN 

PQILAALQERLDGLVETPTGYIE 

SLPRVVKRRVNALKNLQVKCA 

QI E A KFYXEEVHDLQRKYA VLY 

QPLFDKRFEIINAIYEPTEEECE 

WKPDEEDEISEELKEKAKIEDE 


22189 


52557 


A 


22317 


2 


177 




22190 


52558 


B 


22318 


228 


377 




22191 


52559 


A 


22319 


630 


767 


WRVKFKNTVK1QANF*KSRFIH 
LTVVPVT1LSQVTLQLTMSPKT 



2880 



WO 01/075067 PCT/US01/08631 



SF.O ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540.217 


Nucleotide 
location of first 
co<ioit for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknown, 
*=Stop codon, /=possible nucleotide 
deletion, \ = possib!e nucleotide insertion) 


22192 


52560 


A 


22320 


80 


1362 


VTACAAPAAWLPILVADIWSSY 

NMADIDNKEQSELDQDLDDVE 

EVEEEETGEETKLKARSA'LFR 

MM\QNPQ1LA\ALQERLDG/LW 

VETPT\GYIESLP\RVVKRR\VNA 

LKN LQVKCAQKETQ\FYE\EVH 

DLERK.Y A VLYQPLFDKRFEI IN 

AIYEPTEEECEWKPDEEDEISEE 

LK\EKGQIEDEKKDEEKEDPKGI 

P*IW\LTVFK\NVDLLSDMVQEH 

DEPILKHLKDIKVKFSDAGQPM 

SFVLEFHFEPNEVYFTN\EVLTKT 

YRMRLEPEPDDSDHFSFDGQEI 

MGCTGCQIDWKKGKNVTLKTl 

RK*/RRNHKGRGT\VRTGH*NQ 

FPNDSFSNFFCPLLKSPESGDLD 

ED\AEAILAADFEIG\HFL\RERII 

PRSVL YFTGE A 1EDDDDD YDE E 

GEEADEEGEEEGDEENDPDYXD 

PKKXDQNPAECKQQ 


22193 


52561 


A 


22321 


3 


425 


GCGCGGAAARGSPAPGRPAAS 

PPDCPLWLQGCYPPPSCDALSA 

TEADGCD*IYPPDTSRDGPHQA 

SLPGESSSFPGQPNDSYLPERGS 

ERSRQASYATPAAETQDPDEGL 

PQPGPEALPGGLQVPKSAAPFC 

GAQHAAGQ 


22194 


52562 


A 


22322 


2 


285 


SRFEPRVRPTGGDRPHQASPPG 

DSSSFPGQPNDSRLPECGSECRG 

QASYATPAAETQDPE*RSSPTRS 

*SP\PGGFQVPKSAAPFCGAQHA 

AGQ 


22195 


52563 


A 


22323 


85 


473 


FTMPAVALVPKELYLSSSLKDL 

N KKTE VKPEKI STK/QDY VHSI L 

GTANIKKAIEEAERLSESLKLRY 

KEAEVRK*LEEKDRQKEAQQL 

QQKRQETGRE\DGGTLAKVSLE 

NVLDYQDKTQKSNGEKSEKM 
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SKQID 

NO: 


SEQ ID NO: 
of peptide 

scf|uciii, c 


Met 
bod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


22196 


52564 


A 


22324 


1 


J 449 


MMRAHMFVYKELKQ1YKKKT 
HPHQKVGKGYKQTLLRGRHLR 

gqetyekjclthvyettdfkqq 

qyyfhsilgpanikkatgeter 

lseslklryeeveiwkkleekd 

rqgeaqwlqqkrqetgredgs 

mlakgsleivldskdktqksn 

g eknekcetkekg a it a ke l yt 

mmmdknislhmdaqrmqdyq 

dscilhslsvpekaispgvtasw 

ieahiIpddsidtwkkrgnveV 

mvlldwfssakdlqigttlwh 

LKDALFKWEKGGYKNWFLCY 

SQYTTNAKVTPPPQHQNEELSIS 

LDFTYPSLEESIPSKPAAEMPPP 

PIKVDEDIELISDQISDNDQNER 

TGPLNISIPVESVAASKSDVSPII 

QP V PSI KN VPQIDHTKKL A VKL 

PEEH1IKSESTNHEQQSPQNEKV 

IPDCSTKPVVSSPTLMLTDEEKA 

HIHAETALLMEKNKQEKELQE 

RQQGKQ/K/EKLRREEHEQKAK 


22197 


52565 


A 


22325 


185 


2983 


FIMPAVASVPKELYLSSSLKDL 

NKKTEVKPEKISTKSYVHSALK 

IFKTAEECRLDRDEERAYVLYM 

KYVTVYNLIKKRPDFKQQQAD 

CAYFLGQTVHILFQHRALLEKK 

YRAVGAITAKELYTMMTDKNI 

SLIIMDARRMQDYQDSCILHSL 

SVPEEAISPGVTASWIEAHLPDD 

SKDTWKKRGNVEYVVLLDWF 

SSAKDLQIGTTLRSLKDALFKW 

ESKTVLRNEPLVLEGGYENWL 

LCYPQYTTNAKVTPPPR 


22198 


52566 


A 


22326 


313 


3720 


FIMPAVASVPKELYLSSSLKDL 

N K rC\TE VKPEKI STKS Y V H S/A P 

RKIFKTAEECRLDRDEERAYVL 

YMKYVTVYNLIKKRPDFKQQQ 

DYFHSILGPGNIKKAVEEAERLS 

ESLKLRYEEAEVRKKLEEKDRQ 

EEAQRLQQKRQETGREDGGTL 

A KG SLEN VLDSKDKTQKSNG E 

KNEKCETKEKGAITAKELYTM 

MTDKNISLIIMDARRMQDYQDS 

CILHSLSVPEEAISPGVTASWIE 

AHLPDDSKDTWKKR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of ft£ntide ^nuenrt 


Amino acid sequence ( X=llnknown, 
*=S«op codon, /^possible nucleotide 

(l?lf*linn \ = no<i^ihlp nnrlprtfiri* inntrtinnt 

U\ltllV»t » jJVJJIUIt llULItUUUC lildCf IlUfl J 


22199 


52567 


A 


22327 


46 


562 


LLQGPGFCGDSMPVEARPSAA 
WRGGRAPGWTPFSPPDRETWK 
PQ/RASQGESGQRRFGPCPRSGG 
RPPGPGSAAHSSRSQRWRKASR 
A WP A APRKG LLPPAQ A WPPTP 
AAGL*GFLAACKR/PPVGGRGP 
APAPCRPASSRCFLICDSGPPCL 
CSASRAA WMGS AASSRVLFIEG 


22200 


52568 


B 


22328 


51 


445 




22201 


52569 - 


A 


22329 


51 


366 


CQWNTQTQVCYKQDVQS1TAL 
GSAAQCTCLSSPR*SGKFKLLFS 
PG LPGTL V PSTI P ATS APRA/SHR 
AGEAWVGEPGRALAALQNSSVP 
DWAGYQGLPCKPSIRAA 


22202 


52570 


A 


22330 


257 


916 


SPSGSNLETHLRAPDLGGPCPP 

GPRWWA*TPQPGHPQTRPSPAA 

QPCPFPPQCQQLIHCPC/SPAPGT 

VAAPPAPXPTPASQCLLCPWTSA 

PVCSPAPTFPCPMAPVMAFMLP 

SYSFP/PGTPNLPQAFFPSQPQFP 

SHPTLTSEMASASQP\GSPAGPR 

SPDSHVLVQPPGPPHHRPWVGP 

PHRSFSPAAARPCSSTCCSWRK 

PLR V A LEPWGPQGPQRQQL 


22203 


52571 


A 


22331 


151 


1232 


G RLG DA RG PQG PEAPGGEE A A 

RADSTRACRSCGLLLGGRRGCR 

PSLKNAELLELTVRRVQCVLRG 

RAREREQLQAEARRALRCRLHP 

VACTKVHTFVSTCQAIDATVA 

AELLNHLLESMPLREGSSFQDL 

LGDALAGPPRAPGRSGWPAGG 

APGSPIPSPPGPGDDLCSDLEEA 

PEAELSQA/PC*GARLGARSPGQ 

PDHSPNCPGVSGGLGDQCQPES 

CRGGARPSLGSPPLLPGVQMW 

WG*GPGSLPGSSLPPLMDGLQG 

QPLVTSPAQRPSP VS* KNF*GPC 

SSGSGWREGATGRRKNFVELP 

ALSQVSPSPAFNPRLCGLWGQR 

WQKLVLGTSVPGSPGLNKSLN 

LPLQRGDERQVH 


22204 


52572 


A 


22332 


1 


1524 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 

OI pCpilUC 5C(|UCnCC 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \— possible nucleotide insertion) 


22205 


52573 


A 


22333 


3 


8875 


EDGSLLQEVGIICLARGPGCGPE 

TPLYSPATGLALQLQGPAAMG 

ALWSWWILWAGATLLW\GKSG 

EDWISGPTTVFSQPGLTQEASV 

DLKNTGREEFLTAFLQNYQLA 

YSKAYPRLLISSLSESPASVSILS 

QADNTSiCKVTVRPGESVMVNI 

SAKAEMIGSKIFQHAVVIHSDY 

AISVQALNAKPDTAELTLLRPIQ 

A LGTEY FV LTPPGTS A RN VKEF 

AVVAGAAGASVSVTLKGSVTF 

NGKFYPAGDVLRVT 


22206 


52574 


A 


22334 


2 


2214 


ISATDGPLAPCHGLVPPAQYFQ 

GCLLDACQVQGHPGGLCPAVA 

TYVAACQAAGAQLGEWRRPDF 

CPLQCPAHSHYELCGDSCPVSC 

PSLSAPEGCESACREGCVCDAG 

FVLSGDTCVPVGQCGCLHDGR 

YYPLGEVFYPGPECERRCECGP 

GGHVTCQEGAACGPHEECRLE 

DGVQACHATGCGRCLANGGIH 

YITLDGRVYDLHGSCSYVLAQ 

VCHPKPGDEDFSIVLEKNAAGD 

LQRLLVTVAGQVVSLAQGQQV 

TVDGEAVALPVAVGRVRVTAE 

GRNMVLQTTKGLRLLFDGDAH 

LLMS1PSPFRGRLCGLCGNFNG 

NWSDDFVLPNGSAASSVETFG 

AAWRAPGSSKGCGEGCGPQGC 

PVCLAEETAPYESNEACGQLRN 

PQGPFATCQAVLSPSEYFRQCV 

YDLCAQKGDKAFLCRSLAAYT 

AACQAAGVAVKPWRTDSFCPL 

HCPAHSHYSICTRTCQGSCAAL 

SGLTGCTTRCFEGCECDDRFLL 

SQG VCI P VQDCGCTHNGRYLP V 

NSSLLTSDCSERCSCSSSSGLTC 

Q\AAGCP\PG\RVCEVKAEAR\N 

CW\ATRGL\CVLSVG\ANL\TTF 

DGARGATTSPGVYELSSRCPGL 

QNTIPWYRVVAEVQ1CHGKTE 

A VGQVH I FFQDG M VTLTPNKG 

VWVNGLRVDLPAEKLASVSVS 

RTPDGSLLVRQKAGVQVWLGA 
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SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 

at if num 


Met 

hod 


SEQ ID NO: 

inUSSN 

09/>40.217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown. 
*=Stop codon, /=possible nucleotide 
deletion \=nossibIe nucleotide inurtinnl 


22207 


52575 


A 


22335 


3 


7639 


ITCPENSHYEVCGPPCPASCPSP 

A PLTTP A VC EG PC V EGCQCD A 

GFVLSADRCVPLNNGCGCWAN 

GTYHEAGSEFWADGTCSQWCR 

CGPGGGSLVCTPASCGLGEVCG 

LLPSGQHGCQPVSTAECQAWG 

DPHYVTLDGHRFDFQGTCEYL 

LS APCHGPPLG A EN FTVTV AN E 

HRGSQ A VS YTRS VTLQI YNHSL 

TLSARWPRKLQVDGVFVTLPF 

QLDSLLHAHLSGADVVVTTTS 

GLSLAFDGDSFVRLRVPAA 


22208 


52576 


A 


22336 


2 


224 


HCYMVVQLWKPRSLRRKSDQL 
WSSWNQLNTSELSSFISAEMQT 
EAFDCGSMAGRM*GQGRYLLA 
ALWDSSVPLS*PQAEPWSGVGP 
AHLTE/LLSPSRFVSISDLLAPKD 
LGTESQVSMEV* KDMGRFH WE 
DIPP*A*VFVIFVFQIF1SRTY\DA 
TTHFETTCDDIKNLL*R*QGRYL 
LAALWDSSVPLS 


22209 


52577 


A 


22337 


2 


206 


LSSSYLDQPCYETINR1KLYSES 

LARYGKSPYLYPLYGLGELPQG 

FAR*EPVFKTSVIQNLIFN1MCI 


22210 


52578 


A 


22338 


2 


457 




22211 


52579 


A 


22339 


2 


1556 


FVFPSEVAVGLALSPASIFLSFSS 

PFLRAQERLPSLL W W A RS PC A F 

SLLGSCVRACPAMNEEYDVIVN 

LGTG\LTECILSG1MSVNGKKVL 

HM\DRNPYYGGESASITALEDL 

YKRFK.IPGSPPRVKWGEERDW 

NVDL\1PKFLKANG\QLVKMLL 

YTEVTRYLDFKVTEGSFVYKG 

GKI YKV PSTE A E AL ASSLMG LF 

EK\RRFKEFLVYVANFD\EKDPR 

TF\EGIDPKKTTMRDVYKKFDL 

GQDVIDFTGHALA\LYRTDDYL\ 

DQPCYETINRJKLYSESLARYG 

KSPYLYPLYGLGELPQGFARLR 

CYLWEGTYM LNKP1 E\EI I VQE 

WGKVIGCKI*REEIARCMQLIC 

DPSYVKDRVEKVGQVITVICIP 

QPPPSKNTNDANSC\QIIIPQNQ\ 

VNRKSDIYVC\M1SFA\HNVAAQ 

GKSIAIVSTTVE'RKEPEKEIRPA 

L\ELL\EPIGTEILVSISDLL\VPKD 

LG\TESQIFIS\RTYDATTHFETTS 

D\DIKNIYKR\MTGSEFDFEEMK 


22212 


52580 


A 


22340 


66 


420 




22213 


52581 


A 


22341 


64 


140 




22214 


52582 


A 


22342 


2 


254 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in (ISSN 


Nucleotide 
location of first 
cutiuii ior pcpiiuc 
sequence 


Nucleotide location of lasl 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possihle nucleotide 
deletion, \— possible nucleotide insertion) 


22215 

t ( - i V * 'i V 


52583 


A 


22343 


82 


3530 


HLIVAMPEPTKKEENEVPAPAP 

PPEEPSKEKEAGTTPAKDWTLV 

ETPPGEEQAKQNANSQLSILFIE 

KPQGGTVKVGEDITFIAKVKAE 

DLSEKPTI/KWF/K/GKWMDLAS 

KAGKHLQLKETFERHSRVYTFE 

MQIIKAKDNFAGNYRCEVTYK 

DKFDSCSFDLEVHESTGTTPNID 

IRSAFKRSGEGQEDAGELDFSG 

LLKRREVKQQEEEPQVDVWEL 

LKNTKPSEYEKIAFQY/GITDLVR 

GMLKRLICRSI 


22216 


52584 


A 


22344 


66 


358 


TWVRGNPKPKJTWMKNKVAIV 
DDPR Y RM FSNQG VCTLEIRKPS 
PYDGGTYCCKAVNDLGTVEIE 
CKL\EVKVIYQGVNTPGQPVFL 
EGQQQSLHNKDF 


22217 


52585 


A 


22345 


67 


3515 


HLIVAMPEPTKKEENEVPAPAP 

PPEEPSKEKEAGTTPAKDWTLV 

ETPPGEEQAKQNANSQLSILFIE 

KPQGGTVKVGEDITFIAKVKAE 

DLLRKPTIKWFKGKWMDLASK 

AGKHLQLKETFERHSRVYTFE 

MQIIKAKDNFAGNYRCEVTYK 

DKFDSCSFDLEVHESTGTTPNID 

I RS AFKRSGEGQEDAGELDFSG 

LLKRREVKQQEEEPQVDVWEL 

LKNAKPSEYEKIAFQYGITDLR 

GMLKRLKRMRREEK 


22218 


52586 


A 


22346 


2 


39 


FQFCVSLFVYIQLNSDVLPE*PR 

HKKKPPTLSHWFLK*NLHL*N* 

NTKALKYRKLV*LTSQKH*QM 

TYPFCNYLKTN*VTTNTKVK*T 

EGY*TAKTQKLYPDKVVMATN 

KPLKTRSPK\PAKYGSPHDTAT 

WTGSGLGLEAS*HSA 


22219 


52587 


A 


22347 


1 


113 




22220 


52588 


C 


22348 


47 


337 




22221 


52589 


A 


22349 


I 


2292 




22222 


52590 


A 


22350 


2 


441 


LRHAKWFQARANGLKSCVIVIR 

V LRDL\ VTR V PT WG PLRG WPLE 

LLCEKSIGTANRPMGAGEALRR 

VLECLASGIVMP/QHALRLAAF 

GQLHKVLGMDPLPSKMPKKPK 

NENPVDYTVQIPPSTTYAITPM 

KRPMEEDGEEKSPSKKK 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 
sct|ucncc 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 

sequence 


Nucleotide location of last 
codon for last amino acid 

Ul ||CpilUC >Cl|lIdHC 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 

raVli*! ifin Y=nriccihl^ niirl^rtlirf** inc»rt!nnk 


22223 


52591 


A 


22351 


45 


402 


HALAALEKLFPDTPLALDANK 

KKRAPNVPVRGGPKFAAKPrfNP 

GFGMGGPMHNEVPPPPNLRGR 

GRGGSIRGRGRGRGFGGANHG 

G Y MN AG AG YGSYG YGGNS AT 

QGYK*LFHKTAYGYS 


22224 


52592 


A 


22352 


243 


3113 


FPDTTEEVKMRPMRJFVNDDRH 

VMAKHSSVYPTQEELEAVQNM 

VSHTERALKAVSDWIDEQEKG 

SSEQAESDNMDVPPEDDSKEG 

AGEQKTEHMTRTLRGWMRWG 

LVAK\CLLLKGDLADL\ELVLLC\ 

KEKPTT\ALL\DKVADNLAI\QL 

AAVTEDKFE1LQSVDDAA1VIK\ 

NTKEPPLS\LTIHLTSPVVREE\M 

EKVLAGETLSWNGPPGNVLDR 

SRIAFAAFRGSLPETQRWFQVAR 

ANGLK\SCV 


22225 


52593 


A 


22353 


139 


245 




22226 


52594 


A 


22354 


875 


2019 


NPNSQMPKMTRSTKQLTNKSG 

QIDGCPGCRVVPTWCRLGHLSH 

YWAVWASILRFWEVWKYWLG 

NMGRKSSEFPILKLNGXRTMGD 

*VLPFHMYV\QPVV\HPQLYPHS 

VTELTGDYFKPWWDGQPSLQQ 

VL\ERVDEWM\AKEGLL\DPNV 

QVQFLFTLWEDWGLKKSVLPG\ 

QCQ*LG A WP VGGFTSKQ WD* S 

* KKA YSF\A MGC WPKNG LLDM 

NKGLSLQHIGRPHSG1DDCKNI 

ANIMKTLAYGGFIFKQTSKPVLl 

GRGQDGAGQGSLVGPPQNPPL 

PHQRGKRESGHKLCCPKVVPSA 

SLWGSMPLGRGLCCPLQGALA 

TWPFLEARHFCAPPSPTPQSQPS 

ISPSHCGPGLRGTPGTHRLLPW 

YNRLLWGHQDPRCAPSHP 


22227 


52595 


A 


22355 


507 


916 


RKKNEKEGTKPPRNMGICEKT 

KPTFDWCT*K*RGEWNQVGKY 

TSGYYTGELPQSSKTGQHSNSG 

NTENTTKILLEKSN PKTHM W*I 

HQG*NEGKTVKGSQREK*GYP 

QREAHQTNSRSLCRNPTRQKRV 

GVNIKHS 


22228 


52596 


B 


22356 


72 


359 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \ = possible nucleotide insertion) 


22229 


52597 


A 


22357 


1236 


1987 

1 


GNSSPPGLPCKSSSSPPPPPSLTG 

APARRAAAAPPRPASRPRPPLA\ 

GGGVPQLFATRPP/PGPTRARRP 

TWR*GPRGSPEETPRRRREWTR 

RPEPGCRAQGSRRPARPPSGSS 

AVRSASPASSPAPAASAPLGPRS 

RWS*RPPSRPRR/SPPPPPPGRSR 

SDRER/GRRKEASPPLTLA E APA 

Y/RQDQ A PPPG SPH LG FQS A AG 

PSRTASSAP/RSGIGGRGANTjPA 

PAAIFPPSLRPPRAGPVGDLRAS 

GVDAAA 


22230 


52598 


A 


22358 


287 


2082 


LKTETSEEKARRYKDRPSQLNA 

VFQEQKKMIQAQESITLEDVAV 

DFTWEEWQLLGAAQKDLYRD 

VMLENYSNLVAVGYQASKPDA 

LFKLEQGEQLWTIEDGIHSGAC 

SD1WKVDHVLERLQSESLVNRR 

K PC H EH DA FEN I VHCSKSQFLL 

GQNHDIFDLRGKSLKSNLTLVN 

QSKGYEIKNSVEFTGNGDSFLH 

ANHERLHTAIKFPASQKLISTKS 

QF IS PKH QKTRKLE K HH VCS EC 

GKAFIKKSWLTDHQVMHTGEK 

PHRCSLCEKAFSRKFMLTEHQR 

THTGEKPYECPECGKAFLKKSR 

LN I HQKTHTG E KP Y ICS ECG KG 

FIQKGNLIVHQRIHTGEKPYICN 

ECGKGF1QKTCLIAHQRFHTGK 

TPFVCSECGKSCSQKSGLIKHQ 

RIHTGEKPFECSECGKAFSTKQ 

KLIVHQRTHTGERPYGCNECGK 

AFAYMSCLVKHKR1HTREKQE/ 

CSQGGKSSCREAQLITHQ*CHA 

GEKLC*RGDYTSAFCGPSDIIKH 

QRP/HSQNRN/CSPCGTASGQM 

CSLRR'QWICTGQKPCECSECG 

CAFRDQLCLILCYRKPIGRK\PD 

LCGKGLSKNL*F1MWPKSIHCE 


22231 


52599 


C 


22359 


90 


344 




22232 


52600 


A 


22360 


2 


543 




22233 


52601 


A 


22361 


373 


490 




22234 


52602 


A 


22362 


111 


396 


GAPPGIWCLSLWACRALSPLSS 

AAQHRKRPSALSPATPAGSRPL 

RRCAPGFAATKTQRVQRRPPRR 

*GAAAGAGGS*RPLCGVVIHSV 

LFTNTPE 
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SEO ID 

NO: 


SEQ ID NO: 
of peptide 

sc(|iJcncc 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 

cvul/ii lur |it|jiiuc 

sequence 


Nucleotide location of last 
codon for last amino acid 

vl pcpilUC 3Ct|UCIItC 


Amino acid sequence ( X=Unkn»wn, 
*=Stop codon, ^possible nucleotide 

/^AlptiAn \nr\ACCi till* nit**lffc/ittclA incA^f tAn\ 

uciciiuu* \~|W39iuic iiucicuiiuc insertion J 


22235 


52603 


A 


22363 


1902 


3474 


VPQRSTGSGRARSARRPLRAPD 

PCAAAPRVSPQPRPSECSGGRR 

GGSKTWAKRNAGKELTDRNW 

DQEDEAEEVGTFSM ASEE V LK 

NRAIKKAKR\RNVGFESDTGGA 

FKGFKRFGGYPSEEERFSGFGVS 

G AGGKPLEGLASNGNN !T\S A PP 

FASAKAAADP\KVAFGK*LPSPS 

RLLVDKNVSNPKTNGDSQQPSS 

SGLASSKACVGNAYHKQLAAL 

DCSVRDWMVKHANTNSLCDL 

TPI FK\DYEK\Y LAN 1 ETANTGNX 

SGRNSESESNKVAAETQSPSLF 

G STKLQQESTFLFHGN KTE DTP 

DK.KMEVASEKKTDPSSLGATS 

ASFNFGKKVDSSVLGSLSSVPL 

TGFSFSPGNSSLFGKDTTQSKPV 

SSPFPTKPLEGQAEGDSGECKG 

GDEEENDEPPK.VVVTEVKEED 

AFYSKKCKLFYKKDNEFKEKGl 

GTLHLKPTANQKTQLLVRADTN 

NLGNILLNVLIPPANMPCTRTGK 

NNVLIVCVPNPPIDEKNA\TMP\ 

VTMLIXRVKTSEDADELHKILLE 


22236 


52604 


C 


22364 


65 


283 




22237 


52605 


A 


22365 


3 


419 




22238 


52606 


A 


22366 


1 


512 


CGRPPWKTGQRSQPSCPPGSSG 
SGRGIP\PAAWHEGEGPEAVLQ 
GHRAGRGDPACRGLCCLPSQL 
GGPTSPTSAASRACGSRGAATL 
VVKVKWFYHP/CRRPSWARGS 
ATARMRCTSPATRMRTTCRPSP 
TSARS WRASSMSRWPGAASAR 
TG RTSTTGGHLRPH H R A PGDG 


22239 


52607 


A 


22367 


1 


2940 


MRRRRKVAA1HAGPRPRSAAA 

SSEQRGRGPGAARRAGGAEAA 

ASGVTGGGGGGAGQHAGGLG 

FSAGGRAPSQRPLCGSMPARLF 

SKQEVDYCGLPAPPASSLRSRG 

HRQR1YSLNQLLQEALRTGRAR 

PGEGPGWLVTDKGGLGWGSSH 

SQAQGPDSQAAWGRAPPAHGS 

SPAFLQVLDVRPQSSRYLPPGT 

R VC A Y WSQKSRCLYPGN V V R A 

PPPCFGRLLGVPAASSGVPSTG 

ASGDEDEDLDSVVVEFDDGD 


22240 


52608 


B 


22368 


215 


356 




22241 


52609 


A 


22369 


282 


499 


YLLHCLPSDPPSFTNSPDGRGRR 
RRRQRRRRSDPPGRGRTKSSTR 
VPGSNRFV*FHQR*GRLKEWM 
ANQDTN 
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SEQIO 

NO: 


SEQ ID NO: 
of peptide 

C f*/l i 1 It /* ft 

2>L(jUCnvC 


Mel 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


22242 


52610 


A 


22370 


105 


619 


ACQASSHSGPVWGPGERTTPG 

A*ASARR£PSRNQHPNLWVTE 

Q/I*IASPRTVANPLVPARTPTGP 

RTNKPKHLIKQGRGQPRQPLSG 

STGGAGESPASGCAGGQPAHR 

VWIAPAARGCGQHTPWKAPAG 

NGQSPRPASATRMIGPSPSLSPP 

APPAVVGVAALGSRNRCIL 


22243 


52611 


A 


22371 


1 


441 




22244 


52612 


A 


22372 


10 


621 


LRQLERGLAKGQPSTPVDRPLG 

PDPSAPGTLAGAALPPLEPPAPC 

LCQDPQEDSVEDEEPPGSLGLP 

PPQAGVQPAAAAVSGTTQPLG 

TGPRVSLSPHSPLLSPKVASMD 

AKDLALQILPPCQVPPPSGPQSP 

AGPQGLSAPEQQEDEDSLEEDS 

PRALGSGQHSDSHGESSAELDE 

QDILAPQTVQCPAQAPAGGSEE 

T*LRQLERGLAKGQPSTPVDRP 

LGPDPSAPGTLAGAALPPLEPP 

APCLCQDPQEDSVEDEEPPGSL 

GLPPPQAGVQPAAAAVSGTTQP 

LGTGPRVSLSPHSPLLSPKVAS 

MDAKDLALQILPPCQVPPPSGP 

QSPAGPQGLSAPEQQEDEDSLE 

EDSPRALGSGQHSDSHGESSAE 

LDEQDILAPQTVQCPAQAPAGG 

SEETIAKA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
inUSSN 


Nucleotide 
location of first 

cutiun ior pc|j»iut 

sequence 


Nucleotide location or last 
codon for last amino acid 

nff npntirip cpntipnri* 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 

(IHptinn \=no$sible nuflmtiflr- in^prtinnl 


22245 


52613 


A 


22373 


1 


2271 


MPGELLAPSCCCRGGPTRDRTD 

LSCDAAAATTILGGDRREPCAL 

TPGPSHLALTFLPSKPGARPQPE 

GASWDAGPG\LSTEAPLPATLE 

PRJVMGEETCQALLSPRAARTA 

LRDQEG WGL/SPQGSM V DEREL 

HPAGTPEPPSSESSLSADSSSSW 

GQEGHFFDLDFLANDPMIPAAL 

LPFQGSLIFQVEAVEVTPLSPEE 

EEEEAVADPDPDSASYAEADDE 

RLYSGEPHAQATLLQDSVQKTE 

EESGGLRYDTASAPTRHRSLVS 

PKACSCSHDCAP\AG*RGPHLTP 

GLRYDTASAPTRHRSL1SPKAC 

GCSHDCVPAG*RGPHLTPGLRY 

DTASAPTRHRSLVSPKACSCSH 

ACVPAG*RGPHLTPGLRYDSTS 

ASARHRPHLRSRASGCGHPSNL 

AGRSRLCPRDRACGHHGSAGS/ 

SAWTGSMSGSA\RHR*WG*A*L 

TPKG DPG G * EP AGRRPEGXTGT 

GT WTQPQGG LHGCQRPG LADL 

AALPSASSLWAPEPSWPS/SALS 

PRA A RG * GQPGGRL ASG PG LG P 

AFG*PRGVISRAGRAGHLGSSD 

RAVSSPGAQSREEGPSRRQ*GD 

HRQSQAESQ*EEGPKGNVKAG 

LAADSGSHQDHHPEVQEHPLC 

HRQA*CLQGDPASAHLCG\FWR 

GQ\T*GP\CPASAQSRS*EV*GAL 

R\DLSLGP*VST\QGPG*A*VQG 

KGKG\GGGKGGPGGAGTA*HL 


22246 


52614 


A 


22374 


2 


211 




22247 


52615 


A 


22375 


43 


241 




22248 


52616 


A 


22376 


184 


332 




22249 


52617 


A 


22377 


1292 


1923 


KAGARGNQEGTMASSSGYTQK 

VLTIPRGC YQ* K* SKETLP* CSG 

WPNDAR\EAVVNC\CTEFI\HLIS 

SEANEICNKSEKKT1SPEHV1QA 

LESLGFGSYISEVKEVLQECKT 

VALK\RRKASSRFGKPLGIPEEE\ 

LFGDQANK£LFGKSLDQQQAE\ 

LAQQ\EW\LQMQQAA\HQA\QL 

AAASAKCI*SRRGSFSGMEEDG 

GWISEIPPAEFLFLL 


22250 


52618 


B 


22378 


1 


1701 




22251 


52619 


A 


22379 


1 


147 
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SEO ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


22252 


52620 


A 


22380 


1 


484 


IRHEGRGQRGKMELVQWLKRG 

LQQITGHGG/LFRGYLRVFRRT 

NDAKVGTLVGEDKYGNKYYE 

DNKQFFGRHRWVVYTTEMNG 

KNTFWDVDGSMVPPEWHRWL 

HSMTDDPPTTKPLTA\RKFHLG 

RNH * 1 ST WTG APQEQ Y V P Y STT 

RK\KIQEWIPPSTPYK 


22253 


52621 


A 


22381 

x w < 


3 


258 

c 


DMAAQIAEGMAF1EERNY1HRD 
LRAANILVSDTLSCKIADFGLA 
RLIEDVFTIKSDVWSFGILLTEI'V 
THG RJ P YPGMTN P E V IQN 


22254 


52622 


A 


22382 


1 


738 . 




22255 


52623 


A 


22383 


233 


1898 


GAGPTGYLRRLPGWAGTMGC 

GCSSHPEDDWMENIDVCENCH 

YPIVPLDGKGTLLIRNGSEVRDP 

LVTYEGSNPPASPLQDNLVIVAL 

HSYEPSHDGDLGFEKGEQLRIL 

EQSVXEWWKAQSLTTGQEGFIP 

FNFVAKANSLEPEPWFFKNLSR 

KDAERQLLAPGNTHGSFLIRES 

ESTAGSFSLSVRDFDQNQGEVV 

KHYKIRNLDNGGFYISPRJTFPG 

LHELASAITPIASDGLCTR\LSRP 

CQTQKPQKPQKPWWEDEWEV 

PRETLKLVERLGAGQFGVRCGW 

GTTTGTTKVAVKSLKQGSMSA 

GRLP\AEANLMKQLQ\HQRL\VR 

LYAVVTVQEP1YHTEYMENGSL 

VDFLKTPSGIKLTINKLLDMAA 

QIAEGMAFIEERNY1HRDLRAA 

NILVSDTLSCKIADFGLARL1ED 

NEYTAREGAKFP1KWTAPEAI*S 

RGNSPPRSDVWSF\GDLLPEIFT\ 

HGRIP/YPQGIPNPELIQKLERGY 

RMVRP\SNCPEKLYQL\MRLCW 

KERPED\RPTFDYLRSVLEDFFK 

RHRRASNQPQALREPLRKPLCF 


22256 


52624 


A 


22384 


3 


203 




22257 


52625 


A 


22385 


2 


467 




22258 


52626 


A 


22386 


1 


468 




22259 


52627 


A 


22387 


1 


645 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in liSSN 


Nucleotide 
location of first 

cuuuii lur pcpiiuc 
sequence 


Nucleotide location or last 
codon Tor last amino acid 
ui pcpiiuc sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possiblc nucleotide 

H Al^liAn V=rwWci till* ft ■■f*l^fittsl* incartinnt 

uciciiun, \— puaMuic iiucicunuc inscriionj 


22260 


52628 


A 


22388 


821 


2637 


AAASAWRATHSTTAAGRRTAL 

FRSPEPGNTRDTRRRRRATAPD 

CCRPATSPRALDWTSLHTRRHP 

VQNYLQWSYWQVLVSRWIAF 

AGLAMADYLISGGTGYVPEDG 

LTAQQLFASADDLTYNDFLILP 

GFIDFIADEVDLTSALTRKITLK 

TPLISSPMDTVTEADMAIAMAL 

MGGIGFIHHNCTPEFQANEVRK 

VKNFEQGFITDPVVLSPSHTVG\ 

DVLEGKMRHGFSGM PITETGTM 

GSKLVGIVTSRD1DFLAEKDHT 

TLLSEVMTPR1ELVVAPAGVTL 

KEANEILQRSKKGKLPIVNDCD 

ELVAHARTDLKKSRDYPLASK 

DSQPQLLCGAAVDTREEDKYR 

LDLLTQAGVDVIVLDSSQGNSV 

YQY\ARVLYFKQKYPHLQV\LG 

GNVVTAAQAKNLIDAGVDGLR 

VGMGCGS1CITQ\EVMACGRPQ 

GTCC VTR* AEY ARRFG VPI IAD 

GGIQTVGHVVKALALGASTVM 

MGSLLAATTEAPGEYFFSDGVR 

LKKYRGMGSLDAMEKSSSSQK 

RYFSEGDKVKIAQGVSGS1QDK 

GSIQKFVPYLIAGIQHGCQDIGA 

RSLSVLRSMMYSGELKFEKRT 

MSPQIEGGVHGLHSYEKRLY 


22261 


52629 


A 


22389 


2 


332 




22262 


52630 


A 


22390 


3 


608 


MTAVHAGHLNLKWDPKSLEIR 

TLAAERLVTQVTTLVNTNSKGP 

SDKKRGHSKKVHVLAASVEQA 

AENFLEKEDKIVKESQF\L*E*LL 

AAVEYVRKQ/GKECLRPSLEEH 

LEGIISGAALMGDSSCKHDDHR 

ERJAAECNTVLQ\ACRTCF/SEY 

MGNAGCKERSNSLNSAIDKMT 

KKTRDLRRQLHKAVMDHVSDS 

FLETNVPLL 


22263 


5263! 


A 


22391 


2 


2864 





2893 



WO 01/075067 PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \ = possible nucleotide insertion) 


22264 


52632 


A 


22392 


14 

- 


2897 


PDWRETKQRPSASGLWNLALA 

QLAAEMTAVHAGHLNLKWDP 

KSLEIRTVLAVERLLEPLVTQVT 

TLVNTNSKGPSDKKRGHSKKV 

HVLAASVEQAAENFLEKEDKIV 

KESQF\L*E*LLAAVEDVRKQG 

DLMKAAARRRSHDDPCSSVEQ 

GNMVQAA*TLLSAVTCLLILA\ 

DMGNVYKLLVQLKVVEDGILK 

LRNAGNEQDLGIQYfCALKPEV 

DKLNiMAAKRQQELKDVGHRD 

QMAAARGILQKNVPILYTAS 


22265 


52633 


A 


22393 


1 


1584 




22266 


52634 


A 


22394 


1 


3519 




22267 


52635 


A 


22395 


3 


673 




22268 


52636 


A 


22396 


1 


1574 


DVPRDLEVVAATPTSLL1SWDA 

PAVTVRYYRITYGETGGNSPVQ 

EFTVPGSKSTATISGLKPGVDYT 

ITVYAVTGRGDSPASSKPISINY 

RTEIDKPSQMQVTDVQDNSISV 

KWLPSSSPVTGYRVTTTPKNGP 

GPTKTKTAGPDQTEMTIEGLQP 

TVEYVVSVYAQVNPSGESQPLV 

QWAVPTIPAPTDLKFTQVTPTS 

LSAQWALPNVQLTGYRVRVTP 

KERTGPMKEFNLAPDSSSVVVS 

GLMVATKYEVSVYALKDTLTS 

GPAQGVVTTLENVSPPRRARVT 

DATETTITISWRTKTETITGFQV 

DAVPANGQT\P1QRTIKPDVRSY 

TITGLQPGTDYKIYLYTLNDNA 

RSSPVVIDASTAIDAPSNLRFLA 

TTPNSLLVSWQPPRARJTGYIIK 

YEKPGSPPREVVPRPRPGVTEA 

TITGLEPGTEYTIYVIALKNNQK 

SEPLIGRKKTVQKTPFVTHPGY 

DTGNGIQLPGTSGQQPSVGQQ 

MIFEEHGFRRTTPPTTATPIRHR 

PRPYPPNVGQEALS 



2894 



WO 01/075067 



PCT/US0 1/08631 



SEQID 

NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
coiion for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \ = possible nucleotide insertion) 


22269 


52637 


A 


22397 


-» 


2382 


QTEMTI EG LQPTVEY V VS V YAQ 

NPSGESQPL VQTAVTN !DPJ>KG 

LAFTDVDVDSIKIAWESPQGQV 

SRYRVTYSSPEDGJHELFPAPDG 

EEDTAELQGLRPGSEYTVSVVA 

LHDDMESQPLIGTQSTAIPAPTD 

LKFTQVTPTSLSAQWTPPN VQL 

TGYRVRVTPKEKTGPMKErNLA 

PDSSSVVVSGLMVATKYEVSV 

YALKDTLTSRPAQGWTTLEN 

VSPPRRARVTDATETTITISWRT 

KTETITGFQVDAVPANGQTPIQ 

RT1KPDVRSYTITGLQPGTDYKI 

YLYTLNDNARSSPVVIDASTAI 

DAPSNLRFLATTPNSLLVSWQP 

PRARITGYIIKYEKPGSPPREW 

PRPRPGVTEAT1TGLEPGTEYTI 

YVIALKNNQKSEPLIGRKKTDE 

LPQLVTLPHPNLHGPEILDVPST 

VQKTPFVTHPGYDTGNGIQLPG 

TSGQQPSVGQQM1FEEHGFRRT 

TPPTTATPIRHRPRPYPPNVGEEI 

QIGHIPREDVDYHLYPHGPGLN 

PNASTGQEALSQTTISWAPFQD 

TSE Y 1 1 SCH P VGTDEEPLQFR VP 

GTSVTSATLTGLTRGATYNIIVE 

ALKDQQRHKVREEVVTVGNSV 

NEGLNQPTDDSCFDPYTVSHYA 

VGDEWERMSESGFKLLCQCLG 

FGSGHFRCDSSRWCHDNGVNY 

KIGEKWDRQGENGQMMSCTCL 

GNGKGEFKCDPHEATCYDDGK 


22270 


52638 


A 


22398 


48 


7500 


GATMACCAAQGEERVTPCASG 

KRGPAATTSLVLWIPSVPPPVPF 

PTLWPPPSWRRQPPGGIRRDFS 

RRLRREANLVATCLPVRASLPH 

RLNMLKGPGPGLLLLAVLCLG 

TAVPSTGASKSKRQAQQMVQP 

QSPV A VSQSKPGC YDNGKH YQ 

INQQWERTYLGNVLVCTCYGG 

SRGFNCESKPEAEETCFDKYTG 

NTYRVGDTYERPKDSMIWDCT 

CIGAGRGR1SCTIANRCHEGGQS 

YKIGDTWRRPHETGGYM 


22271 


52639 


A 


22399 


1 


403 


NSTNKRRGFCFITFKJEXEMEKKY 

HNVGLSKCEIKVAMSKEQYQQ 

QQQWGSRGGFAGRARGRGGG 

PSQNWNQGYSNYWNQGYGNY 

GYNSQGYGGYGGYDYTGYNN 

YYGYGDYSNQQSGYGKVSRRG 

GHQNSYKPY 



2895 



WO 01/075067 PCT/USO J/08631 



SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /= possible nucleotide 


22272 


52640 


C 


22400 


36 


214 




22273 


52641 


A 


22401 


3 


IS2 




22274 


52642 


A 


22402 


223 


452 


LESMTIFPYSDDKRAQYIFIQKD 
LLKKPVRHYY1MTLSHWAFNT 
RLALQYWGKGHKTQIDSEA*Q 
LRNKTMICANFF 


22275 


52643 


A 


22403 


1 


1037 


MSEEQFGGDGAAAAATAAVG 

GSAGEQEGAMVAATQGAAAA 

AGSGAGTGGGTASGGTEGGSA 

ESEGAKIDASKNEEDEGHSNSS 

PRHSEA^TAQREEWKMFIG^LS 

WDTTKKDLKDYFSKFGEVVDC 

TLKLDPITGRSRGFGFVLFKESE 

SVDKVMDQKEHKLNGKVIDPK 

RAKAMKTKEPVKKIFVGGLSP 

DTPEEKJREYFGGFGEVESIELP 

MDNKTNKRRGFCFITFKEEEPV 

KKIMEKKYHNVGLSKCELKWA 

\MSKEQYQQ\Q\QQWDSRGGCA 

GRA\RGRGGDQAE\GYGKG1QA 

RWAIKNSYKPYLNYSICQPYPP 

TAGTSLQALCRADFRFSQARSM 


22276 


52644 


A 


22404 


299 


1508 


HYVGGSSSGGDGAAARAT/AR 

AVGGSAGEQ\EGA\MVAATHG 

ARGGVWEADAATGGGTASGG 

T\EGGSAE\SEG\AKIYASKNEED 

EGHSNSSPRHSEAATAQRGRM\ 

KMVIGGLSWDTATKKDLKDYFS 

KFGEVVDCTLKLDPITG\QSRGF 

GFV\LFKESESV\DKVMDQKEH 

K\LNG\KVNDPKRAKAM\KTKE 

PVKXIFVGGLSPDTPE\EKIREYF 

GGFGE\VESIELPMD\NKTN*RG 

RGF\CF\ITFKEEEPVKK1\MEICK 

YHNVGLSKCEIKVVLLNEQYQ 

QQQQW*SIGGFAGIALVIGGGP 

SQNWNQGYSNYWNQGYGNYG 

YSS\QGYG\GYGGYDYTGY\NN 

Y\YGYGDYSNQQSGYGKVS\RR 

GGHQ\NSYKPHTKFIPICNLFPN 

RWLKQYFPNLK1QFERGSCHLL 


22277 


52645 


A 


22405 


3 


189 


EESEPERKRARTDEVLVPEEAAP 
RRKMRTTRTTCPVSRY\AAP\QL 
LLQKLLQRRRKGSCSRG 


22278 


52646 


B 


22406 


1 


1356 




22279 


52647 


C 


22407 


135 


260 




22280 


52648 


A 


22408 


1 


1740 




22281 


52649 


B 


22409 


80 


371 





2896 



WO 01/075067 



PCT/LS01/086J1 



SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 


Nucleotide 
location of first 

cuuun ior |jc|hiuc 

sequence 


Nucleotide location or last 
codon for last amino acid 


Amino acid sequence ( X=(Jnknown, 
*=Stop codon, /=possible nucleotide 

rtplction. V^nnuinlp nurlpntiflp in<f*rti<tn\ 


22282 


52650 


A 


22410 


257 


1200 


ISWCCMEQICKRLP\FSKREG\PY 

EFUCPSEDSSPLLRCAFC1GGMS 

VKEQMETIRHPLQTTRGPGPGP 

LFTDGPDPIPEAFLHGLLStREM 

VSTEK.VKPVGQESEPRVK.PLEL 

DDSASGGVHMMVATPGRLMD 

LLQKKMVSLNICRYLALDEAD 

RMIDMGFEGDIRTIFSYFKHTSA 

AA1GLQLALDGGTGSGQKGKC 

EEFPSSMSAVSTGLEASACCLS 

VTM DPLETLSRM ASSTS SMSSL 

ARAWLSPEPGDSPGMVGGLPR 

ELPGMAPLECGEFQRPESLCAD 

RNELGSQSPEFPGQEEEDEDED 

DEEEDEDE 


22283 


52651 


A 


22411 


107 


2069 


GGVSPWRACVQQRMEESEPER 

KRARTDE VXLPEE AAPRRKM RT 

TRTTCPMCRYGSAGSLLLQKLL 

QRVRRKGAAEEEQQDSGSEPRG 

DEDDIPLGPQ\SNVSLLDQHQHL 

\KEKAESAAKESCQGRKQLEGK 

KEKILGRJVCRRAEVLDVK*KAD 

WLKGITVLIDPIKTQLGLPPR/Y 

MFLSMSEERHERVRKKYHILVE 

GDGIPPPIKSFKEMKFPAAILRG 

LKKKGIHHPTPIQIQGIPTILSCR 

DMIGIAFTGSGKTLVFTLPV1MF 

CLEQEKRLPFSKREGPYGLIICP 

SRELARQTHGILEYYCRLLQED 

SSPLLRC\ALCIGGMSVK\EQ\ME 

TIRQGVHMMVATPG/RALMDL 

LQKKMVSLDICRYLALDEADR 

MIDMGFEGDIRTIFSYFKGQRQ 

TLLFSATMPKKIQNFAWCSALVK 

PVTINVGRAGAASLDVIQEVEY 

VKEEAKMVYLLECLQKTPPPV 

LIFAEKKADVDAIHEYLLLKGV 

EAVAIHGGKDQEERTKAMEAFR 

EGKKDVLVATVDVASKGLVFPA 

IQH V1N YDM PEEI EN Y VHRIG RT 

GR\SGNTG 1 ATTFINKACDESFLI 

D\LKALLVRKPKQKVPPVL\QV 

L\HCGGWSPMLDIGRSSRGCAF 

CGG\LGH\RITDCPKL\EA\MQTK 

QVSNIGRKDYLAHSSMDF 


22284 


52652 


A 


22412 


435 


1428 





2897 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in LISSN 


Nucleotide 
location of first 

LUUUIl llll pcpilUC 

sequence 


Nucleotide location of last 
codon for last amino acid 
ui pepuue sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


22285 


52653 


A 


22413 


** 
j 


597 


HKMAPYSPLVTRLQKALGVRQ 

YHVASVLCQRAKMAMSHFEPN 

EYIHYDLLEKN1NIVCKRLNWP 

LTLLEKIVYGHLDDPASQEIEQ 

GK/S/YLWLWPDHVAMLQFISKJ 

GATTSVFPYNHRMRRYLSK/TG 

RTDIANLADEFQDHLVPDPGCH 

YDQL1EINLSELKPH1NGPFTPD 

QAHPVAEVGKVAEKEGWPLDI 

RVGLT : 


-22286" 


52654 ^ 


A* 


22414 


29 


512 ! 


; ; ■' * • 


22287 


52655 


A 


22415 


1 


543 




22288 


52656 


B 


22416 


271 


719 




22289 


52657 


A 


22417 


1 


2438 


SVHKMAPYSLLVTRL*KALGV 

RQYHVGSVLCQRARWAMSHF 

EPNEY1HYDLLEKSINIVRKRLN 

RPLTLSEKJVYGHLDDPASQEIE 

RGKSYLRLRPDRVAMQDAYTA 

QMAMLQFISSGLSKVAVPSTIH 

CDHLIEAQVGGEE\DL\RRAKDI 

NQEVYNFLATAGAKYGVGFW 

KPGSGIIHQIILENYCVPWLSF*L 

GPDFHTPNGGG\LGGI\CIGSCG 

WPNAWEWNGLG1PWELKCPK 

VIGVKLTGSLSGWPSPKDVILK 

VAGILTVKGGTGAIVEYQGPGV 

DSISCTGMATICNMGAEIGATT 

SVFPYNHRMKKYLSKTGREDIA 

NLADEFKDHLVPDPGCHYDQL1 

EINLSELKPHINGPFTPDLAHPV 

AEVGKVAEKEGWPLDIRWGLM 

GSCTNFKLWKIWGRSAAVAKQ 

ALA HG\LKCKSQF\TITPG FPRQI\ 

RATFE\RDGYAQILRDLGG\IVL 

ANACGPCIGQWDRKDIKKGEK 

NTIVTSYNRNFTG\RNDANPET 

HAFVTSPEIVTALAIAGTLKF\N 

PETDYLTGHGWARSFRLGGSRI 

AD* VFPKGEF* PRG RDT YQH PP 

K\DSSGAACWDLSPTSQRLQLL 

EPFDKWDGKDLEDLQIL1KVKG 

KCTTDHISAAGPWLKFRGHLD 

NISNNLLIGA1NIENGKANSVG\ 

N P VTQ EFG P A PD\L A R Y YKKHG 

l\RWVVIGDENYGEG\SSREHAA 


22290 


52658 


A 


22418 


14 


260 


RLCIGDAGVSPVCGP/CSAGGGP 
R*LNLEGGEESSSVPRGG/CCSP 
VTATTAPGPCFPK*SDGSGCAE 
APDSGE/CS*ALGPHCGD 



2898 



WO 01/075067 PCT/US01/08631 



SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
'-Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


22291 


52659 


A 


22419 


160 


460 


RLC1GDAGVSPVCGPLSAGGGP 
R*LNL*GGEESSSVPRGG/CCSP 
VTATTAPGPCFPK*SDGSGCAE 
A PDSGNCG A FCALRSPH RH PG P 
KPARERLLLTGL 


22292 


52660 


A 


22420 


43 


418 


SLGCAEQN/FPA1AIQPGMAQEE 
RLSRYQQFK DFQRRI LVATNLF 
GRGMDIERVN1VFNYDMPEDS 
DTYLHRVARAGRf GTKGLAITF 
VSDENDAKILNDVQDRFEVNV 
ABLPEEIDISTYIEQSR- 


22293 


52661 


A 


22421 


1 


592 


RFSKYMPSVKVSVFSRG LSIKK 

DEEVLKKNCPHVVVRTRARILA 

LVRNRSFSLQNVKHFVLDECD 

KMLEQLDM RRD VQEI FRLTPH E 

KQCMMF/ERLSRYQQFKDFQRR 

ILVATNLFGRGMDIERVNIVFN 

YDMPEDSDTYLHRVARAGRFG 

TKGLA1TFVSDENDAKJLNDVQ 

DRPEVNVAELPEEIDISTYIEQS 


22294 


52662 


A 


22422 


2 


575 




22295 


52663 


B 


22423 


100 


412 




22296 


52664 


A 


22424 


2 


441 




22297 


52665 


A 


22425 


682 


1032 




22298 


52666 


A 


22426 


1 


1324 


MAEQDVENDLLDYDEEEEPQA 

PQESTPAPPKKDIKGSYVSIHSS 

GFRDFLLKPELLRAIVDCGFEHP 

SEVQHECIPQAILGMDVLCQAK 

SGMGKTAVFVLATLQQ1EPVN 

GQSGQVHIFGLHIGARALVISEH 

1LKDEGAVEGCGVVQCLMARV 

TVLVMCHTRELAFQ1SKEYERF 

SKYMPSVKVSVFFGGLSIKKDE 

EVLK1CNCPHVVVGTPGR1LALV 

RNRSFSLKNVKHFVLDECDKM 

LEQLDMRRVDVQEIFRLDTTPR 

KQCMMFSATL\SKD1\RPV\CRK 

FMQDPMEVF\VDDETKLTLHG\ 

LQQYYVFCLKTSEKNRSLFDLLX 

DV\LEFNQV\IIFVKSVQRCMAL 

AQLLWEQNFPAIVAIHRGMAQE 

ERLSR YQQFKDFQRRI L V ATNL 

FGRGMDIERVNIVFNYDMPEDS 

DTYLHRVARAGRFGTKGLA1TF 



2899 



WO 01/075(167 



PCT/US01/08631 



SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unlcnow n, 


NO: 


of peptide 


hod 


in USSN 


location or first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possiblc nucleotide insertion) 


22299 


52667 


A 


22427 


9 


1535 


EAQQLVSERPAENRSWKCLLA 

ARGEERGASIMAEQDVENDLL 

DYDEEEEPQAPQESTPAPP\KKD 

IKGSYWSIHSSGFRDF/LCLKPE 

LLRAIGGLVAFEHPSEVQHE\CI 

PQGHPGAWDVLLPGQSPGMGK 

TAVFRCWPPLQQAEPVNGQVTV 

VLVM\CHTRELAFOISKEYERFS 

KYMPSVKVSVFFGGLSIKKD\E 

EVMKKNCPHVVVGTPGRILAL 












* .. . * ■.* ' 


VRNRSFSLKNVKHFVLDECDK 

MLEQLDMRRDVQEIFRLTPHEK 

QCMMFSATLSKDIRPVCRXFM 

QDPMEVFVDDETKLTLHGLQQ 

YYVKLKDSEVKTRKVFDLWDW 

LEFNQVDI LRQGQCKRCMALAA 

QLLWEQNFPAQWPIVHRGNGPQ 

KERPVNAYQASSKDFPSGRDPL 

VATQ!LFG\RGMDIEAKSNI\VFN 

Y\DMP*GLGTPYL\HRV\ARRGR 

FGTKRP*PFTFVSDG\NDA\KILN 

D V\QDRF* S * M W AEL\PEEI DI ST 

YIEQSRLNHQLARAGPPGAAPH 

AASPPLSRRHC 


22300 


52668 


A 


22428 


3 


290 




22301 


52669 


A 


22429 


1 


690 


MNQTSEKEIISKEQGNVKAAGA 

SDVVLYKIDVPANRYDLLCLEG 

LVRGLQVFKERNFFLTVLEVEK 

SKTKVEQIQCLCSQEDIADKLG 

VDISATKAVHISNPKTAEFQVA 

RTTLLPGLLKTIAANRKMPLPL 

KLFE1SDIVIKDSNTDVGAKNYR 

HLCAVYYNKNPGFEIIHGLLDRI 

MQLLDVPPGEDKGGYV/IQSVG 

KLGVLHPDVITKFELTMPCSSL 

EINIGPFL 



2900 



WO 01/075067 PCT/US01/08631 



SEO ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
endnn fnr nentide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of nentide cpnurnrr 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion. V=DOS$tble nucleotide incertinnl 


22302 


52670 


A 


22430 


2 


1834 


GTRPTVSVKRDLLFQALGRTYT 

DEEFDEUXFEFGLELDEITSFKE 

IISKEQGNVKAAGASDVVLYKI 

DV LATR YDLLCLEG LVRGLQV 

FKERIKAPVYKRVMPDGKIQKL 

IITEETAKIRPFAGAAVLRNIKFT 

KD\RYDSFIELQEKLHQN1CRKR 

ALVAIGTHDLDTLSGPFTYTAK 

RPSDIKFKPLNKTKEYTACELM 

NIYKTDNHLKHYLHI1ENKPLYP 

VIYDSNGWVLSMPP11NGDHSRJ 

TVNTRNI F1ECTGTDFTKAKI VL 

DIIVTMFSEYCENQFTVEAAEV 

VFPNGKSHTFPELAYRKEMVR 

ADLINKKVGIRETPENLA KLLT 

RMYLKSEVIGDGNQIEIEIPPTR 

ADIIHACDIV\EDAAIAYG\YNNI 

\QMHSPENFTP*ANQFPLNK\LT 

ELLRHDMA\AAGFH*STLPLAL 

CSQGRYWLDKLGVGYLWQQR 

AVH1SN\PKTAEFQVARTTLLPG 

PP*RP*AANRKV\PLPL\KLFEIS\ 

D!VIK\DSNT\DVGAKKTTRQSL 

VAGLLPTKNPG\FEINSWGCWD 

R 1 M A VCSDV\PPGGRQGG DM * F 

KASEGPAFFPGAMCRDSFARGQ 

SL\GKLG\VLHPDVIHQIWS*PLP 

CSSLEIVNIGPFL 


22303 


52671 


A 


22431 


1 


304 




22304 


52672 


A 


22432 


1 


642 




22305 


52673 


B 


22433 


1 


423 




22306 


52674 


A 


22434 


1 


525 


LHEHPVTESPMNCSVTLQLSLY 

MKSVA/GIGQTGKIEPVVLPLL 

WFAESGAMEGETLHTFYTQLV 

LMPKVMHYAQYVLLALGCVL 

LLVPVICQIRSQ/DRCWPEGSPG 

♦QPFAFPPA»TDIILWTEPATLM 

AEVSACCAPELPPPPHRVPQIIG 

AQAEVNEPGGPAFRALLDPGA 


22307 


52675 


A 


22435 


3 


483 


VRGSGNSHGEVSKGRMCLAGA 

LPLPGACAALVLLLV1LPEPLRC 

PLHTLYGGRDPVDSIRLWRQA 

GEFRHKSNITFNNNDTVSFLEY 

RTFXQFQPSKSHGSESDYIVMPN 

ILVLNKPRSTWISVCFVHGCIPA 

SRTGPRTESMHSKSLWKAWLA 

APGLPLL 



2901 



WO 01/075067 



PCT/USO 1/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


22308 


52676 

~z . v^i* * ' 


A 


22436 


1 


1623 


RRRPRLLPGAEPCEPRVGPRRA 

DMGCSAKARWAAGALGVAGL 

LCAVLGAVMIVMVPSLIKQQV 

LKNVRIDPSSLSFNMWKEIPIPF 

YLSVYFFDVMNPSEILKGEK.PQ 

VRERGPYVYK/ESSRHKSNITFN 

NNDTVSFLEYRTFQFQPSKSHG 

SESDYIVMPNILVLGVXAVMME 

N KPMTLKLI MTL\AFTTLG\ERA 

FHGTALWGEVXMWG.YKDPLyN 

LINK.YFPGMFPFKGGFGVFAEL 

NNSDSGLFTVFTGVQNISRIHLV 

DKWNGLSKVDFWHSDQCNMI 

NGTSGQMWPPFMTPESSLEFYS 

PEACRSMKLMYKXESGVFEGIP 

TYRFVAPKTLFANGSIYPPNEGF 

CPCLESGIQNVSTCRFSAPLFLS 

H PHFLN A DPVL AEA VTGLH PN 

QEAHSLFLDIHPVTI1PMNCSVK 

LQLSLYMKSVAGIGQTGKIEPV 

VLPLLWFAESGAMEGETLHTR 

YTQLVL\MPKVMH\YAQYVPS 

WALGXCVLLLVPV/LSCQIRSQE 

KCYLFWSSSKKGSKDKEAIQA 

GSE*SLMTSAPKGS\VLQEAKL 


22309 


52677 


A 


22437 


198 


1062 


STCVEMPRNLLYSLLSSHLSPHF 

STSVTSAKVAVNGVQLHYQ\HF 

G EGDH A WLLLPGMLG SGETDF 

G PQLKN LNKKLFTV V A WDP\R 

GYGHSRPPDRDFPADFFERDAK 

DAVDLMKALKFKKVSLLGWS 

DGGITALIAAAKYPSYIHKMWI 

WG\ANAYVT\DERPAG*YEGHP 

RM VSQMG VEG KKESL* EAL YG 

YDYFARTCEKWVDGIR\QFKHL 

PDGNICRHLLP\RVQ\CPPPLIVH 

G\EKDPLVPRFHADFIHKHVKG 

SRLHLMPEGKHNLHLRFADEF 

NKLAXEDFLQ 


22310 


52678 


A 


22438 


223 


393 


AQASPPLLPP**ERSNVPCPIS 
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SEQII) 

NO: 


SEQ II) NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/%4ft 217 


Nucleotide 
location of first 

LUUVII IVt pvptlUC 

sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /= possible nucleotide 

flflplion. V = noisiblp mirlpftfirif* incrrtmnt 


223 II 


52679 


A 


22439 


524 


1516 


FILEDITGYVMAPIDGLLCREPR 

RGLYLEGTKPMTLFOIQFLNSV 

GDLLDL1PSLSPTKNGSLKVFKR 

WDMGHCSALIKVLPGFENILFA 

HSSWYTYAAMLRIYKHWDFN11 

DKDTSSSRLSFSSYPGFLESLDD 

FY I LSSG LI LLQTTN SVFNIKTLL 

KQVIPETLLSWQRVRVANMMA 

DSGKRWADIFSKYNSGTYNNQ 

YMVLGPEESKAEPQSLTKGT/P 

VTLWEQIPTYA^RMISGTNLMFL 

RGKGFWAXSYNVPFHEKIYNWS 

GLSHC*FRKLGLGPTPYDFRPH 

EPKIFRRJ>PR/DK*LIRHPMKYI 

MRYN\NYKE\DPYSRGDPPVNT 


22312 


52680 


A 


22440 


1 


306 




22313 


52681 


A 


22441 


698 


1613 


FQFFQIFPEYKNMDFYVTGESY 

AGKYVPAIAHLIHSLNPVREVKI 

NLNGIAIGDGYSDPESHGGYAE 

FLYQIGLLDEKQKKWFQKQCH 

ECIEHIRKQNWFEAFEIL\DKLL\ 

DGDLTSDPFLTSQNVTGCSVNY 

YNFLRCTEPEDQLYYVKFLSLP 

E VRPAH PTLGN\QTFN\DG PI V* 

KVPCGEDTSTSPVKPW\LTEI\M 

NNYRVLIY\NG\QLGHPSVAAAP 

DQSAPLMG\MDWKGSP\EYKK 

AEKK\VWK1FKS\DSEVA\GYI\R 

QVGDF\HQ VI IRGG G H I LP YDQP 

LRAFDMINRFIYGKGWDPYVG 


22314 


52682 


A 


22442 


1 


258 




22315 


52683 


A 


22443 


366 


848 




22316 


52684 


A 


22444 


I 


585 


ECLCVSTAVRJRHELKTMLTEL 

LRGGSFEFKDMRVPSALVTLH 

MLLCSIPLSGRLDSDEQK1QNDI 

IDILLTFTQGVNEKLTISEETLA 

NNTWSLMLKEVLSSILKVPEGF 

FSGLILLSELLPLPLPMQTTQVS 

LPYNMHLINDCSNTF*KASDSV 

KKQKPSSPFLPKRHKITG*GGD 

KTETSWSLRKYGGKNFK 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X~Unkno\vn, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




3Ct|UCIILC 




n<>/^ifl 717 


couon ii/r pcpiiuc 
sequence 


of peptide sequence 


deletion* \— possible nucleotide insertion) 


22317 


52685 


A 


22445 


625 


2700 


YIRGHSTPRKLWSMHLHVQAK 

LLQEIVRSFSGTTCQPIQHMLRR 

ICVQLCDLASPTALLIMRTVLD 

LIVEDLQSTSEDKJEKQYTSQTT 

RLLALLDALASHKACKLAILHL 

INGT1KGDERYAE1FQDLLALVR 

SPGDSVIRQQCVEYVTSILQSLC 

DQD1AL1LPSSSEGS1SELEQLSN 

SLPNKELMTSICDCLLATLANS 

ESSYNCLLTCVRTMMFLAEH D 














YGbFHLKSSLRKNSSALHKLLK 

RVVSTFSKDTGELASSFLEFMR 

QILNSDTIG\CCG\DDNG\LMGSR 

RGAHTSRTMS1NAAELNQLLQS 

TEESPEDLFLELEKLDLEHSKD 

DDNLYSLLD**RGLKQMLESSG 

DPLPLSDQDVEPVLSAPESLQN 

LFNNRTAYVLADVM\DDQLKS 

MWFTPFQAE\EIGTDLDLVKVD 

LIELSEKCCSDFDLHSE\LERSFL 

SEPSSPGRTKTTKGFKLGKHKH 

ETFITSSGKSEYIEPAKKEFMLC 

PPPRGRGRGGFGQG1RPHD1FR\ 

QRKQNTSRPP\SMHVDDF\VAA 

E\SKEVVPQDGI/PSHPNRPLKVS 

QRJSSRVGFSGNRGGRGAFHSQ 

NRFFTPPASKGNYSRREGTRGS 

SWSAQNTPRGNYNESRGGQSN 

FNRGPLPQIARPLKFPTG * PAPK 

SLGTRAS*MVRGG\LGTFPGLS 

AKLAASGGSRGKFVSGGXSGRG 


22318 


52686 


A 


22446 


2487 


3161 


TWWLH1SI1IPGGKKSYSPRLGR 

GKRFATFVLLVGGELCLTSYAP 

PSIHPILRSEAECLNYSIFSKFLA 

PAGEFALPRSFDNCPRVRLRAL 

RLALLILLTFILCWTPYYLLGM 

WYWFSPHVMLTEVPPSLSHILFL 

LGLLNAPLDPSPSYGAFTLGCR 

RGHQELS1DSSK.EGSGRMLQEEI 

HAFRQLEVQKTVTSRRAGETK 

G1SITSI*S*QSM*EQNSKSLVP 


22319 


52687 


A 


22447 


232 


337 




22320 


52688 


A 


22448 


1 


1449 




22321 


52689 


A 


22449 


1 


2004 
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SKQ ID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possib!e nucleotide 
deletion, \-possible nucleotide insertion) 


22322 


52690 


A 


22450 


3 


1558 


APARDRAGGGRRALPRLPAAS 

ARARGLTRALSRAMACRQEPQ 

PQGPPPAAGAVASYDYLVIGGG 

SGGLASARRAAELGARAAVVE 

SHKLGGTCVNVGCVPKKVMW 

NTAVHSEFMHDHADYGFPSCE 

GKFNWRV1KEKRDAYVSRLNA 

IYQNNLTKSHIEIIRGHAFFYTSD 

PKPTIEVSGKKYTAPH1L1ATGG/ 

MVPSTPH * EPRSRG ASL* ITSDG 

FFQLEEIVPAAASLVGARLPLSV 

EMAG1L\SALGSKTSLMIRHD\!C 

VLRSFDSMISTNCTEELENAGV 

EVLKFSQVKEVKKALASGLEAS 

MVTAVPGRLPVMPMIPDVDCL 

LWAIGGVPNTKDLSLN1CLGIQT 

DDKGHI1VDEFQNTNVKG1YAV 

GDVCGKALLTPVAIAAGRKLA 

HRLFEYKEDSKLDYNNIPTVVF 

SHPPIGTVGLTEDEA1HKYGIEN 

VKTYSTSFTPMYHAVTKRKTK 

CVMKMVCANKEEKVVGIHMQ 

GLGCDEMLQGFAVAVKMGAT 

KADFDNTVAIHPTSSEELVTLR 


22323 


52691 


A 


22451 


51 


464 




22324 


52692 


B 


22452 


103 


1184 




22325 


52693 


A 


22453 


52 


148 




22326 


52694 


A 


22454 


1 


3282 




22327 


52695 


A 


22455 


145 


436 




22328 


52696 


A 


22456 


1 


3622 


MPG Y RAG PFEEAFDREDERQIE 

CQGRGVDRKITGEHTTFSGRSG 

PDHELTLDSGKGCTRSMVPASA 

ASEDRRKLPIIVEDEGGPTRSRA 

CSSPARGSRPPPSAIGCSPVAQA 

SDSAAGPARRTALQSLSSWLGY 

QIDRHSVPV YVFKSPLFSVI M AP 

KHKSSDAGNLDRPK.RSRKVLPL 

SEKVK.VLDLIRKDKKSYAEVA 

KIYGKNESSIREIVKKEKEIRASF 

AVSPPTAKVTATVRDKCLVKM 

EQALHLWVEE 


22329 


52697 


A 


22457 


3 


422 


VVELRCQDKEGNPAPEYTWFK 

DGIRLLENPRLGSQSTNSSYTM 

NTKTGTLQFNTVSKLDTGEYSC 

EARNSVGY/PQVPGICRMQVDD 

LNISGIIAAVCGLGVCYAQRKG 

YFSKETSFQKSNSSSKATTMSE 

NDFKHTKSFII 


22330 


52698 


A 


22458 


1 


208 




22331 


52699 


A 


22459 


122 


321 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence < X-llnknown, 
'-Stop codon, /=possible nucleotide 
deletion, \ s possible nucleotide insertion) 


22332 


52700 


A 


22460 


2 


1169 


htpkteqtpipgledpplgsqlr 
rrpgegetdipsravpplpplpt 
lcsfpapevqgppascapaagt 
ldllraagcrpgk.marrsr.hr 
llllllrylvvalgyhkaygf 

SAPKDQQVVTAVEYQEAILAC 

KTPKKTVSSRLEWKKLGRSVSF 

VYYQQTLQGDFKNRAEMIDFNI 

RJKNVTRSDAGKYRCEVSAPSE 

QGQKPGVEDTVTLEVLGDVHVL 

APAVPSCEVPSSALSGTVVEItR 

CQDKEGNPAPEYTWFKDGIRLL 

ENPRLGSQSTNSSYTMNTKTGT 

LQFNTVSKLDTGEYSCEAXRNS 

VG*SEGPCETNASR*SQHKVGII 

GSRS*LWALVDFPFVGLVYSYG 

SEGKATFSKETSFQKSNSSSKAT 

TMSENDFKHTKSFII 


22333 


52701 


B 


2246! 


57 


168 




22334 


52702 


A 


22462 


1 


682 




22335 


52703 


A 


22463 


398 


1465 


GTFPPSGLITGKKRKALLGACD 

CTQIVKPSGVHLKLVLRFSDFG 

KAMFKPMRQQRDEETPVDFFY 

FIDFQRHNAEIAAFHLDRJLDFR 

R V PPTVG RI VN VTKEI LE VTKN 

EI LQS VFFVSPASN VCFFAKCPY 

MCKTEYAVCGKPHLLEGSLSA 

FLPSLNLAPRLSVPNPWIRSYTL 

AGKEEWEVNPLYCDTVKQIYP 

YNNSQRLLNVIDMAIFDFLIGN 

MDRHHYEMFTKFGDDGFLIHL 

DNA\RGFGRHSH\DEIPILSLLSQ 

CGMIKKNTLLHLQXLLAQADYR 

LS\DVMRESLLEDQL\SPVLTEP 

HLLAL\DRRLQTILRTV\EGCIV\ 

AHG\QQSVH*FDGPSGNSSGPR 


22336 


52704 


A 


22464 


2 


424 


GRVGVSAVIVRAWITHKYSGR 

DWNVKWEENLLHAVAKNYTL 

LQTIPPFERPFKDHQVCLEWNM 

GY1WNLRANRIPQCPLEN/DFRE 

DFH YNDTAG YFI IGGSR Y V AG I 

EGFFGPLKYYRLRSLHPAQIFNP 

LLEKQLAEQIS 


22337 


52705 


A 


22465 


23 


323 




22338 


52706 


A 


22466 


3 


287 


LSVQMYAQAALDGDSQGFFNL 

ALLIEEGTVYERCWSHSNEESFS 

PCSLAWLYLHLRLLWGAILHSA 

LIYFLGTFLLSILIAWTVQYFQS 

VSGKDL 


22339 


52707 


A 


22467 


1 


348 




22340 


52708 


A 


22468 


1 


738 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


22341 


52709 


A 


22469 


1 


507 




22342 


52710 


A 


22470 


187 


3682 


S1LCLLSPCVVQFGKPVVSILSS 

RSRHSPCTKKGWEGMRKHLHT 

RQGHK*VHV\KFP\SIMGLQGM 

DYFHPDISIFCNLAVIVRAWUTH 

KYRGRDWNVKWEENLLHAVA 

K\NYTLLQTIPPFERPFKDHQVC 

LEWNMGYIWNLRANRJPQCPL 

END V V ALLG FP Y A SSG ENTG 1 V 

KKFPRFRNRELEATRRQRMDYP 

VFTVSLWLYLLHYCKANLCGIL 

YFVDSNEMYGTPSVFLTEEGYL 

H1QMHLVKGEDLA 


22343 


52711 


A 


22471 


3 


153 




22344 


52712 


A 


22472 


1 


408 


TEPEFPGRRFRPRMAVMAP\RT 

LVLLLSGALALTQTWAGSHSM 

RYFSTSVSRPGRGEPRFIAVGYV 

DDTQFVRFDSDA ASQRM EPRA 

PWIEQEGPEYWDEETGKVKAH 

SQTDRENLR1ALRYYNQSEAGS 

HTLFPR 


22345 


52713 


A 


22473 


1 


823 


MAVVAPRTLLLLLSGALALTQT 

WAGSHSMRYFSTSVSRPGSGEP 

RFSAVGYVDDTQFVRFDSDAA 

SQRMEPRAPWMEQEEPEYWDR 

QTEISKTNAQ1DLESLRJALRYY 

NQSED/GPPPKTHMTHHPISDHE 

ATLRCWALSFYPAEITLTWQRD 

GEDQTQDTELVETRPAGDGTF 

QKWASVVVPSGQEQRYTCHVQ 

HEGLPKPLTLRWEPSSQPTIP1V 

GILAGLVLFGAVIAGAVVAAV 

MWRRKSSDRKGGSYSQAASSD 

SAQGSDVSLTACKV 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
co (J on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


22346 


52714 


A 

jr.-.,-/** 


22474 

* 


1 


1162 


NSRVDDFVAVMAPRTULLLLS 

GALALTQTWAGSHSMRD\FFTS 

VSRPG\R*EPRFIAVGYVDDTQF 

VRJFADSDAASQRMEPRAPWIEQ 

EG PE Y WDQETRN M KA\H SQTD 

RENLRIALPLTYNQSEAGS\HTL 

QMMFGCERGGSDGALSFRGLP 

PVTAY\DGKGFTFALNE\DLRS 

WTVAADMAAQITQRKWETPPM 

WRS/EQEEAYLEG\QCV\DGLRR 

YLVENGKEDAAAQRTPPKTHlilT 

HHPIS*P*RPL*RCW\ALAAFYPC 

GDHT*PWQRDG\EDQTQ\DTEL 

V\ETRPAGDGTF\HKWAAVVVP 

SGEESEITPANVQQ*RVLPKPLT 

LKM/WEPSSPAHPSPIVGHHLLA 

LVL/LLGAFDHLKLWVAAVML 

KEGTAQVGKG*KIEKGGSYSSR 

LPSQ 


22347 


52715 


A 


22475 


9 


316 


IPAMGLETEKADVQLFMDDDS 

YSHHSGLEYADPEKFADSDQD 

RDPHRLNSHLKMLMPFVKTCL 

MVLPSVQTIWKSVTDVIIAPLCT 

SVGRCFSSVSLQLSQD 


22348 


52716 


A 


22476 


3 


606 


RPRTKAAMGLETEKADVQLFM 

DDDSYSHHSGLEYADPEKFADS 

DQDRDPHRLNSHLKLGFEVDVI 

AEPVTT\HSFDKVW\ICSHALFEI 

\SKYRM\YRSLT\VFLGHSPWAF! 

CGEFSFATLASCLAHLGF* WPFV 

VKTCLM/VFLPS VQTI WEEC * QM 

V/ISLAPLC\TSVG\RCFLFLFSLA 

TEPRNGILGPQVWRLGYCNTSF 

VIIT 


22349 


52717 


A 


22477 


101 


432 


ATRDQLKAKPENLLGSISRDSG 

RTQEGIPARVPYPPPP/PTREPPQ 

ST*PGRNGLLGCLGGGAPRPG 

WLDSEAGGAPAFHCPG*CPRRH 

RRGGTRLKQLPPPPTTVHDQPL 


22350 


52718 


A 


22478 


794 


1209 


VKVDEVTVKHLGCQRCQWSRC 

PPSCSGTCLCCGAEAPCAAQPA 

WPPPPAAPPPTPPAPPSDWSSCT 

Q* PTPRCGT* DKDKG 1 FTLPKG H 

P*V*SLEHGFLKLGSCP\PPPPHA 

LVRPPQVRFNTPHGAEPQRDQL 

PQST 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 

dele tifin ntirl^fkfiitf inci>rtinn\ 


22351 


52719 


A 


22479 


3 


1041 


GSNCPLRQADPGPPRHTLFMDF 

VAGAIGGVCGVAVGYPLDTVK 

VRIQTEPKYTGIWHCVRDTYHR 

ERVWGFYRGLSLPVCTVSLVSS 

VSFGTYRHCLAH1CRLRYGNPD 

AKPTKADITLLGCGLRTRPRVP 

DVAH*GGQSPLADADTGFLSSS 

GG FRLS ALLAAPPMCPVPPACP 

EPKYRGPLHCLATVAQ\EEGLC 

GLYKGSLALVLRDGHSFATYFL 

SYAVLCEWLSPAGHFRPDVPG 

VLVAGGCAGVLAWAVATPMVD 

GIKSRLEANGQGQ\NGYRGLLH 

CMVTSVREEGPRVLFKGLVLN 

CCRAFPVNMVVFVAYEAVLRL 

RPGSAHHSRSPTPRGATHQQLV 


22352 


52720 


A 


22480 


38 


453 




22353 


52721 


A 


22481 


287 


413 


DMDYRRGGWTV1HRKIGGR1D 
FQRVR* DYLHG Y ADLLREF WL 


22354 


52722 


A 


22482 


1 


393 


MPKLLKWNYEGGACWGNLW 

KLPNVERLCFSEATVFRSAAQC 

LVVGLGLLLVSRACSHEDAIEW 

RGDSSVVNIVEDGSNAKDESKS 

NDTVCKEDCEESCDVKTKITRE 

EKH FMCI FHN VQSLGTVCG EK 

GIDVN*NYTRRKTFHVYLPQCS 

VTGNSLRGERH 


22355 


52723 


A 


22483 


505 


854 




22356 


52724 


A 


22484 


584 


1009 


FTQKDLFIPFEVMCDMDYRGG 

GWTVIQKR1DGI1DFQRLWCDY 

LDGFGDLLGDAFL\FL*KEDNQ 

NAMPFSTSDVDNDGCRPACLV 

NGQSVKSCSHLHNKTGWWFN 

KCGLANLNGIHHFSGKLLATGI 

QWGTGNQKQLTWQE 


22357 


52725 


A 


22485 


1 


3123 


MSHRARPCPAPFLFWMLGVKT 

EPAGQDRRKKARSRCCIFRVHA 

SGLWGLRFPSVEWGKPSRDKA 

QLSESPPQSVYLFAETALSAIVP 

GDGVAGGGGTGDGGPGAPYPG 

AVADMEELTIWEQHTATLSKD 

PRRGFGIAISGGRDRPGGSMVV 

SDVVPGGPAEGRLQTGDHIVM 

VNGVSMENATSAFAIQILKTCT 

KMAN1TVKRPRR1HLPATKASP 

SSPGRQDSDEDDGPQRVEEVD 

QGRGYDGDSSSGSGRSWD 


22358 


52726 


A 


22486 


191 


267 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ll> NO: 

in USSN 

U7/D*IU,i 1 / 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lasl 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lfnknown, 
*=Stop codon, /-possible nucleotide 
deletion, \-possible nucleotide insertion) 


22359 


52727 


A 


22487 


2 


609 


PPPRSSEDPAKMAEVEHEEGSG 

PFRKFTLPAAVDL\DQ\RLDISY 

DQLEQPMQAVPVARPAAGGLN 

PG ACG RKQVH SPA * K RJLLQG PS 

KGGAAPCHKPEAGEDATLRDV 

M I I\LPEM WG S\M VG V YH\G KTF 

\NQVEDQGVCGRPCRLGWAGV 

A*CRRDQLTPSFALGLPQPEMI 

GHYLGEFSITYKPVKHGRPGIG 

ATHSSRFIPLK 


22360"'. 


52'728 : - 


A'- < 


22488? 


3 


461 


STISLYCGLKTCPKLTCAFPVSV 

PDSCCRVCRGDGELSWEHSDG 

DFFRQPATREASHSCHRSHYDP 

PPSRQAGGLSRFPGARSHRGAL 

MDSQQASGTIVRFVLNNKHKH 

GQVCVSNGRTYSHGESWHPNL 

RA FGI VECVLCTPTPI D\ WPQGD 

* G KCRHGCPTLH Y V D* LPLEKQ 

VILATALTM1LHQADRLEVCPA 

FLGPEVTGELLWIPSKHQEPLC 

DLSS1TNTSMDKCVFPMEGPIL 

M ASPGTQTSG LL A L WS VC Y VL 

PPPSIVPQGD 


22361 


52729 


A 


22489 


656 


1495 


TGDGELSWEHSDGDIFRQPANR 

E ARHS Y H RSH YDPPPSRQAGGL 

SRFPGARSHRGALMDSQQASG 

TIVQ1VINNKHKHGQVCVSNGK 

TYSHGESWHPNLRAFGIVECVL 

CTCNVTKQECKKIHCPNRYPCK 

YPQKIDGKC*QNSTCFLIPEELP 

GQSFDNKGYFCGEETMPVYES 

VFMEDGETTRKIALETERPPQVI 

CSTFCLA\QGILQHFHIEKISKR 

MFEELPHGHFAFVCLLGQWK1F 

TEGEAQISQMCSSRVCRTELED 

LVKVLYLERSEKGHC 


22362 


52730 


A 


22490 


I 


477 




22363 


52731 


A 


22491 


1 


294 




22364 


52732 


A 


22492 


56 


4042 


VFFTSMGEHLQKLIPASPACLA* 

IPQACQP*PPTPPAWQCRNLR/L 

AASRHQEPRGEVGGPLGHGAE 

RJLAVPVRTDAQGRLVSHVVSA 

ATSRAGVRARRAAPVRTPSFPG 

GNEEEPGSHLFYNVTVFGRDLH 

LRLRPNARLVAPGATMEWQGE 

KGTTRVEPLLGSCLYVGDVAG 

LAEASSVALSNCDGLAGL1RME 

EEEFFIEPLEKGLAAQEAEQGR 

VHVVYRRPPTSPPLGGPQALDT 

GASLDSLDSLSRAL 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 

roilnn for ntidp 

sequence 


Nucleotide location or last 
codon for last amino acid 

of nrnliffo crniirnrf 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 

tlHpfinn. V^nossihlc nnrlenf irir in«£f*rfinnl 


22365 


52733 


A 


22493 


173 


1148 


QALGLPSLLAVLALSTTDRASF 

SAVISRSPQRTVSSTRKEQRPLV 

FAFSALRLGTNACKMDGFCSTF 

LGAPG1RLKLLTPAGTHKSERD 

RTATPTRHHEKRLFCSSLSIGRQ 

AEEAWRADHPLPESRLFGLVPL 

GGAAWCRLAGSFCVCSLRLPRP 

IELVRAASGALLGAVRRRNHGP 

PHCFSTATLLCKAYRGGHLTIR 

LALG\GAPNRPFYRIVAAQNKC 

PRDGPFP*SKLGPPYDP/LLPPNS 

HGEKTPCPLN\LDRI\RHW1G\CG 

APPLLSPMEKLLGLAGFFP\LHP\ 

MMITNAERLRRKRAREVLLAS 

QKTDAEATDTEATET 


22366 


52734 


A 


22494 


2 


4985 


AGATTALELPGQPSVTGVPELP 

GLPSATRALELSGQPVATGALE 

LPGPLMAAGALEFSGQSGAAG 

ALELLGQPLATGVLELPGQPGA 

PELPGQPVATVALEISVQSVVT 

TSELSTMTVSQSLEVPSTTALES 

YN/DERSMMSSYERSMMSYER 

SMMSPMAERSMMSAYERSMM 

SAYERSMMSPMAERSMMSAYE 

RSMMSAYERSMMSPMADRSM 

MSMGADRSMMSSYSAADRSM 

MSSYSA ADRSMMSS YTA DRSM 


22367 


52735 , 


A 


22495 


18 


174 


ALIKKHF1F* I AA AKPTPPKSQV 
TLTKEFPVSSGSQHRKKEADSV 
YGEWVL 


22368 


52736 


A 


22496 


3 


595 


IKKHF1F*IAAAKPTPPKSQVTLT 

KEFPVSXSGPQHRKKEADSVYG 

EWVPVEKNGEENKDDDNVFSS 

NLPSEVSRRNIMYFSFFIPESAH 

FIVMLCLIWDSVSLFLRAGVKR 

QGRV*DGQM\KQPAASH\LTVT 

RM/CNSLCG\TKATKWKRLRFA 

ENSVI\TSLPNIGPSLHLWEGSP 

WYSIPFSFPSLLLLKVGEVEFKR 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/S40 217 


Nucleotide 
location of first 

sequence 


Nucleotide location of last 
codun Tor last amino acid 

ui pepuue 3Ct|iicnic 


Amino acid sequence < X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \— possible nucleotide insertion) 


22369 


52737 


A 


22497 


3 


5618 


SSELPGPSVTPVPQLSQELPGLP 

A PSMG LEPPQE VPEPPVM AQEL 

PGLPLVTAAVELPEQPAVTVA 

MELTEQPVTTTELEQPVGMTTV 

EHPGHPEVTTATGLLGQPEATM 

VLELPGQPVATTALELPGQPSV 

TGVPELPGLPSATRALELSGQP 

VATGALELPGPLMAAGALEFS 

GQSGAAGALELLGQPLATGVL 

ELPGQPGAPELPGQPVATVALE 

ISVQSVVTTSELSTMTVSQSLEV 

PSTTALESYNTVAQ 


22370 


52738 


A 


22498 


1 


4685 


MAPESHILASNTMETHILASNT 

MDSQMLASNTMDSQMLASNT 

MDSQMLASSTMDSQMLATSSM 

DSQMLASNTMDSQMLASNTM 

DSQM L ASSTMDSQML ATSSM D 

SQML ATS SMDSQML ATSTM DS 

QMLATSSMDSQMLATSSMDSQ 

MLATSSMDSQMLATSSM DSQM 

LATSTMDSQMLATSTMDSQML 

ATSSMDSQMLASGTM DSQM LA 

SGTMDAQMLASGTMDAQMLA 

SSTQDSAMLGSKSPDPYRLAQD 

PYRL 


22371 


52739 


A 


22499 


291 


7655 


KRAPEKVDAYLYKQILLMKLP 

TKKSKKHKKHKNKKKKKKKE 

KEKKYKRQPEESESKTKSHDD 

GNIDLESDSFLKFDSEPSAVALE 

LPTRAFGPSETNESPAVVLEPPV 

VSMEVSEPH1LETLKPATKTAE 

LSVVSTSVISEQSEQSVAVMPEP 

SMTKJLDSFAAAPVPTTTLVLK 

SSEPVVTMSVEYQMKSVLKSV 

ESTSPEPSKIMLVEPPVAKVLEP 

SETLVVSSETPTEVYPEPSTSTT 

MDFPESSAIEALR 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sentience 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


22372 


52740 


A 


22500 


90 


2166 


SQHFGRLRRVDYLRTSKMQTSS 

SRSVHLSEWQKNYFAITSGICT 

GPKADAYRAQILRJQYAWANS 

EISQVCATKLFKKYAEKYSAIID 

SDNVESGLNMYAENILTLAGSQ 

QTDSDKWQSGLSINNVFKMSS 

VQKMMQAGKKFKDSLLEPALA 

SVVIHKEATVFDLPKFSVCGSS 

QESDSLPNSAHDRDRTQDFPES 

NRLK.LLQNAQPPMVTNTARTC 

PTFSAPVGESATAKFHVTPLFG 

NVKKENHSSAKENIGLNVFLSN 

QSCFPAACENPQRKSFYGSGTI 

DALSNPILNKACSKTEDNGPKE 

DSSLPTFKTAKEQLWVDQQKK 

YHQPQRASGSSYGGVKKSLGA 

SRSRG1LGKFVPPIPKQDGGEQN 

GG MQCKPYG AGPTEPAH PVDE 

RLKNLEPKMIELIMNEIMDHGP 

PVN WED1 AG VEFAKATIKEIVV 

WPMLRPDIFTGLRGPPKGILLFG 

PPGTGKTLIGK.CIASQSGATFFSI 

SASSLTSKWVGEGEKMVRALF 

AVARCQQPAVIFIDEIDSLLSQR 

GDGEHESSRRIKTEFLVQLDGA 

TTSSEDRI L V VG ATN RPQEIDE A 

ARRRLVKRLYIPLPEASARKQI 

VINLMSKEQCCLSEEEIEQIVQQ 

SD AFSG ADMTQLCREAS LG PIS 

AV/SQTADIAT1TPDQVRPIAYID 

FENAFITVRPIVSPKDL*LYENW 


22373 


52741 


A 


22501 


3 


523 


FFFFFPAFKMSKRG\RGWVPSG 

CRKFPDFPLGLP\VGTL*SNWCL 

TNT\GAQKTLY1\ISREGGIKGTG 

LTRLPRLPGVGNDMVMAHSSRK 

ANPELQKKGYIPAWVIRQRKVI 

TVGKRWRCFFIFED\NAGVIGD\ 

NKG\EMKGFAITG\PRAKECAD 

LWPRDCIQMLGSIAWFSQYIL 
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SEQ1D 


SKQ 11) NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X-Un known, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 






codon for peptide 
sequence 


of peptide sequence 


deletion, V=possible nucleotide insertion) 


22374 


52742 


A 


22502 


«■> 


946 


GPSASVSFWLWSQQHSPRIRHP 

RPGERRRLLHGIPHPTAEKQPA 

PLRPERRGGRRRRPAGRRGCA* 

/GGARPCSSRSS'PASTPAPRAA 

PPCRSPCSARPRTGPRTGAGRPR 

AP/HDGPPCATPDPRDQAS\PLPP 

RGPRPRVAPGSPXPEGHPRELPS 

EGSPGPRAPGQRHVRPPRAVLR 

PRGLRGGGCPGPAHPAPRLQRR 

RAPGEAAAPGPRWPGRPGRGR 












<• 


aqalvpaarsrcfwfclweaVf 

clpvaaaptrrfgarqrpqlw 

lhghkggqvgevsshsageeh 

lvphaapkrarephgrsgspgg 

iasswqdgs 


22375 


52743 


A 


22503 


34 


823 




22376 


52744 


A 


22504 


424 


2339 


LLRGTLQSYAWTSVIPD1ATELR 

DAPEKTLACMGLAIHQVTICLM 

HTFV*TFLMFAHTCTPCLTMVN 

VPH1HAR*GI*CIKVLLRMGH*R 

PFKNENAHRGTVVRVSNIKPLC 

TKMAFLCAACGEIQSFPLPDGK 

YSLPTKV1RSLTASLFILVKKAN 

QNTEN I SRQSIK* A I RLLHKRQA 

LDVTLLRKSIILLHDLVDSCVPG 

DTVTITGIVKVSNAEEGRVQLF 

SLFVSQ**FINVHLF*DAPPH1LV 














VGDPGLGKSQMLQVDNQSFSV 

CSFACKMR**FTSEFSPLSKDSS 

SGDFALEAGALVLGDQGERPK 

G1ISDSGTF*KAFSFSVNFLSISL 

AKAGVVCSLPARTSIIAAANPV 

GGHYNKAKTVSENLK*VSSNIY 

TFNVLNHFNS1RKRNSSHLLSEH 

VIAIRAGKQRTISSATVARMNS 

QDSNTSVLEVVSEKPLSERLKV 

*MFLLLIQFGSV*MSKFSVWLIV 

DVYPRLSTEAARVLQDFYLELR 

KQSQRLNSSPITTRQLESLIRLTE 

VCFFLWSCFFWLKGEGCALTSL 

LKYR*DKNFKLF*MKYQLSSHL 

KLGNRPNRSTAKRFISALNNVA 

ERTYNNIFQFHQLRQIAKELNIQ 

VADFENFIGSLND\QGYLLKKG 

PKVY\QLQTM 


22377 


52745 


A 


22505 


73 


214 




22378 


52746 


A 


22506 


1 


503 
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SEQID 

NO: 


SEQID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknowi, 
*=Stop codon, /= possible nucleotide 
deletion, V=possible nucleotide insertion) 


22379 


52747 


A 


22507 


3 


1000 


ESKLEGKAAQDIKDEEPGDLGR 

PKPECEGYDPNALYCICRQPHN 

NRFMICCDRCEEWFHGDCVGIS 

EARGRLLERNGEDYICPNCTIL 

QVQDETHSETADQQEAKWRPG 

DADGTDCTSIGTIEQKSSEDQGI 

KGRIEKAANPSGKKKLKIFQPG 

PGPVPTQLPVLWQVLEIAVSRS1 

SAFTLLHCISCKVIEAPGASKCI 

GPG\CCHVAQP\DSVYC\SNDCIL 

KHAA\ATMKFLSSGKEQKPKPK 

EKMKMKPEKPSLPKCGAQAGI 

KISSVHKRPAPEKKETTVKKAV 

VVPARSEALGKEAACESSTP\S 

WASXDHNYNAWKPEKTAAPSP 

VTVV 


22380 


52748 


A 


22508 


1 


2330 


MAAAEGKERAGGRASGRGRSE 

PPRPGARASDAGPGGLREVEGT 

GEHSVVAAGTVPRVGVGAAAR 

GEERRAGLGECGPGLGGCVAG 

LISGKSVQAFSVGAGRWPLLRV 

FGGNVTFCSVVSWSLCAYTLPL 

GMDDKGDPSNEEAPKAIKPTSK 

EFRKTWGFRRTTIAKREGAGD 

AEADPLEPPPPQQQLGLSLRRS 

GRQPKRTERVEQFLTIARRRGR 

RSMPVSLEDSGEPTSCPATDAE 

TASEGSVESASETRSGPQSASTA 

VKERPASSEKVKGGDDHDDTS 

DSDSDGLTLKELQNRLRRKREQ 

EPTERPLKG IQSRLRKKRREEG P 

AETVGSEASDTVEGVLPSKQEP 

ENDQGVVSQAGKDDRESKLEG 

KAAQDJKDEEPGDVLGRPKPEC 

EGYDPNALYCICRQPHNNRFMI 

CCDRCEEWFHGDCVGISEARG 

RLLERNGEDYICPNCTILQVQD 

ETHSETA DQQE A * MG D LG D A\D 

GTDFYTSIGNIRSRSLSRRPKGLK 

GRIEKAANPSGKKELKIFVQPVL 

EIAVSRSISAFTLLHCISCKVIEA 

PGASKCIGPGCCHVAQPDSVYC 

SNDCILKHAAATMKFLSSGKEQ 

KPKPKEKMKMKPEKPSLPKCG 

AQPVQWLLLLSSWQLGTSSGL 

QVTLCQPPFTEHKWLKFSVLHG 

ETAG PPRAH Ri RKLN K Y WG AC 

HHCMPLRPLPCLPGWPRSSPSL 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


22381 


52749 


A 


22509 


149 


2001 

t : 


IQPPDPRNMTLAAYKEKMKELP 

LVSLFCSCFLADPLNKSSYKYE\ 

AGVGDSVGGRMKASGKTVLT 

GRERRAQADTV\DLNWCVISD 

MEVIELNKCTSGQSFEVILKPPS 

FDGVPEFNASLPRRRDPSLEEIQ 

KKLEAAEERRKRGPDLV1YEIH 

SPASLPFHSSDASVLGDIPPTTY 

SNISNSNQELLLMGGSPAPEQP 

HYEANILERSETTSYDNGSDAA 

QSFKVDGRCVFYINIPIPSNEGK 

VLWKAPEIATAKEPTWSPLGST 

GPRPCQILVVKSPVVHGKGPVL 

SGCGLDLLEQPTFALCFLVAGA 

VTITFLSCSGEEAREESAPKAMS 

ERQ A RRG G A EKQG A EG RG LQ A 

VTTPELPYRMGLGAAFLLKERS 

GVLPGSFICEDFTAALKQDEEIG 

TMKGKIREAYFKSFVPTPVAFS 

GGVMLPTGGTLEMCGNNFGGH 

KEQAGTVLPAFAIALRVTPSAS 

LVLRPLNLDQAMLQGSLGLQL 

ADGLFWDLASIMDWTASRJQPS 

VSSSMKICQAFPGRPLAILLAQC 

AYVYGTWMKLEA11LTKLTQE 

QKTKHHLFSLPCCMPADISYRQ 

RCLGEPPHCTVWNRHLESLVM 

MSNSTTSPCSELLIFEVPPVAPE 


22382 


52750 


A 


22510 


373 


990 


IQPPDPRNMTLAAYKEKMKELP 

LVSLFCSCFLADPLNKSSYKYE 

ADTVDLNWCVIFRHWKVIE\LN 

KCT/SGANSFEVILKPPSFDGVP 

EFNASLPRRARPIPWEEIPVRKL 

GRRLRERRE VTRE ADP* KQL A E 

KR\EHEERGDSKRAFRETTTFIK 

MAK/EKNLAQKMESNRENREA 

HLAAMLERLQEK\DKHAEEVR 

KNKELKEEASR 


22383 


52751 


A 


22511 


524 


1107 


LCSPKVLGLNASCQKNFLKQK 

KSIKTLSTSQ/YSVSGYSLARSE 

NAHPEFRMAMKDGELVIWDSV 

HPCYTVFHEQTETFSSLWSEYH 

DDFRQFLH1YSQDVACYGENLA 

YFPKGFIENMFFVSANPWVSFT 

SFDLNVANMDNFFAPVFTMGK 

YYTQGDKVLMPLAIQVHHAVC 

DGFHVGRMLNELQQYCDEWQ 


22384 


52752 


A 


22512 


I 


1413 




22385 


52753 


B 


22513 


1 


2787 




22386 


52754 


A 


22514 


1 


1638 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unkno\vn, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /-possible nucleotide 




sequence 




09/540*217 


codon for peptide 
sequence 


of oeotide seouenee 


deletion. \=nossible nurlrnliflr incrrtinnt 


22387 


52755 


A 


22515 


71 


2421 


YTVCYFLQAAEEDETQNQHDD 

SSSDSGTPSGPDFNYILNMSLW 

SLTKEK V E ELI KQRDA KG REV V 

NDLKRK\SPSDLW\KEDLAGIC 

WRDWDKV/ENSPRNEEDVLAG 

MSGKSNLKGKVGKPVKVKKLQ 

LEETMPSPYGRR1IPEITAMKAD 

ASKKLLKKK/KGVDLDTAAVKX 

VEFDEEFSGAPWEGAGEEGIDS 

HQFPIN K\G PK PVRREKKEPG S\R 


t : *~ ✓ 












VRKTPTSSGKPSAKKVKKRNP 

WSDDESKSESDLEETEPVVIPR 

DSLLRRAADIHRLGGEGFDAGL 

TVFAPLFASPFPPRGAPYLKAA 

CQTPRSG 1 G ATA 1 SG E A L KG A V 

SSGVDPRWASHLRVKLLEKSFS 

LQEIQSTEKVLSQQAKTLSLLG 

EPKLSKQLTGTCIYRKTNLALC 

RGPAAAKSLFQGAVRNDRNKK 

KKETSKQECTESYEMTAELDDL 

TEK1RKAHQETFPSLCQLGKYT 

TSLQKGMQRCQILDLSSVRPIV 

DVRPPELQDSKLVLVQAAKCA 

PLADHCSKPVLLKEGPEDQKD 

QHDVGDCWNPECQTLFDQNN 

AAKKEESETANKNDSSKKLSVE 

RVYH1KTQLEH1LLRPDTYIGSV 

EPLSKVAEEGPAAVGGWKGWF 

GTESRKDPKPTGTEEVERGVW 

LSGREGRLLSPSVVTTMVLAEN 

SAIRFVGGKPSSDTVPKPKRAP 

KQKKVVEAVNSDSDSEFGIPKK 


22388 


52756 


A 


22516 


1424 


4860 


GRDRYGVFPLRGKILNVREASH 

KQ1MENAEINNIIKIVGLQYKKS 

YDDAESLKTLRYGKIMIMTDQ 

DQDGSHIKGLLINFIHHNWPSLL 

KHGFLEEFITPIVKASKNKQELS 

FYSIPEFDEWKKHIENQKAWKI 

KYYKG LG\TSTAKEAKEYFA\D 

MERHRILFRYAGPEDDAAITLA 

FSKKKIDDRJCEWLTNFMEDRR 

QRRLHGLPEQFLYGTATKHLTY 

NDFINKEL1LFSNSDNERSIPSLV 

DGFKPGQRKV 


22389 


52757 


A 


22517 


87 


292 




22390 


52758 


A 


22518 


1 


903 




22391 


52759 


A 


22519 


3 


311 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


22392 


52760 


A 


22520 


1 


1087 


MPSAAWKRPVEGPATLRRPLGI 

AAASQCPSSPQPGCLIGAVNLK 

SSNRTPVVQEFESVELSC11TDS 

QTSDPRIEWKKIQDEQTTYVFF 

DNKIQGDLAGRAEILGKTSLKI 

WNVTRRDSALYRCEVVARNDR 

KEIDElAIEVnVQVKPVTPVCR 

VPKAVPVGKMATLHCQGE*GP 

PPA\H YS WYRNDVPLPTDSRA1SI 

PRFRNSSFHLNSETGTLVFTAV 

HKDDSGQYYC1ASNDAGSARC 

EEQEMEVCHTDKRGGFPWSW 

A APH L WFLQDTA LLP A A LTG W 

CSVSVAFPGAQCKLSVDLSFWG 

LEDGGPLLTAPLGSTPVGTLCR 

GSDPTFPFCTALADDLYESPTPA 

ANFCLDIQAFSY1L 


22393 


52761 


A 


22521 


628 


1117 


FFISVINGQVSSVQRLSGVGPAC 

LSCGSANPGPPPGTSPGAGAQR 

R*\PRADGSGSPQWPRGARVGG 

GRLGTGGRGRPGWRQVPRRLS 

PGFGR*GGTGPGPVGTSGKRGP 

SRRRAPANDKAACWPRFPGQP 

AS*TGFRGERGVKGFSSWGSG 

WRAWEDGGTVH 


22394 


52762 


A 


22522 


2 


238 




22395 


52763 


A 


22523 


131 


2891 




22396 


52764 


A 


22524 


131 


3103 


LVSFLLFQDALPEGDASPLGPY 

LLPSGAPERGSPGKEHPEERVV 

TAPPSSSQSAEVLGELVLDGTA 

PSAHHDIPALSPLLPEEARPKHA 

LPPKKKLPSLKQVNSARKQLRP 

KATS A AT VQRAG SQP ASQGLD 

LLSSSTEKPGPPGDPDPIVASEE 

ASEVPLWLDRKESAVPTTPAPL 

QISPFTSQPYVAHTLPQRPEPGE 

PGPDMAQEAPQEDTSPMALMD 

KGENELTGSASEESQETTTSTIIT 

TTVITTEQAP 



2918 



WO 01/075067 PCT/US01/0863I 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
Sequence 


Met 
hod 


SEQ ID NO: 
inUSSN 


Nucleotide 
location of first 

tuuuu iur pc|iiiuc 

sequence 


Nucleotide location of last 
codon for last amino acid 

UI |JCJM1UC MTlfUCUlX 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 

rlplpfinn V=nn^iblp ntirlrntirl<> inv^riinnt 


22397 


52765 


A 


22525 


474 


2527 


SASPLGPYLLPSGAPERGSPGKE 

H PEER V VTA PPSSSQS A E V LG E 

LVLDGTAPSAHHD1PALSPLLPE 

EARPKHALPPKKKLPSLKQVNS 

A R KQLRPKATS A ATVQRAG SQ 

PASQGLDLLSSSTEKPGPPGDPD 

PIVASEEASEVPLWLDRKESAV 

PTTPAPLQISPFTSQPYVAHTLP 

QRPEPGEPGPDMAQEAPQEDTS 

PMALMDKGENELTGSASEESQ 

ETTTSTIITTTVITTEQAPGMQPP 

TPMGEGPPIVKHTWILDKCNVA 

TLQST*ALGPNEGYIDSSDYPLL 

PLNNFLECTYNVTVYTGYGVE 

LQVTPGEYPDGELLSIRGVDGP 

TLTVLANQTLLVEGQVIRSPTN 

TISVYFRTFQDDGLGTFQLHYQ 

GRVRPRLFPRRPDSGDVTVMDL 

HSGGVAHFHCHLGYELQGAK 

MLTCINASKPHWSSQEPICSGM 

LQPQPHNATIGRVLSPSYPENT 

NGSQFCIWTIEAPEGQKLHLHF 

ERLLLHDKDR*SSEGPQTNKSA 

LLYDSLQTESVPFEGLLSEGNTI 

RJEFTSDQARAASTFNIRFEGEG 

PWELYEPYIQNGNFTTSDPTYNI 

GTIVEFTCDPGHSLEQGPAIIECI 

NVRDPYWNDTEPLCRGERIHN 

ASAVAGVVLSPNWPEPYVEGE 

DCIWKIHVGEEKRJFLDIQ/FVS 

V*NGSVFSQEKVRPTPEWW 


22398 


52766 


A 


22526 


131 


3125 


LVSFLLFQDALPEGDASPLGPY 

LLPSGAPERGSPGKEHPEERVV 

TAPPSSSQSAEVLGELVLDGTA 

PSAHHDIPALSPLLPEEARPKHA 

LPPKKKLPSLKQVNSARKQLRP 

KATSAATVQRAGSQPASQGLD 

LLSSSTEKPGPPGDPDPIVASEE 

ASEVPLWLDRKESAVPTTPAPL 

Q1SPFTSQPYVAHTLPQRPEPGE 

PGPDMAQEAPQEDTSPMALMD 

KGENELTGSASEESQETTTSTI IT 

TTVITTEQAP 


22399 


52767 


C 


22527 


161 


352 




22400 


52768 


A 


22528 


2 


368 


LGSTHASVRINILSVDVLYFIFY 

RRDDNKDIDSEKEAAMEAEIKA 

ARERAIVPLEARMKQFKDMLL 

ERGVRKQSLGEIFLFC1SN1NMS 

C*KVKSKVSAFSTWEKELHKIV 

FDPRYLLLNLI 



2919 



WO 01/075067 PCT/US01/086J1 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=pos$ible nucleotide insertion) 


22401 


52769 


A 


22529 


2 


614 


KDHRWESGSLLEREEKEKLFNE 

HIEALTKKKREHFRQLLDETSAI 

TLTSTWKE VKKHKEDPRC1 KFS 

SSDRK.KQREFEEYIRDKYITAK 

ADFRTLLKETKFITYS*FSERCE 

SESL*KMLGLAAPQTEVLCSST 

EVRSKKLIQESDQHLKDVEKILQ 

NDKRYLVLDCVPEERRKL1VAY 

VDDLDRRGPPPPPTASEFTRRST 


22402 


52770 


B 


22530 


201 


296 




22403 


5277J 'Vfi 


Bi 


2253 it 


1 


1290 




22404 


52772 


A 


22532 


3 


3369 


SSSVMAERGGVGGESERFNPGE 

\LRMAQQQALRFRGPAPPP\NA 

AMRGPPPLMRPPPPFGMMRGPP 

PPPRPPFGRPPFDPNMPPMPPPG 

GIPPPMGPPHLQRPPFMPPPMSS 

MPPPPGMMFPPGMPPVTAPGTP 

ALPPTEEI WVENKTPDGKV Y YY 

NARTRESAWTKPDGVKVIQQS 

ELTPMLAAQAQVQAQAQAQA 

QAQAQAQAQAQAQAQAQAQA 

QAQAQAQAQAQAQAQAQAQA 

QAQAQAQAQAQVQAQVQA 


22405 


52773 


A 


22533 


43 


347 




22406 


52774 


A 


22534 


1 


1776 




22407 


52775 


A 


22535 


3 


433 


PLAPNHLGGGAVVLGAESHAS 

KDVAIDMMDSRTSQQLQLIDE 

QDSYIQSRADTMQNIESTIVELG 

SI FQQL A H M VKEQEETIQR* DR 

VNSAHPWDPVHLLPSTQQVFIE 

HLFM 


22408 


52776 


A 


22536 


304 


1403 


SRGNATGLRTRJRVSTWVSQRH 

RSCPLQLLAVAAATSSPLPPPVT 

L V PPPPDTMSCRDRTQEFLS AC 

KFAARPVKNGI\QTN*GQLLRW 

LVRQRSEIHPSLAKRHLGKDLS 

NTFAKLEKLTILAKRVKPLFDDK 

AGE1EELTYIIKQDINSLIKQIAQ 

LQ\DFVRAKG\SQSGRHLQTHS 

NTIVWSLQSKIAASMSNDFKSV 

L\EVRDRGTLKQ\QREPEERQFS 

RAPVXSALPLSPTHRAGGAWVL 

GAESHASKDV\AIDMM\DSRTS 

QQLQLI DEQDS YIQSRADTMQN 

IESTIV\ELGSIFQQLAHMVKEQ/ 

ERET1QRIDENVLGAQLDVE\AA 

HSEILKYFQSVTSNRWLMDKIF 

LILIVFFHFVVFLA 


22409 


52777 


B 


22537 


147 


506 
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SEQID 
NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 

AO/C/IA til 

U y/54u,2 1 7 


Nucleotide 
location or first 
codoo for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /-possible nucleotide 
deletion, \— possible nucleotide insertion) 


22410 


52778 


A 


22538 


2 


1397 


AAPGNGLSPSSWRSELACEFQH 

ECTAEVRFGAVVCRGARSHSFY 

LEREILQ/PPGMSL/PENPVTPML 

RHLMYKIKSTGPITVAEYMKEV 

LTN PA KG Y Y V YRDMLGEKG DF 

ITSPEISQIFCELLG1WF1SEWMA 

TGKSTAFQLVELGPGRGTLVGD 

ILRVFTQLGSVLKNCDISVHLVE 

VSQKLSEIQALTLTKEKVPLER 

NAGSPVYMKGVTKSGIPISW*S 

RJCTDWPKG YSFYLAHEFVLDV 

LPVHKFQKTPQGWREVFVD1DP 

QVSDKLRFVLAPSATPAEAFIQ 

HDETRDHVEVCPDAGVflEELS 

QRJALTGGAALVADYGHDGTK 

TDTFRGFCDHKLHDVLJAPGYT 

ADLTADVDFSYLRRMAQGKVA 

SLGPIKQHTFLKNMGIDVR/L*R 

FF* INQMRPSVRQQLLQGYDML 

MNPKKMGERFNFFALLPHQRL 

QGGRYQRNARQSKPFASVVAG 

FSELAWQ 


22411 


52779 


A 


22539 


2 


377 




22412 


52780 


A 


22540 


2 


1427 




22413 


52781 


A 


22541 


2 


568 


CSSPSN/TILGVQKLNSQWRLA 

QDFRLINEAVIPLYPVVPNPYTL 

LSQIPEE AESFTVLDLKDAFFC1 P 

LHSDSQFLFAFEDPTDHNSQLT 

WMVLPQGFRDSPHLFGQAQAQ 

DLVHFSSPGTLVVQYMDDLLL 

ATSSEASCQQATLDLLNFLANQ 

GCKRVGIALGVLTQTHGTTPQP 

VAYLSKETDVAAK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lasl 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X~lJnknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


22414 


52782 


A 


22542 


I 


1230 


GPRGTGPKGKARSEKGCSLSHG 

PQTNKPLVVQKGQKMEQANHP 

VGLVISVVYKD1LKKIVQRETS 

HPLIHVRYAEAITGRRTAPEDK 

GSLGRDMLAKAGAJIYMNMGN 

KLP1WCHLLEEG1YLEVWALEG 

QFGRAKNACPVQIRJLKDPTTFP 

YQRQYPLRPEAHKGLQDIVKH 

VKAQGLVKKCSSPCNTP1LGVQ 

KPNGQWSLVQDLRLISEAVIPL 

YPVVPNPYTLbSQIPEEAEWFP 

VLDLKDAFFCIPLHYDSHDSQF 

LFAFEDPTDHTSQLIWTVLPQG 

FRDSPHLFGQALAQDLGHFSSP 

GTLVLQYVDDLLLATSSEASCQ 

QATLDLLNFLANQGYKASRSK 

AQLCLQQVKYLGL1LARGTRTL 

GKERIQPI LA YPHPKTLKQLWG 

FLQIT/GFCQLWIPR*SKI 


22415 


52783 


A 


22543 


1 


211 




22416 


52784 


A 


22544 


1 


472 




22417 


52785 


A 


22545 


1 


393 




22418 


52786 


A 


22546 


59 


411 


SWPSDKQTLVVQRGQKMEQA 

NHPDPTDHMSQLMWT/VLPQG 

FRDSPHLFGQALAQDLGHFSSP 

GTLVLQYVDDLLLATSSEASCQ 

QATLALLNFLANQGYK/LSRSK 

AQLCLQQVKYLCL 


22419 


52787 


A 


22547 


43 


236 


TSSLLRKEDSAPSQGKSVVFTL 

TSQG*VPLWRTLQLQGPFFTPSS 

RK*LELSSANSQQHLGCPV 


22420 


52788 


A 


22548 


1 


1446 




22421 


52789 


A 


22549 


1 


1521 




22422 


52790 


A 


22550 


2 


689 




22423 


52791 ' 


A 


22551 


1 


64 




22424 


52792 


A 


22552 


636 


1586 


SNDRTEDDCGKHPFMSSPPYTEP 

WVCLI I EG QEI DFLLDTGTTFS V 

LIPCLGRLSSRS VTIQG I LGQP VT 

RYFSHLLSCNWETLLFSHAFLV 

MPESPTPLLGRDILAKAGA1ISM 

KTGNKLPICCPLLEGINPEVWA 

LEGQFGRAKNAHPLQIRLKDPI 

SFPYQRQYPLRPEAHKGLQDIV 

KHLKAQDSVRKCSSPCNTPILG 

VQKLNSQWRLVQDLRLINEAVi 

PLYPVVRNPYTLLSQVPEEAEW 

FTVLDLKDAFFCIPLHSDSQFLF 

AFEDPTDHTSQLMWMVLPQRF 

RDSPHLFGQAQAQDLGHFSSPG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
vy/j**\j t £ i / 


Nucleotide 
location of first 

COUUII lit* pCJJHUC 

sequence 


Nucleotide location of last 
codon for last amino acid 

ui pcpuuc ictjuciitx 


Amino acid sequence ( X=llnknown, 
*=Slop codon, /^possible nucleotide 

uciciiuiij v— |*\jjjiuit uuLicuiiuc inicr iioni 


22425 


52793 


A 


22553 


292 


1493 


SNDRTEDDCGKHPFMSSPP\TEP 

WVCL1IEGQEIDFLLDTGTTFSV 

L1PCLGRLSSRSVTIQGILGQPVT 

RYFSHLLSCNWETLLFSHAFLV 

MPESPTPLLGRDILAKAGAIISM 

KTGNKLPICCPLLEGINPEVWA 

LEGQFGRAKNAHPLQIRLKDPI 

SFPYQRQYPLRPEAHKGLQDIV 

KHLKAQDS VRKCSSPCNTPI LG 

VQKLNSQWRLVQDLRLINEAVI 

PLY PV VRNPYTLLSQVPEEAE W 

FTVLDLKDAFFCIPLHSDSQFLF 

AFEDPTDHTSQLMWMVLPQRF 

RDSPHLFGQAQAQDLGHFSSPG 

TLVLQYSEIAKTLYTLiKEMER 

ANTHLVEWEPEAETAFETLKQ 

ALVQAPALSLPTGQNFALYVIE 

RAGIALGVLTQTHRTTPQPVAY 


22426 


52794 


A 


22554 


2 


307 




22427 


52795 


A 


22555 


3 


400 




22428 


52796 


A 


22556 


2 


78 




22429 


52797 


A 


22557 


395 


1336 


SNNRTEGASSCHVPLTEPQVCLT 

IEGQEIDFLLDTGTAFSVLISCPA 

WGTGQDSVSKKNEKKRKEKA 

KGNHQANAEAKIAARWNPSLE 

IPTEGPLVWNNPLQEIKPQYSLT 

ETEWGLSQGHSFLPLGWLMTE 

EVKVLIPEASQWKILKTLHQTF 

QMGIENTQQMAKSLFTGPNLL 

WTIRHVVKACEVCQRNNPLVH 

HKAPLGEQRIGHYPGEDWQLD 

FTHMPKSKGFQYLLVCVDTFT 

NWIEAFPCKIEKAQEVNKVLIH 

ETIPRFGLPQSLQSDNDPAFKA 

MITQGIFQGAKDTISPSLCLEATI 

LREGREGN 


22430 


52798 


A 


22558 


244 


638 


GPLNPTFLGPPCGLGGKLVFLL 

LRQ*VQLFRSAGSRDRCGFLDR 

ERNKTNQNCGKQAKKSPKDHK 

NPRAVGYVPFNL*QEGNLAQP 

GYMSPSPSLI*SRSRQTWGSFQ 

MILIGTFLRNRPKRKSEIRERLQP 


22431 


52799 


A 


22559 


210 


600 


RGKRTWRERRNGWSRGFCPLP 
LTGSWLISRESPRLACLGEGLG 
VPGM*DLPHAWPTTLMCPELV 
GSWSH*LQE*SHGPSQ*VLQLL 
RWCVWSLFLLMFGCVWSFFLL 
VSSWSRWLRSEATDLCGECYSS 
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SKQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=nossible nucleotide 










couun lur pcpnuc 
sequence 


of peptide sequence 


deletion, \=nossible nucleotide insertion) 


22432 


52800 


A 


22560 


2746 


5211 


ETSCP L V R V H Y A E A 1 TG RCT A P 

EDEGSLGQKPPARRSNNRTEGA 

WGKJIQLMSSP/STEPRVCLTIEG 

QE1DFLLDTGAAFSVLISCPGRL 

SSTSVTIQGILGQPVTRYFSHLL 

SCN WETLLFSH AFLLM PE RPTG 

LLGRDILAKAGAIIYMNMGNKL 

PICCPXLLVEGINPEVWALEGQF 

GRAKNARPLQIRLKDPTTFPYQ 

RQYPLRPEAHKGLQDIVKHVK 






•AM*. 


-i i * \ *i : 






AQGLVKKCSSPCNTPILGVQKP 

NGQWSLVQDLRLISEAVIPLYP 

VVPNPYTLLSQ1PEEAEWSWAL 

TF KD A F FC I PL H SDSQFLF A FED 

PTDHTSQLTGTVLPQGFRDSPH 

LFGQ AL AQDLG H FSN PGTL V LQ 

YVDDLLLATSSEASCEQATPDL 

LNFLTNQGYKVSRLKAQLCLQ 

EVKYLGLILARGTRALSK£*IQP 

ILAYPHPKTLKQLRGFLEITGFC 

* L W I PG Y SKI ARPL YTLIKETQR 

ANTHLVEWEPEAETTFKTLKQ 

A LVQA PA LSLPTGQNFSL Y VRE 

RARIALGVLTQTHGTTPQPVAY 

LSKEIDVVAKGWPHCLRVVAA 

VAVLASEAIKHQGKDLTV*TTY 

DVNGILGAKGSLWLSDNCLLR 

YQALLLEGPVLQ1CTCMALNPA 

TFLPEDGEPIKHDCQQIIVQTYA 

ARDDLLEVPLTNPDLNLYTDGS 

SFVENGI/RKVSDVTILESKPLPP 

GTSAQLAELVALTWALELGKG 


22433 


52801 


A 


22561 


903 


4440 


DHPGHIH SSPCHERPNNVSTLPF 

LPGEQHPILLPPRNCPGDKILEE 

NFRYNNYKRTMMSFKERLENT 

VERCAHINGNRPRQSRGFGELL 

STAKQDLVLEEQSPSSSNSLENS 

LVKDYIHYNGDFNAKSVNGCV 

PSPSDAKSISSEDDLRNPDSPSS 

NELIHYRPRTFNVGDLVWGQIK 

GLTSWPGKLVREDDVHNSCQQ 

SPEEGKVEPEKLKTLTEGLEAY 

SRVRKRNRNGIKVPPRSPRSTIG 

SPRPSMPSSPS 


22434 


52802 


A 


22562 


1 


501 
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SEO ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on Tor peptide 
sequence • 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


22435 


52803 


A 


22563 


1688 


2038 


SATHGLSDSCYWLVVSRAIGRN 

NLSPASPASIIHALVFLAEPQLF 

QPRILGLIDEESGHEGGRPAAKT 

RKLSGPWSRPAAFMSTLUNQP 

QYAWLKELGLREENEGVYNGS 

WGGRGEVITTYCPANNEPIARV 

RQA\SVADYEETVKKAREAWKI 

WADIPVAPKPKEKLVRQIGVDAL 

REEDSKLLRKPWCPLEDWGKIL 

LEGVGEVQEYVDICDYAVGLS 

RMIGGPILPSERSGHALIEQWNP 

VGLVGIITAFNFPVAVYGWNN 

AIAM1CGNVCLWKGAPTTSLIS 

VAVTKIIAKVLEYDNKVLPGAICS 

LTCGGADIGTAMAKDERVNLL 

SFTGSTQVGKQVGLMVQERFGV 

RHYQNWRSLLELGGNNA1IAFE 

DADLSLVVPSALFACCGEQLGQ 

RCTT/SRGRLFYYMESIHDEVFK 

QTLKRAYGTRSRVG\NPW\DPN 

VLYGAISHQGRQLSMFLGAVEE 

AKKERLAQWVYGGKVMDRPG 

N\YVEPTNVTS\LDHDASIAHTE 

TFAP\ILYVFK\FKNEEEVFAWE* 

WK*NRGLSS*HSLPKDLGAESF 

R W\LG P\KGTQTCG\I V KCQPFPT 

KWGLRLGGAXFGGEKAHLVVA 

RESGQ*C/WGKQYMRKVYLVL 

FNYS\KDLPSGPQG\IKFQ 


22436 


52804 


B 


22564 


1 


1434 




22437 


52805 


B 


22565 


1 


1185 
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SEQID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 

Uy/JW|A 1 / 


Nucleotide 
location of first 
couon lor pcpnuc 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


22438 


52806 


A 


22566 


1 


2450 


GQACHASSSPLKGSRGSPPNFEI 

LYGPIFEDSLAPD*PKVIAGQ\IT 

LRDAVTGPISSPNEAGKIYQLKP 

NPAVLICRVRGLHLPEKHVTW 

RGEAIPGSLFDFALYFFHNYQA 

LLAKGSGPYFYLPKTQSWQEA 

AWWSEVFSYAEDRPNLPRGTIK 

ATLLIETLPAVFQMDEILHALR 

DHIVGLNCGRWDYIFSYIKTLK 

NYPDRVLPDRQAVTMDKPFLN 

AYSRLLIKTCHKRGAFAMGGM 

AAFIPSKDEEHNNQVLNKVKA 

DKSLEANNGHDGTWIAHPGLA 

DTAMAVFNDILGSRKNQLEVM 

REQHAPITADQLLAPCDGERTE 

RKFN ALMESEKGQSQN L WKFA 

VYSGLRHGELAALAWEDVDLE 

KGIVNVRRNLTILDMFGPPKTN 

AGIRTVTLLQPALEALKEQYKL 

TGHHRKSEITFYHREYGRTEKQ 

KLHFVFMPRVCNGKQKPYYSV 

SSLGARWNAAVKRAGIRRRNP 

YHTRHTFACWLLTAGANPAFIA 

SQMGHETAQMVYE1YGMWID 

DMSDEQIAMLNARVMVYDVA 

SGNALFISELGPLPENVTWLSPE 

GEFQKWNGTAWVKDTEAEKL 

FRIREAEETKNNLMQVASEH1A 

PLQDAADLEIATEEEISLLEAW 

KKYRSIPLCSKVVTMMFDDRP 

GCPVGFPMWGRGGFDRMPPG 

WGGRPMPPSRRDMSPHRGPPPP 


22439 


52807 


A 


22567 


1 


941 


MIPNVQGPMRGLEGPNYIFIKIS 

KNRRYTMAVTSVGLASSLCRV 

VRPCRAPAGVVSRGSPDDEWL 

FCPQARIQQQQDID/NGTLPDFIS 

ETASIRDA/DWKIRGIPADLEDR 

RV/EITGPVER1CMVINALNAI\F 

MADFEDSLAPDW/NKVIDGQIN 

LRDAVNG/TISYTNEAGKIYQL 

KPN/PAVLICRVRGLHLPEKH/V 

TWRGEAIPGSLFDLA/LYFFHNY 

Q ALL A KG SG PA" FY LPKTQS WQ 

EAAWWS/EVFSYAEDRFNLPRG 

T/IKATLLD*TLAGGFQMVDPSA 

LGG*TGPWDHLRYIKVENIPKV 

GEEGDAETTGGTAV 


22440 


52808 


A 


22568 


2 


393 




22441 


52809 


A 


22569 


1066 


1824 




22442 


52810 


A 


22570 


2 


165 




22443 


52811 


A 


22571 




902 





2926 



WO 01/075067 



PCT/US01/08631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of firs! 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


22444 


52812 


A 


22572 


1 


2034 




22445 

— 


52813 


A 

, ■ 


22573 


176 


873 


RLFGEMSKLN/HNLSEVMSKLE 

KQHSSKVFVVKRLSSSSRRSLVI 

SPPVRTSTVSSPLTSPTSPSTLSS 

KSKSESVSATEDLAPDA AQG ED 

NSEIKELLEDEEIGKEGSEASSS 

EEEEPLLTCNGPSQAQPSPI IESA 

RSQEEVPPSSPALSPGGALSPSG 

HPLSSAAEVVLRTRTAVPQAKG 

NNVV1TSYMTNRGFFEDKICATF 

APSFLMNIKGNKTSVVKNS1LE 

QGQLTVN 


22446 


52814 


A 


22574 


1 


1890 




22447 


52815 


A 


22575 


2 


1279 


LSVFPRVRNFTTQAECH/KLFK 

VLKNFLIAGGGVHESSKRAS*T 

LQFIYYXSEWYGHEELKAIVWN 

NDLLWEDYEEKLADQAVRTM 

EIYVAQFSEIKERIAKRGRKLVD 

YDSARHHLEAVQNATKrCDEAK 

TAKAEEEFNKAQTVFEDLNQEL 

LEELPILYNSR1GCYVTIFQN1SN 

LRDVFYREMSKLNHNLYEVMS 

KLEKQHSNKVFVVKGLSSPSTL 

SLKSESESVSATEDLAPDAAQG 

EDNSE1KELLEEEEIEKEGSEASS 

SEEDEPLPACNGPAQAQPSPTT 

ERAKSQEEVLPSSTTPSPGGALS 

PSGQPSSSATEVVLRTRTASEGS 

EQPKKRASIQRTSAPPKPPEKPV 

RTPE A K EN EN I HNQN PEELCTSP 

TLMTSQVASEPGEAKKMEDKE 

KDNKLISANSSEKYIFQRPSVLI 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ll> NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location or first 


codon for last amino acid 


*=Stop codon, /-possible nucleotide 




sequence 




09/540 2 1 7 


autrm for iv ntidf 

sequence 


til |>C|JIIUC 9Lt|U(-IILC 


uciciiitii, \"-jiiwsimc nucieuiiue insertion) 


22448 


52816 


A 


22576 


1 


1791 


MPGARTSSSGASENHRARGQG 

GGPQGVGRMAEGKAGGAAGL 

FAKQVQKKFSRAQEKAL*KLG 

KA VETKDERFEQS ASN FYQQQ 

AEGHKLYKDLKNFLSAVKVMH 

ESSKRVSETLQEIYSSEWDGHE 

ELKAIVWNNDLLWEDYEEKLA 

ADQAVRTMEIYVAQFSE1KJE\RI 

AKRGRKLVDYDSARHHLEAVQ 

NAKKKDE AKTA KAEEEFN KAQ 






■u A 








TVFEDLNQELLEELPILYNSRIG 

CYVTIFQNISNLRDVFYREMSK. 

LNHNLYEVMSK.LEKQHSNKVF 

VVKGLSSSSRRSLVISPPVRTAT 

VSSPLTSPTSPSTLSLKSESESVS 

ATEDLAPDAAQGEDNSEIKELL 

EEEEI EKEGSEASSSEEDEPLPA 

CNGPAQAQPSPTTERAK\SQEE 

VLPSSTTPSPGGALSPSGQLSSS 

ATEVVLRTRTASEGSE\RPKKT 

ASIQRTSAPPRRPPPPRATASPRP 

CSGN1PSSPTASGGGSAYTSPRAS 

LGTGTASPRTSLEI\*PNPE\PPEK 

PVRTPEAKENENIHNQNPEELC 

TSPTLMTSQVASEPGEAKKME 

DKEKDNKLISADSSEGQDQLQV 

SMVPENNNLTAPEPQEEVSTSE 


22449 


52817 


A 


22577 


2216 


2568 


RPSLGLGM/C/TIWQ/TSLA/GKH 

RRTIETHTDDYRISLEQGTPGLE 

PPLNALTAISKKIGCNGFFPFQIR 

PGKNETDGRMFSPAIGIVEDPV 

TGNANGPMGAWLVHHNVLPH 

DGNVLRVKGH 


22450 


52818 


A 


22578 


108 


532 


WGSKGN LL YSHQTHS VSHQFS 

LVACCLELEYSPFSFPYACLLSS 

LMRLEK.HQELNLWPAHQRSMR 

HPQDTLVVFS/HHGRVLL*DKT 

SRGTIRQQHSRFTKICCSAATAA 

VTQANRVWSGPLANSNRPAAE 

GPVLAAFMGWL 


22451 


52819 


A 


22579 


1 


1125 
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SKQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /-possible nucleotide 
deletion, V=possible nucleotide insertion) 


22452 


52820 


A 


22580 


1 


985 


MCARGSLWGCYSGLERKCEAA 

LPDRVVSSKSACGAVSQDLLQ 

AQGRRAGPPSWLYADPVHTGT 

1ECGGHWCLNAALLDFQSPQRL 

LTYLHCGLQRPMESDPPELAPM 

VHHQEGIYLNIRKAMYDK.PTA 

NKLNWDK.SNVSSLITGTRQEET 

TANGTTF ATI H LQFF1QI PA VPR 

KTLLNRADYYFPEHNPSLTLVI 

NRR1TKFSEPN WE A PPSRG R LTP 

HTAG YSSETK 1 PEERSDSS 1 RGS 

RKSAVLQPLLLDSQANRVWSG 

PLANSNRPAAEGPVC*LWWVT 

LHGPLKATMQVCQQPLW 


22453 


52821 


A 


22581 


294 


934 


YPPSPAELTVCRLRQLQLRDVL 

YCIAYPSGPGVKPFRGNSA/G/V 

VFPADNLSEAQMQLl/ARELGH 

SETAFLLHSD/DSDVRI/RFTPTV 

EVPI/CGHATVAAHYVRAKVL/ 

GLGNCT1WQTSLAGKHR/VTIE 

KHNDDYRJSLNALTA1S/KKIGC 

NGFFPFQ1RPG/KNETDGRMFSP 

AIGIVE/DPVTGNANGPMGAWL 

VH/HNVLPHDGNVLRVRQ*GPR 


22454 


52822 


B 


22582 


1163 


5585 




22455 


52823 


A 


22583 


2 


429 


A AC A A A MSL V 1 PEKFQH ILRVL 

NTNIDGRRKIAFAITASSSSSSSS 

SSSSSSSSSSSSSSSSSSSSSSSSSS 

SSSSSSSSSVNLLSNGLYIWKG 

VGRRYAHVVLRKAD1DLTKRA 

GELTEDEVERVITIMQNPRQYK1 

PDWFL 


22456 


52824 


A 


22584 


84 


424 


GVHAASDKPCWITTSQTPDVQ 

HRW/WLLISSML*TAPNRRSDK 

AFTPHPTNHAGSQLRKHPTCSI 

DGVIDIFHAVNTFVQHHMEETL 

KAFHVTGHHILIARHGLGVGKE 

NTEHAANVVNDQRNSGFFCRF 

QQTFCQTCCQLIQRFVNARLRD 

F1SC 


22457 


52825 


A 


22585 


88 


381 


IQVLANGLDNKLREDLERLKKI 

RAHRGLRHFWG*VGGLISLPTS 

TQHSSYSLFFFPNLLFLLCMTCD 

SSLFTCSLRVRGQHTK.TTGRRG 

RTVGVSKKK 


22458 


52826 


A 


22586 


355 


699 


FIDTTEAGSHFLYALVRFAATIT 
TITDDG ARRLRTLFQRQQA DLV 
SVSKSGFFTADCTHTNALIDVV 
RTIFNNAVF*NPGFV1ARLKJEIA 
UKATFGQLTEDREQVLMFQAV 
RR 
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SEO ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
f)Q/C4() 217 


Nucleotide 
location of first 

luuvn iui |#t|fituc 

sequence 


Nucleotide location of last 
codon for last amino acid 

f\f nfnfiffp <ipniii»nr<* 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 

flotation VsnAcuihlp ntirlpnliil^ ine»rli/int 
uciviivii^ * |#va3iisic uukicifiiuc insertion 1 


22459 


52827 


A 


22587 


1389 


1532 


S VLPG RPD A RQYRQTRQSW* R 

WSLRLRGSYPVAGRSLSRRHRQ 

TERF 


22460 


52828 


A 


22588 


1 


427 


LVHQQWIQTKKKSLIYPFCHSP 

SQRVVEVAALDQWLAMLYPR 

VEHQAVLAVVVVVVGPLVVRP 

YHTRRDAVRLLRQPAVF1 VAV 

DIVRILRDAV1RPHCECTVRV\R 

SGSGSRLPAGSVAYGMRMSRS 

GARVRTLSILPVAL 


22461-* 


52829 


A • 


22589: 


1 . ■ 


915 i 


t i . 


22462 


52830 


A 


22590 


1166 


1321 




22463 


52831 


A 


22591 


813 


977 




22464 


52832 


A 


22592 


3485 


4237 




22465 


52833 


A 


22593 


1 


499 


ARAAACAAAMSLV1PEKFQHIL 
RWLNTNIDGRRKIAFA1TAIKG 
VGRRYAHVVLRKADIDLTKRA 
GELTEDEV ERVITIMQN PT\QY K 
IPDWFLNRQKDVKDGK\FQPGS 
* ANG LSTTKLARENLKPLKEDSG 
PI KGLRQLP/WGLRVRGQHTKT 
TGRRGRTVGVSKKK 


22466 


52834 


A 


22594 


1 


1197 




22467 


52835 


A 


22595 


1 


1905 




22468 


52836 


A 


22596 


37 


514 


WTWWLRCYENRHRHCHLLQQ 

LPTSPHQHAVATPTTVAVPTAP 

AATPPVVVAVVVAPVVVVVVP 

VVPVVASVPFVEPGSDV1VCAE 

MDEQWGYVGAKSRQRWLFYA 

YDSLRKTVVAH VFGERTFDVV 1 

WMTDGWP\LYESRPAFTGRDC 

VDDAFFAVAGV 


22469 


52837 


A 


22597 


1 


471 




22470 


52838 


A 


22598 


2 


323 


SRIQPG SD V 1 VC AEMDEQ WG Y 

VGAKSRQRWLFYAYDSLRKTV 

VAHV/FGERTIRTLTRRLFRCLR 

SSHDLVSSPVSHRRRRAGSRQR 

HRRARGGENVEYQWGALRHG 


22471 


52839 


A 


22599 


2033 


2310 


ARYVGNAGCTGGALFGRSQTI 

REAVG/ERRLAESRDVAALDTP 

CDPEIKMAEWMQTLKETGSTS 

GHIVTRR1SVR1SHVTPGPASQD 

GPDVQQR 


22472 


52840 


B 


22600 


1 


4891 




22473 


52841 


B 


22601 


7 


1233 




22474 


52842 


A 


22602 


193 


492 




22475 


52843 


A 


22603 


1 


486 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon fur last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


22476 


52844 


A 


22604 


62 


443 


RSDRLLIHGFSFPAMGFRLRKT 

VVAHVFGERTMATLGRLMSLL 

SPFDVV1WMTDGWPLYESRLK 

GKLHVISKRY\TQRJERHMLNLR 

QHLARLGRKSLSFSKSGTACCG 

HCLTRDIPMLHHQGNQLF 


22477 


52845 


A 


22605 


971 


1444 


SMGSGDMRSSPSRAAALRQLPR 
PFRQL A V RM EM I SRFRS A KEQT 
KSLRKWRKAKSIF*SVAQTGFN 
VLVCTTIIETG1DSRQPTLLSLNA 
RJTSVCAAAPVTRSRRTFASSGY 
A WL LTPH PKA MTTD A KN V LK.Q 
LPRWKISGQVRAGTARSGDSRR 
W 


22478 


52846 


A 


22606 


1 


1047 




22479 


52847 


A 


22607 


318 


598 


LTGFRRLCDLRFGGGAVRSVLA 
RSREFILQH*FRRJVTGSMGRSL 
VPSAPLR/PS1VLVLFRKAW*LV 
KTQRKMHVVSIVQKKASCWYP 
LLGCL 


22480 


52848 


A 


22608 


1 


2652 




22481 


52849 


A 


22609 


1 


852 




22482 


52850 


A 


22610 


1 


807 




22483 


52851 


A 


22611 




1740 




22484 


52852 


A 


22612 




3144 
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SEQID 


SEQ ID NO: 


Mel 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




UV/r»4U t ZI7 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


22485 


52853 


A 


22613 


173 


1983 


PVQNGSSPLGALPGAPLIFGPSV 

PAISRPGSCSPEWPTLDTSGYSA 

PR/WLFTAYAGSEAVFAHVFGD 

ALGDAGLLMSLLSPFDVVIWM 

TDGWPLYESRLKGKLHVISKRY 

TQRIERHNLNLRQHLARLGRKS 

LSFSKSVEQHDKLESLPGQIDKS 

LDEASLSLRAGSLRTITH1LLPLL 

RPAILSALIYSFVRAITTVSA1VF 

LVTPDTRVATAYILNRVEDGEY 














GVAIAYGSILIVVMLAHFIFDWL 

IGESLLSRFEKTVDDHSQSRLPA 

EGSILSQD1SGVKLFSLLTPARG 

YVP1RAPCPFLCASYRFFCVARQ 

QGLDAALIDAPLAVDALTPLSE 

LLSHVGQAPCSVPVVDEDQQY 

VGIISKGMLLRALDREGGVRVP 

VDYILNGFHPLLLGMPAPLAIIV 

FALIACRFPGSMGRIRRSRRJRH 

LH KM PD ATLSAS YQA Y VRHQT 

MVTALVLRSSHRFRKDRHCWG 

FVFLQQPI LR ATGQFEIQTFRYL 

SVFSVQRHKTNGKTALMSGNV 

ADKAVNRATGPTACVWLFSLR 

NSSMVTTRPCGLCEWADQQGA 

RPARISENGKRGYSYLYDVHM 

GAQSGETRGRQGEYASKPPSRE 


22486 


52854 


B 


22614 


1 


2149 




22487 


52855 


A 


22615 


1 


1815 




22488 


52856 


A 


22616 


2014 


3411 




22489 


52857 


A 


22617 


1 


922 


MV1CQPINGGWQWPPSTGTDP 

APYFRJFNPTTQGEKFDHEGEFI 

RQ WLPELRD V PG K V VHEP WK 

WAQKAAAPPQTRLHSTPTTIPH 

RVPGHTPNLKPIWEVDLPKFSH 

KATSHATDKPSDTTQNDQIVIA 

YMEPPEIVHETTTSSTHPSLYIIL 

KRQTRELRPQSVTSR1QPGSDV1 

VCAEMDEQWGYVGAKSRQRW 

LFYAYDSLRKTVVAHVFGERT 

MATLGRLMSLLSPFDVVIWMT 

DGWPLYESRLKGKLHV1SKRYT 

QRIERHNLNLRQHLARLGRKSL 

SFSICSVELHDKVIGHWLNIKHY 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
seauence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


22490 


52858 


A 


22618 


1458 


2185 

• • . ■ . 


YGHEWRWMPGNRPHWGRWP 

QHDFPPFKKLRPQSVTSRIQPGS 

DVIVCAEMDEQWGYVGAKSR 

QHWLFYAYDRLRKTVVAHVR 

GERTMATLGRLMSLLSPFDVVl 

WMTDGWPLYESRLKGKLHV1S 

KRYTQRJERHNLNLRQHLARLG 

RKSLSFSKS VEK1TSG PTFNATP 

GTQKTATDKRGGKKLPIQIPIGP 

ISR1ASGAAFNTIS1GLRKFLVTA 

GVMLSTQRSIYDRHQVITSAGIT 


22491 


52859 


A 


22619 


493 


1518 




22492 


52860 


A 


22620 


963 


1597 




22493 


52861 


A 


22621 


1 


3052 


MATDSVGLNCTPAPHARDVLL 

WRPSSLPVSTSCVFPLGR1GDVS 

DESDDKTEAPTPHRLEKAREEG 

QIPRSRELTSLLILLVGVSVIWF 

GGVSLARRLSGMLSAGLHFDH 

SIINDPNLILGQIILLIREAMLAL 

LPLISGVVLVALISPVMLGGLVF 

SGKSLQPKFSKLNPLPG1KRMFS 

AQTGAELLKAILKTILVGSVTG 

FFLWHHWPQMMRLMAESPITA 

MGN AMDL VG LC A LL V VLG V I P 

MVGFDVFFQIF 


22494 


52862 


A 


22622 


1 


1233 


MANDLPHSNSGDGQKPSSPDLF 

TAPLLADPTVGFLPNDAEELF1F 

LTEITEITIPCRVTDPQLVVTLHE 

KKGDVALPVPYDHQRGFSG1FE 

DRSY1CKTTIGDREVDSDAYYV 

YRLQAVPPVQLLTGWCVTAKA 

PPDISAISALTAVKHGNCSSLTP 

LLNPPGSDV1VCAEMDEQWGY 

VGAKSRQRWLFYAYVDSLRAR 

RVVAHVFG\*RTMATLGRLMSL 

LSPFDVVIWMTDGWPLYESRL 

KGKLHVISKRYTQRIXERHNLNL 

RQHLARLGRKSLSFSKSVELHD 

KPSPQHREGVKDVMRFNEPMY 

PLESRPRLYVCHLRNGAQASGR 

RCQLPMGCACHPVSQRNDRPN 

RRPERHATRKTTTRQRQQNSRQ 

HKQTQKKAKPNKRRATERGKG 

PQQKAERPKRHTHCFLKLQ 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Mel 
hod 


SEQ 11) NO: 
in USSN 

f\Q/ZAt\ "JIT 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lfnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22495 


52863 


A 


22623 


3 


1386 


HEASSPLAMASLTVKAYLLGK 

EDAAREIRRFSFCCSPEPEAEAE 

AAAGPGPCERLLSRVAALFPAL 

RPGGFQAHYRDEDGDLVAFSS 

DEELTMAMSYVKDDIFRI*IKE 

KKECRR£)HRPP\CAQEAPRNMV 

HPNVICDGCNGPVVGTRYKCS 

VCPYY\DLCSVCEGKGLHRGHT 

KLAFP\SPFGHL\SEGF\SHSRWL\ 

RKV\KHGHF\GWPGW\EMGPPG\ 

N WEPTFLPRAG\EARPGP\TA ES 

ASGPSEDPSVNFLK\NVGESVA\ 

AAFSPL\NFEVDIDVEHGGKRSR 

LTPVSPESSSTEEKS\SSQPSSCC 

SDPSKPGGNVEGATQSLAEQM 

RKIALESEGRPEEQMESDNCSG 

GDDDWTHLSSKEVDPSTGELQ 

SLQMPESEGPSSLDPSQGGNPQ 

GWKEAALYPHLP\PEVEPAA*F 

ESLSQMVVPWGFS*LKGGWVH 

QGSCRPRNYDI\GAAL\DTIPVIQ 


22496 


52864 


A 


22624 


1032 


1127 


FYAKAEAGDRTVA*PHKPKMF 
LSIHHRVAKI 


22497 


52865 


A 


22625 


121 


561 


VFPGPLGSLVDICGPSRVPFPWV 

VPAVLPVQFVQRLPRFFRCPPV 

LVTSVIRSISTL1QALGSSPFARR 

YWGNLG*FLFLGVLRCFSSTGS 

PH*PMNSVNDSVSKHT/EVTPF 

GNXPGNNGSYHLTDAYRRLARP 

SSPLT\PGHPPLYG 


22498 


52866 


A 


22626 


243 


454 


ATAGCPSCSATEGVVRNGKST 
AGHQRYLCSPCRKTWQLQFTY 
TASQP/GARIMGVGLNTVLRHL 
KNSGRSR 


22499 


52867 


A 


22627 


3 


640 




22500 


52868 


A 


22628 


236 


410 




22501 


52869 


A 


22629 


116 


359 
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SKQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
inUSSN 


Nucleotide 
location of first 
couO" lur pepuue 
sequence 


Nucleotide location of last 
codon for last amino acid 
ui pepuue sequence 


Amino acid sequence ( X=tfnknown, 
*=Stop codon, /=possible nucleotide 

uciciiuhi \—|waaii/ic uuiicuiiuc iiocriiun/ 


22502 


52870 


A 


22630 


276 


1905 


LFLYSSHGQYGCPSCSATDGVV 

RNGKSTAGHQRYLCSHCRKTW 

QLQFTYTASQPAGQ*RTAIATVI 

CCNNCQRRHTNSRCHTDNCRR 

ADSASSHATSGSSSRGCAGSGR 

CGASSTRRCLGPVCCFRGSICRS 

WRRQHEGHKDCRKLVFHNFSFI 

H RM DNTA VPPVQLLTG WC VTA 

KAPPDISA1SALTAVKHGNCSSL 

TPLLNPPGSDV1VCAEMDEQW 

GYVGAKSRQRWLFYAYDSLRK 

TVVAHVFGERTMATLGRLMSL 

LSPFDVVIWMTDGWPLYESRL 

KGKLHVISKRYTQRIERHNLNL 

RQHLARLGRKSLSFSKSVELHD 

KQQGLDAAL1DAPLAVDAQTP 

LSELLSHVGQAPCAVPVVDED 

QQYVGIISKGMLLRALDREGGV 

RVPVIYPKRFRTTDVCMPLSLG 

TCIREIEAEFPDPIFRRSVVYICE 

HNTNGAMGIIVNKPLENLKIEGI 

LEFCLK1TPEPRDESIRLDKPVML 

GGPLAEDRGFILHTPASNFASS1 

RISDNTVMTTSRDVLETLGTDK 

QPSDVLVALGYASWEKGQLEQ 

EILDNAWLTAPADLNILFKTPIA 

DRWREAAKLIGVDILTMPAQD 

GTPDWNIIERLLKEWQPDEI1VG 

LPLNMDGTEQPLTARARKFAN 

RJHGRFGVEVKLHDERLSTVEA 

RSGLFEQGGYRALNKGKVDSA 

SAVIILESYFEQGY 
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SEQ ID 


SEQ II) NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 






codon for peptide 
sequence 


of peptide sequence 


deletion, \ = possible nucleotide insertion) 


22503 


52871 


A 


22631 


399 


2337 


PEVQGLQQAGAAARRPGVGLA 

APRVVCEGRLRGSGLQSRLCPG 

ASV*ATDGVVRNGKSTAGHQR 

YLCSHCRKTWQLQFTYTASQP 

AGQ*REKEEKEEVEEEEEEEKK 

KRRREGEKEEKEErCEKEKKKK 

FrCKKKKKKKKKKKKKKKKJCK 

KKKKKKKQLSLVTVMSQQCQL 

WRNEARTTGACLPSPTVSAAAP 

PIVSTTVTAFAAATLAKGDLRS 












» i ■ - 


RASSKQVPLLVVLVWVWPHPG 

WFVKAGSVALGSSPGCVLELL 

CKLLTGWCVTAKAPPDISAISA 

LTAVKHGNCSSLTPLLNPPGSD 

VIVCAEMDEQWGYVGAKSRQ 

RWLFYAYDSLRKTVVAHVFGE 

RTMATLGRLMSLLSPFDVVIW 

MTDGWPLYESRLKGKLHTQER 

KARSKQQKDADTAPP1QVGTQ 

TPQTVHAARDTRQASPRASKIS 

QHRQADGDKRQTRH A EAQAT 

RTHTGRRKTIKETATQQAYADE 

QTRRTARTH RRTA RHTAA HTH 

RTRVAARQTTEKDNEQSDTQPP 

TQKTPSATATAHTPRRTETTTNI 

VQARHTSARERNHTRQHQATR 

RETTTNAHTNTPHYHAEHTQSR 

SQQQTTSTERPTTDSSTTINNNN 

HTPRTVRDERRMTQHKHPSRA 

STTTNRTTTTGAYQHTQRDTRD 

TRRDTHEDTTTQQPHTTTPTAN 

EAAYTAHTTKTDDHRHTADDT 


22504 


52872 


A 


22632 


103 


313 


ATAGCPSCSATEGVVRNGKST 
AGHQRYLCSPCRKTWQLQFTY 
TASQP/GARIMGVGLNTVLRHL 
KNSGRSR 


22505 


52873 


A 


22633 


620 


832 
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SEQID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon. /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


22506 


52874 


A 


22634 


453 


1047 


AADDRGHLRPTDGLLRNGKST 

AGHQRYLCSHCRKTWQLQFTY 

TASQPAGQ*RV T GTSERREQHQ 

RLRQQGSVQVNDLSALYGVST 

VTI RN D L A FLEKQG I A VRA YGG 

ALICDSTTPSVEPSVEDKSALNT 

AMKRSVAKAAVELiQPGHRVIL 

DSGTTTFEIARLMRKHTDVIAM 

TNGMNVANALLEAEGVELLMT 

AGICALLTGCCVTAKAPPDISA1 

S A LTA V KHG NCSSLTPLLN PPG 

SDVPVCAEMDEQWGYVGAKS 

RQRWLFYAYDSLRKTVVAHVF 

GERTMATLGRLMSLLSPFDVVl 

WMTDGWPLYESRLKGKLH VIS 

KRYTQRIERHNLNLRQHLARLG 

RKSLSFSKSVELHDKVIGHYLN 

GDFLQSTLREAPLIPHTREHP 


22507 


52875 


A 


22635 


1089 


1686 


TSPGYWRANSTDPDGRYCRTG 

TSGGVCHALSSLRCPSCSATDG 

VVRNGKSTAGHQRYLCSHCRK 

TWQLQFTYTASQPAGQ* RFLSK 

QEKTLLINQLASEEQQKVTSRL 

SDALRNGRVWQLA11YLTIQVA 

VYGLIFFLPTQVAALLGTKVGF 

TASVVTAIPWVAALFGTWLIPR 

YSDKTGERRN V A A LTLL A AG IG 

IGLSGLLSPVMAIVALCVAAIGF 

1AVQPVFWTMPTQLLSGTALAA 

GIGFVNLFGAVGGFIAPILRVKA 

ETLFASDAAGLLTLAAVAVIDR 

RGTSLN RLRNTM I ALLSN PFKE 

RLRKGEVQ1GLWLSSTTAYMA 

EIAATSGYDWLLIDGEHAPNTI 

QDLYHQLQAVAPYASQPVIRPV 

EGSKPLIKQVLDIGAQTLLIPMV 

DTAEQARQVVSATRYPPYAVH 

PVQLLTGWCVTAKAPPDISAIS 

ALTAVKHGNCSSLTPLLNPPGS 

DVIVCAEMDEQWGYVGAKSR 

QRWLFYAYDSLRKTVVAHVFG 

ERTMATLGRLMSLLSPFDVVIW 

MTDGWPLYESRLKGKLHVISK 

RYTQR1ERHNLNLRQHTGTGW 

DG SRCRSQKSGG A A 


22508 


52876 


A 


22636 


91 


200 


SG 1 1 A FQ Y LLMTLKVLPV A S VSI 
SCPS\CSATDGVVRMGKSTAGH 
QRYLCSHCRKTWQLQFTYTAS 
QPAGQ*RGGA 
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SEQID 


SEQID NO: 


(Viet 


SEQ ID NO: 


Nucleotide 


Nucleotide location or last 


Amino acid sequence ( X=Unkno\vn, 


NO: 


of peptide 


hod 


in USSN 


location or first 


codon Tor last amino acid 


*=Stop codon, /= possible nucleotide 




sequence 




09/^40 2 1 7 


sequence 


of nprttirif 1 c^mirnrp 


ucicnuiif \~|iu>3iuic iiuiicuiiuc insertion) 


22509 


52877 


A 


22637 


2649 


3270 


GAPVASVSISCPSCSATDGVVR 

NGKSTAGHQRYLCSHCRKTWQ 

LQFTYTASQPAGQ*RTIGRAML 

KNKHMT1TEFVAQRMRJDAQQK 

GEISPDINTAMTSRLLLDLTYGV 

LADIEAEDLARJCRRLLR1TRDD 

WRYLNRILILSLFRRAGDNCAR 

VSYQTPTREIKKLDGLWAFSLD 

RENCGIDQRWWESALQESRAIA 

VPGSFNDQFADADIRNYAGNV 














WYQREVFIPKGWAGQRIVLRF 
DA VTH YG K V WVNNQE V 


22510 


52878 


A 


22638 


1 


2470 


MNADTDYSIAEAAFNKGETAM 

TING PW A WSN I DTS K VN Y G VT 

VLPTFKGQPSKPFVGVLSAGIN 

AASPNKELAKEFLENYLLTDEG 

LEAVNKDKPLGAVALKSYEEE 

LAKDPR1AATMENAQKGEIMP 

N1PQMSAFWYAVRTAVINAAS 

GRQTVDEALKDAQTRJTNCCRJ 

RRESLIRPGMRKNPMDV1KKKH 

WWQSDALKWSVLGLLGLLVG 

YLVVLMYAQGEYLFA1TTLILS 

SAGLYIFANRKAYAWRYVYPG 

MAGMGLFVLFPLVCTIAIGFNN 

YRRTKQVAGMPAKSSSLRSSQ 

DREMRPGAKAERTRYDSPGSY 

GVAGPGFLGSRGGSPFGGPGKY 

NNTITKYALNIAPSAQNQSPHG 

PKLNRRQETQHALDWLDAGYT 

FTYSEDQALTPYFKLAYVYDDS 

NNDNDVNGDSIDNGTEGSAVR 

VGLGTQFSFTKNFSAYTDANYL 

GGGDVDQDWSANDLTG1TAKD 

AQMLSVVKPLQEFGKLDKCLS 

RYGTRFEFNNEKQVIFSSDVNN 

EDTFVILEGVISLRREENVLIGIT 

QAPYIMGLADGLMKNDIPYKJL1 

SEGNCTGYHLPAKQTITLIEQN 

QLWRDAFYWLAWHNRILELRD 

VQLIGHNSYEQFAHIIFMIAAM 

QMGSVWGDDFSSGQHSVARKS 

QLHKPILRVKCHEGFTISANPNS 

SPRYPTIIEQAEQPRIVDFSIVRF 


22511 


52879 


A 


22639 


1 


852 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion. \=possible nucleotide insertion) 


22512 


52880 


A 


22640 


1 


747 


MI1IDPRYTDTGAGREDEWIPIR 

PGTDA A LVNGLA Y VM 1TENLV 

DQAFLDKYCVGYDEKTLPASA 

PKNG H Y KAY 1 L ATD/G V V RTA K 

STAGHQRYLCSHCRKTWQLQF 

TYTASQPAGQ*RYTDTGAGRE 

DEWIPIRPGTDAALVNGLAYV 

MITENLVDQAFLDKYCVGYDE 

KTLPASAPKNGHYKAYILATDG 

WCVPPKAPPDISAISALTAVKH 

GNCSSLTPLLNPPGSDVIVCAE 

MDEQWGYVGAKSRQRWLFYA 

YDSLRKTVVAHVFGERTMATL 

GRLMSLLSPFDV VI WMTDG WP 

LYESRLKGKLHVISKRYTQRJE 

RHNLNLRQHLARLGRKSLSFSK 

SVELHDK.VIGHYLNIKHYQ 


22513 


52881 


A 


2264 J 


1722 


2463 


NPRLAGSEGSCPSCSATDGVVR 

NG KSTAG HQR YLCSHCRKTWQ 

LQFTYTASQPAGQ* RKLTPGCL 

FVALKGERFDAHDFADQAKAG 

GAGALLVSRPLDIDLPQLIVKD 

TRLAFGELAAWVRQQVPARVV 

ALTGSSGKTSVKEMTA A 1 LSQC 

GNTLYTAGNLNNDIGVPMTLL 

RLTPEYDYAV1ELGANHQGEIA 

WTVTHPPRFVTKQWLCFLPDG 

LLLFAEARPVIWQMQPAVMAV 

DVAAFAHLFNQQQYQRFTGRP 

PDSSKLPWKITCNGECVTFHW 

WLLGVAVRJSRLLPVRVMTAL 

EGNYNGTEGISALPFNGHLAHS 

NESEWVTFRNN KNNEAFLDRV 

Y1VKVPYCLRISEEIKIYEKLLN 

H IFEC WQHFLNNPESLQCYI WA 

ANADFREARQVIFKTFFTVGVE 

EELGIRQTRTNDFLVTGDNLLRI 

FRFDVGNEDKVRQQFAVVRJH 

REVFLVTFHGVNQRFSRHREEF 

LFEFC VS VTANLTRCFFG IGFNL 

RLTFF V 1G DDFPTLTQNFRI L IG V 

IDGEFRLAHKAVAANHAIGLNA 

QNGCRNDFVAHAAGSRALAAD 

GRSLEHAPTVETVVAGPLCESG 

DVFTQQEGGNVETRALPEVKA 

AVPPVQLLTGWCVTAKALPDIS 

AISALTAVKHGNCSSLTPLLNPP 

GSDVIVCAEMDEQWGYVGAKS 

RQRWLFYAYDRLRKTVVAHRL 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X-Untcnown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 






codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


22514 


52882 


A 


22642 


90 


1254 


KGLCSHSEMVVPSYSATDGVV 

RNGKSTAGHQRYLCSHCRKTW 

QLQFTYTASQPAGQ*RDIVLTK 

LMMVWHSQSGYEKAYAHIQR 

WWYRAILLLTGWCVTAKALPD 

ISAISALTAVKHGNCSSLTPLLN 

PPGSDVIVCAEMDEQWGYVGA 

KSRQRWLFYAYDRLRKTVVAH 

VFGERTMATLGRLMSLLSPFDV 

VIWMTDGWPLYESRLKGKLHV 






• it*."-' 








ISKRYTQRI ERHN LNLSSTSI LVL 

LNGATQFQDLGDLNKELEETY 

TDSKNHISCVGNDFGFNDJFSR 

YVEAVGREGDVLLGISTSGNSA 

NVIKAIAAAREKGMKVITLTGK 

DGGKMAGTADIEIRVPHFGYA 

DRIQEI H IKVIHILIQLIEKEMVN 

FTGLVQRGGGTGPHKDGWGIT 

FYEVAFEDVAVNFTQEEWALL 

DPWQKKLYRDVMLETYRNLAS 

VGDDDNIPSLREQVAHQRYFKT 

WHVEREYFSK 


22515 


52883 


A 


22643 


690 


1233 


RLQSLHYQGRGKPVPMRSYSLS 

FLFTISNSAGVFRCPSCSATDGV 

VRNGKSTAGHQRYLCSHCRKT 

WQLQFTYTASQPAGQ* RLLG P 

KNRPREQNWLLWCERGVMSRL 

QALYLREQGFNNVKVDNFQTK 

VDSCTRPLAGQQFYPCIPDDAL 

VQPLFGGN FVFQRREAG HITNR 

EDIVRHQHGGWRGANSRDDTP 

GTVELFNGFNQQSAIAKTLRAF 

NATRQHDHVIFAISHFDQRRIR 

QQLHAARAGNRQVTIAGDAGS 

GDFDTAANQQIDSGDGFSLFTT 

RGEANQCRCAHIHSPFFLPFQT 

VRVFSAVPPVQLLTGWCVTAK 

APPDISAISALTAVKHGNCSSLT 

PLLNPPGSDVIVCAEMDEQWG 

YVGAKSRQRWLFYAYDSLRKT 

VVAHVFAVKPYWDTGGGFHC 

RWIYMQQEKELLQLSLQQGKY 

NQKRAAELLGLTYHQFRALLK 
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SEQ ID 


SEQ ID NO: 


Mel 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=(Jnknown, 


NO: 


or peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540 J 17 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


22516 


52884 


A 


22644 


1314 


1483 


RIQRYCGKTGCPSCSATDGVVR 

NGKSTAGHQRYLCSHCRKTWQ 

LQFHYTASQPAGQ* RMFNADG 

SEVAQCGNGARCFARFVRLKG 

LTNKRDIRVSTANGRMVLTVT 

DDDLVRVMMGEPNFEPSAVPF 

RANKAEKTY I M R A A EQTI LCG V 

VSMGNPHCVfQVDDVDTAAVE 

TLGPVLESHERFPERANIGFMQ 

VVKREH1 RLRV YERG AGETQA 


v-7 > * 












CGSGAGAAVAVGIQQGLLAEE 

VRVELPGGRLDIAWKGEELQET 

LTELDDRAVVDYLIKNPEFFIRN 

ARAVEAIRVPHPVRGTVSLVE 

WHMARARNHIHVLEENMALL 

MEQAIANEGLFYRLLYLQRSLT 

AASSLDDMLMRFHRWARDLG 

LAVAMPVT1NKGNQIIENQLDT 

ETUI S YEFI LCQHLI ANTEFS YL 

ALPENYNRLCLPNSKNQTNNRF 

KTLNSKAIGRLLAAGGVYNGNI 

EGFRDTAEKLAVPPVQLLTGW 

CVTAKALPDISAISALTAVKHG 

NCSSLYTASQPAGQ 
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SEQIO 


SKQ If> NO: 


Met 


SEQ ll> NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=l)nkno\vn, 


NO: 


of peptide 


hod 


in USSN 


location or first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, V=possible nucleotide insertion) 


225 17 


52885 


A 


22645 


1479 


1793 


TRYRSCPSCSATDGVVRNGKST 

AGHQRYLCSHCRKTWQLQFTY 

TASQPAGQ*RRNACQYRTPAV 

VASRQKRWHGDLGMIGSRDV 

MLFISDSVGAKELDLIIPRLEDK 

S1ALLAMTGKPTSPLGLAAKAV 

LDISVEREACPMHLAPTSSTVN 

TLMMGDALAMAVMQARGFNE 

EDFARSHPAGALGARLLNKVH 

HLMRRDDAIPQVALTASVMDA 














MLELSRTGLGLVAVCDAQQQV 

QGVFTDGDLRRWLVGGGALTT 

PVNEAMTVGGTTLQSQSRAIDA 

KEILMKRKITAAPVVDENGKLT 

GA1KLQDFYQGRGLFNPSIPRVS 

TADAGLANRARRNWVGSSWK 

QVGQ1 1 LQGGPQN AEKSGQR YT 

VSHDRHRDAERQRVKSGLPRY 

AECSTYPSCPVALDLAFASHGI 

HMHAPGEALRMLVTAMDKAA 

DARTKLARLLATKG1THEIQIPD 

ISTKEKAQQPIGLNMEQIKPEKQ 

DFIKPVIPQAGKHNGVNMSVLR 

SLLTAGVLASGLLWSLNGITAT 

PAAQASDDRYEVTQQRNPDAA 

CLDCHKPDTEA VPP VQLLTG W 

CVTAKAPPDISAISALTAVKHG 

NCSSLTPLLNPPGSDVIVCAELD 

EQWGYVGAKSRQRWLFYAYA 

QSPRTTRCCAR1RLHALWRRW 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location or first 
coo on lor pcpiiuc 
sequence 


Nucleotide location of last 
codon for last amino acid 

oi pcpiiuc sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 

uciciiuu, \~|iuaAiuic uuvicuiiuc Hl^iriiuilj 


22518 


52886 


A 


22646 


807 


1350 


NRGCPSCSATDGVVRMGKSTA 

GHQRYLCSHCRKTWQLQFTYT 

ASQPAGQ* RLLN RLi EPTRGQ V 

LIDGVDIAKISDAELREVRRKKI 

AMVFQSFALMPHMTVLDNTAF 

GMELAGINAEERREICALDALR 

QVGLENYAHSYPDELSGGMRQ 

RVGLARAINPDILLMDEAFSAL 

DPLIRTEMQDELVKLQAKHQR 

TIVFISHDLDEAMRIGDRIAIMQ 

NGEVVQVGTPDEILNNPANDY 

VRTFFRGVDISQVFSAKDIARRT 

PNG L I R KTPG FG PRS A LKLLQD 

EDREYGYVIERGNKFVGAVSID 

SLKTAAVPPVQLLTGWCVTAK 

APPDISAISALTAVKHGNCSSLT 

PLLNPPGSDVIVCAEMDEQWG 

YVGAKSRQRWLFYAYDSLRKT 

VVAHVFGERTMATLGRLMSLL 

SPFDVVIWMTDGWPLYESRLK 

GKLHV1SKRYTQRIERHNLNLR 

QHLARLGRKSLSFSKSVELHDK 

VIGHYLNIKHYQ 


22519 


52887 


A 


22647 


1 


1270 


MTAATEQLNASRGLSTREMER 

QAELAKITTDYINSGGSEGDEK 

LQN M I KAQN D Y Y AAEDA KRA 

DWLAGAESAFADYGDSAMDM 

YGNVNEIASSALNGMTDMMV 

QFLTTGKANFADFAKNIISMIIK 

MIAQMVIFNTSLRNDGRSVSSG 

GAAVSLAAAAGSVATSGFNAS 

NSAPKVVTIREVERSVDVSGME 

ASSTSWITIRSFTAETSTFGPTM 

TASMTFLPTYCSIIASLLSSFKLA 

AATDGVVRNGKSTAGHQRYLC 

SHCRKTWQLQFTYTASQPALA 

RNPNRDITIYWGGREEQHLYDL 

CELEALSLKHPGLQVVPVVEQP 

EAGWRGRTGTVLTAVLQDHAT 

DGVVRNGKSTAGHQRYLCSHC 

RKTWQLQFTYTASQPGTHQKI I 

DMAMNGVGCRATARUMGVGL 

NTIFRHLKNSGRSR 



2943 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown t 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


22520 


52888 


A 

' ; . ; v 


22648 


38! 


945 


GAPVASVSISCPSCSATDGVVR 

NGKSTAGHQRYLCSHCRKTWQ 

LQFTYTASQPAGQ* RTENQTPH 

VLTHKWELNYENPWTQGGEHL 

TMGLVVGWRGLQEGDPARTN 

LSYYQANVGSGQHRENKGPIN 

LGNVGKSNGERGGKSLYRCKIF 

LESSVTMKDRELPPVYDGVFEV 

LQ WLLFLSA VPPVQLLTG WC V 

TAKAPPD1SAISALTAVKHGNC 

SSLTPLLNPPGSDVIVCAEMDE 

QWGYVGAKSRQRWLFYAYDS 

LRKT V V A H V FG ERTM ATLG RL 

MSLLSPFDVV1WMTDGWPLYE 

SRLKGKLHVISKRYTQRIERHN 

LNLRQHLARLGRKSLSFSKSVE 

LHDKVIGHYLNIKHYQ 


22521 


52889 


A 


22649 


354 


1119 


RRWRRGAHEAATGGTGRGPAE 

EAAPGEPAAGRAAPKSGGKRL 

GGVLGRGGVGRRSGSPDRSGA 

HSAAPRRCRQLPGRCPSCSATD 

GVVRNGKSTAGHQRYLCSHCR 

KTWQLQFTYTASQPAGQ*RSK 

GAIGEGPPDPRGIVEQNLGGDIS 

IPCYNGPRPRRSAQKTTLGPLN 

QPRIPSAQCAGAFPRVAAAGAG 

GGGGGGSGGSGFCLGWRLRRR 

RQRRRRWRRGEGEGDGDAGH 

MRPRPAGRAEARRRRRLRGNP 

PPGARLPNREGNGSGVSWAAE 

VSG DG RG A RTE A ARTRRRPGG 

ADNYPGAVPPVQLLTGWCVTA 

KAPPDISAISALTAVKHGNCSSL 

TPLLNPPG SD V 1 VC A EM DEQ W 

GYVGAKSRQRWLFYAYDSLRK 

TVVAHVFGERTMATLGRLMSL 

LSPFDVVIWMTDGWPLYESRL 

KGICLHVISKRYTQRIERHNLNL 

RQHLARLGRKSLSFSKSVELHD 

KVIGHYLNIKHYQ 


22522 


52890 


A 


22650 


23 


658 


VISRPGSSIQVRGLLLSRHGLAL 

GSAPDLWKLPWVNLVQGMGQ 

QSQGSSCREGCSRPQCPSAAPC 

GAAPAHFCSAATFWESEVQSIP 

R/CRATDGVVRNGKS/TAGHQR 

YLCSHCRKTWQ/LQFTYTASQP 

EVIRSSPTSAPRSDGTKTVPPLM 

G1SP*SAHHRLATSDPSLCLSES 

LCSREPAAVPRASNQQPQGVK 

DVHHQFTARTSRYPSKC 


22523 


52891 


A 


22651 


926 


1093 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


22524 


52892 


A 


22652 


343 


817 


GGARSRQNPRCGPCMVVVPGQ 
SG RS VSADSSTEFREQGGS\A l\S 
FPKSiNRAGPELFRFMENPFNSV 
♦YRKNVRELTPA1MAVLPVEFR 
TRLAPQNDTMSLIASAMKJECSE 
AKQAVLLNAPEHQKMKEVSEG 
I A SLFRLMPEQ VG PL MTM VTS 
MLGVI 


22525 


52893 


A 


22653 


115 


425 




22526 


52894 


A 


22654 


747 


1173 




22527 


52895- 


A 


22655 


I 


2709 




22528 


52896 


A 


22656 


1 


2583 




22529 


52897 


A 


22657 


636 


1029 


APSDQKRDFLVPHGADSAMAK 

SG*CESGNDLLSSSHNfNQLR/A/ 

ESIPEDVIAGASALVLTFIIKFV1 

AENPQWWQQFLKDHVSILAMN 

EDEAEALTGESDPLLASDKALD 

WVDLVLCTAGPIGLYMAGGGD 

VN 


22530 


52898 


A 


22658 


1611 


3300 


QSAWANRHRLVDCGRPGNGSD 

AGVAARSGRNOGTGRCGLCHS 

CSRYGDHHRQSDRIYRHYDAG 

RSPSGAVDYGTQRGNRFSRAV 

YPVGA/RRWR*GLPLV/QQFQPE 

NETSAAWWVGrNQPLVDIEAK 

VDDEFIERYGLSAGHSLVIEDD 

VAEALYQDVQQKNLITHQSAG 

GT1GNTMHNYSVLADDRSVLL 

GVMCSNIEIGSYAYRYLCNTSS 

RTDLNYLQGVDGPIGRCFTLIG 

ESGERTFAISPGHMNQLRAESIP 

ED VI AG A S A L VLTS YL VRCKPG 

EPMPE ATMKA 1 EY AKK YN VPV 

VLTLGTKFV1AKNPQWWQQFL 

JCDHVSILAMNEDEAEALTGESD 

PLLASDKALDWVDLVLCTAGPI 

GLYMAGFTEDEAKRKTQHPLL 

PGAIAEFNQYEFSRAMRHKDC 

QNPLRVYSHIAPYMGGPEKCNI 

LGRSGWLLYGRGLDKQRLTQY 

QSKLGAAMV1VAAWCVEDYQ 

VIRLAGSLTARATRLAHEAQLD 

VAPLGKIPHLRTPGLLVMDMDS 

TAIQIECIDEIAKLAGTGEMVAE 

VTRTGDARRTRFYRQPAQPCG 


22531 


52899 


A 


22659 


430 


586 




22532 


52900 


A 


22660 


1 


131 





2945 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /-possible nucleotide 
deletion, \=possiblt nucleotide insertion) 


22533 


52901 


A 


22661 


I 


1282 


M L PA H L D AC VTTLQK I R WTLS 

VVDPTLALRVPLPALSIRDDPPL 

RAYLPGRGALKVIRFDDMDFA 

TIDGINRMLVDIDTNYLFLPRVT 

SSTIRCLSVPTRRTVPAVTASGR 

SVKYYPPDFDPSKIPKLKLPKD 

RQYVVRLMAPFNMRCKTCGEY 

IYKGKXF\NARKETVQNEVYLG 

\LPI\FRFYIK\CTRCLGRDSPFKT 

DP\ENTDYTM/ESLGATRNFQG* 

EASWEEEEKRV\QK\EREDE/ES 

LN1MPMKVLENRTKDSKLEMEV 

LENLQELKDLNQRQAHVDFEG\ 

MLRQHRLSEEERRSQQQEEFEQ 

KTAALLEEARKRRLLEDSDSED 

EAAPSPLQPALRPNPTATLDEA 

PKPKRKVEVWEQSVGSLGSRPP 

LSRLVVVKKAKADPDCSNGQP 

QAAPHPRSPAEQEGGQPYTPDA 

WRVLPEPTGCIPGQ 


22534 


52902 


A 


22662 


1 


412 




22535 


52903 


A 


22663 


298 


532 


MGSWSLPGRTLWKEKVRFLKS 

KERTNPGSNFFSFPGSQHTREER 

SQECLSLPVLPSYLATRLSLPDS 

CPLKGRKAH*QRHSEI*LMGFE 

PGWPGKL*GWIELAFLLGCLHL 

TLPLPCPTPLPPKSTKSGCFSLSI 

ALCFNKQFAVTK 


22536 


52904 


A 


22664 


1 


193 




22537 


52905 


B 


22665 


55 


281 




22538 


52906 


A 


22666 


86 


159 




22539 


52907 


A 


22667 


63 


1036 


VRGGLAAGRGRGSAGAAPVVV 

AAMLGAWAVEGTAVALLRLL 

LLLLPPAIRGPGLGVAGVAGAA 

GAGLPESVIWAVNAGGEAHVD 

VHGIHFRKCIPL*GRVGRALYY 

GMKLPILRSNPEDQSCYQTEVRS 

N\EETFGYESPIQREGGLTCWSL 

KFAEWYFAQSQQKVFDVRLNG 

HVVVKDLDIFDRVGHSTAHDEI 

1PMSIRKGKLSVQGEV\STVFTQG 

KLLPLSFSKGYL*PIPKVCAL\YI 

MAGVTVDDVPKASAFNPGLEK 

KEEEEEEEEYDEGSNLKKQTNK 

NRVQS\GPRTPNPYALDNSSLM 

FPILV\AFGVFIPTLFCLCRL 


22540 


52908 


A 


22668 


1570 


1773 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


22541 


52909 


A 


22669 


62 


454 


NKQLNKKRRRTM1ALIQRVTRA 

S/VTVEGEVTGEIGAGLLV/LLG 

V EICDDDEQKA N/RDAEGQM/N 

LNVQQAGGSVLVVSQF/TLAAD 

TERGMRPSFSQGHHRIRAQAFY 

D Y F V ES/C RQQR* Y AQGGLS A E 

FRLLNS 


22542 


52910 


A 


22670 


1 


1930 


MAGKPEYDKTISTSIVLNALNA 

LGVSAEASGRNDLVVKTVEGD 

RK VSG S A YRETKDRG FHHGTL 

LLNADLSRLANYLNPDKKKLA 

AKG1TSVRSRVTNLTELLPG1TH 

EQVCEA1TEAFFAHYGERVEAE 

IISPNKTPDLPNFAETFARQSSW 

EWNFGQAPAFSHLLDERFTWG 

GVELHFDVEKGHITRAQVFTDS 

LNPAPLEALAGRLQGCLFSLYN 

SDLNTV1DNVLRIFPLLLSWISF 

WLLYS1VPTIRVPNRDAIVGAFV 

AALLFEAGKKGFALYITMFPSY 

QL1YGVLAVIPILFVWVYWTCV 

TVEGEVTGEIGAGLLVLLGVEK 

DDDEQKANRLCERVLGYRIFSD 

AEG\KMNLNVQQAGGSVLVVS 

QFTLAADTERGMRPSFSKGVID 

D1GFNTEISQTRFHQASHLFKRK 

G 1 Y RLHF A RRRCQQIQRRQRRR 

RFMQRTAVAITHQQRMKQGIL 

RLWRNWLLWLLILLLRRNRLL 

RLL1LLLWRNRLLRLL1LWLRR 

NRLLWLLILRLRRNWLLRLLIL 

LLRCNRLLRLLYRFNNWRXQR 

FVWTIIQQRFHWRKFKIIQRERI 

RPSRLFAG1TLLLSLRKLTSQFS 

LCRSICIFCVYGHIMLILFAIALL 

LCLGELTCQF1LLHRJDFIIVVLI 


22543 


52911 


A 


22671 


377 


463 


QTISQTTVQSN*NSGLR1SPKTA 
QLHGD 


22544 


52912 


A 


22672 


129 


615 


KARQKSCQPVTTDTQCRHTSSS 
IGKRLAFCQNLTQIHTESTMKP 
WILLLVMFISGVVMLLPVLGSF 
WN KDPFLDM i RETEQC WVQPP 
YK YCEKRCTKI MTC VRPN HTC 
CWTYCGNICLD/IRRAP*/HQC* 
TPRFYWPITTVG*RMTIWSKKS 
AAYFLLGTPTWL 


22545 


52913 


A 


22673 


3 


412 




22546 


52914 


A 


22674 


2 


390 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno*vn, 
*=Stop codon, /=possible nucleotide 
deletion, \~possible nucleotide insertion) 


22547 


52915 


A 


22675 


180 


507 


CCGGRARSELCLLNLCIKCAD*! 

QAW*KFCQWPCERADGRGCRK 

AERVCPCPKGAYSL/YCRESVCC 

LPSFVNKNSSSLCVAHNWGRH 

CYLWTAADVKQFISSHMFPVE 

HL 


22548 


52916 


A 


22676 


-> 


227 


GGGRARSELCLLNLCIKGAD*l 
Q A W* KFCQ WPC ERADG RG S * F 
DRGAEVCNQTDWQS1RSSQGG 
RDQRFSTERA 


22549 ' 1 


■52917"- ■ 


A !V ' 


22677 


567 


842. ,v-„„- 


. i ■ 5 ( 


22550 


52918 


A 


22678 


1 


1400 


MGWGQGPDVQLMNGHERSPS 

HSPREAKKSGSPLPTDIHCFSPQ 

SQPAMV1TGVPTAPAGASAKM 

GLCATPITGACPLWLRGFRGWR 

CEDRCEQGTYGNDCHQRCQCQ 

NGATCDHVTGECRCPPGYTGA 

FCEDLCPPGKHGPQCEQRCPCQ 

NGGVCHHVTGECSCPSGWMLS 

FPGWRPI*FSKSL*MQGTVCGQ 

PCPEGRFGKNCSQECQCHNGGT 

CDAATGQCHCSPGYTGERAAV 

PDVRK\CQDECPVGTYGVLCAE 

TCQCVNGGKCYHVSGACLCEA 

GFAGERCEARLCPEGLYGIKCD 

KRC PC H L ENTH RG DDREKA EF 

GHLLIALEVQYTEISNCIEKSQE 

ASCYDIRMLKQPYGETNTEEEL 

AVNYVYSIYASKEQIRYKHGRS 

FANGHVKELMEGPSRRJAGSGG 

EKYKRDEEKNTLLRGQNRGGR 

GKNPKKTKAWVKIQGQNKIEIS 

GVGADRKRFFREK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/S40.217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


22551 


52919 


A 


22679 


1 


2210 


MEQKGEFKNDTLIYEFFHIVAK 

PHPLPIKSSTYTTFQSARVTRFF 

LDAEKECRCQEGQVEAALiAM 

GGTCQGTQRLSTAGESESATH 

MREPAVQCRRDSQCVSVLAGR 

RRFFQGAASPLHPASVALTQLH 

VRWASTATIGQVSGFPGKIRVS 

PTTNLGDSDYIFTASHWGLGHY 

GPAVHVHSQGGIDERGSNDSG 

RLYVTNPCGNVPSWTPNIDRLA 

EDGVKLTQHISAASLCTPSRAA 

FLTGRYPVRSGMVSSIGYRVLQ 

WTGASGGLPTNETTFAKILKEK 

GYATGLIGKWHLGLNCESASD 

HCHHPLHHGFDHFYGMPFSLM 

GDCARWELSEKRVNLEQKLNF 

LFQVLALVALTLVAGKLTHLIP 

VSWMPVIWSALSAVLLLASSYF 

VGALIVHADCFLMRNHTITEQP 

MCFQRTTPL1LQEVASFLKRNK 

HGPFLLFVSFLHVHIPLITMENF 

LGKSLHG L YGDN VEEM DWMV 

GR1LDTLDVEGLSNSTLIYFTSD 

HGGSLENQLGNTQYGG WNGI Y 

KGGKGMGGWEGGIRVPGIFRW 

PGVLPAGRVIGEPTSLMDVFPT 

VVRLAGGEVPQDRVI DGQDLL 

PLLLGTAQHSDHEFLM HXYCER 

VLHAARWHQRDRGTMWKVHF 

VTPVFQPEGAGACYGRKVCPCF 

GEKVVHHDPPLLFDLSRDPSET 

HILTPASEPVFYQVMERVQQAV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion* \ = possible nucleotide insertion) 


22552 


52920 


A 


22680 


185 


2091 

t 

i - . 


GSTERDNMLHLHHSCVCFRSW 

LPAMLAVLLSLAPSASSDISASR 

PNILLLMAVDDHGVGDIGCYGN 

1MTMRTPNIDRLAEDGVKLTQHI 

SAASLCTPSRAAFLTGRYPVRS 

GMVSSIGYRVLQWTGASAGFT 

TN\E7TFAK1LKEKGYATGLIGK 

WHLGLNCESASDHCHHPLHHG 

FEHFYGMPFSLMGDCARWELS 

EKRVNLEQKLNFLFQVLALVA 

LTLVAGKLTHLIPVSWMPVIWS 

ALSAVLLLASSYFVGALIVHAD 

CFLMRNHTITEQPMCFQRTTPLI 

LQEVASFLKRNKHGPFLLFVSF 

LHVHIPLITMENFLGKSLHGLY 

GDNVEEMDWMVGRILDTLDV 

EGLSNSTLIYFTSDHGGSLENQL 

GNTQYGGWNGrYKGGKGMGG 

WEGGIRVPGIFRWPGVLPAGRV 

IGEPTSLMDVFPTVVRLAGGEV 

PQDRVIDGQDLLPLLLGTAQHS 

DHEFLMHYCERFL\HAARWHQ 

RDRGTMWESPTL*PPCVSSQEG 

AGAC\YGRK\VCPCFGEK\VVHH 

DP\PLL\FDLSRDPSETHILTPASE 

PVFYXQVMERWQQAVWEHQR 

TLSP VPMQLDRLGN I WRP WMQ 

PCCGPFPLCWCLREDDPQINVC 

SEKLEPRFLNFVTQIETNQLAM 


22553 


52921 


A 


22681 


209 


392 




22554 


52922 


A 


22682 


1 


513 




22555 


52923 


A 


22683 


3 


613 




22556 


52924 


A 


22684 


1 


2115 
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SEQID 

NO: 


SF.Q II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=poss»blc nucleotide insertion) 


22557 


52925 


A 


22685 


53 


1966 


VGQPRGLRTLEKLTASVAGGA 

AN F FG D 1 E RDLG PRDTSRG 1 RG 

GNLGDRGCSSAEMAYASWQR 

WSPV E W A RWM WTA VTSSG DS 

SLLVLQGDSGKRSSDSEEAFET 

PESTTP VKA PPAPPPPPPEV 1 PEP 

EVSTQPPPEEPGWGSETVPVPD 

GPRSDSVEGSPFRTQAHSFSGVF 

DEDQPIASTGTD1LDFDNIELVD 

TFQTLEPRASDAKNQEGKVNT 

RRKSTDSVPISKSTLSRSLSLQA 

SDFDGASSSGNPEAVALAPDAY 

STESAKRVVPPASGGGRVQNSP 

PVGRKTLPLTTAPEAGEVTPSD 

SGGQEDSPAKGLSVRLEFDYSE 

DKSSWDNQQENPPPTKKIGKKP 

VAKMPLRRPKMKKTPEKLDNT 

PASPPRSPAEPNDIPIAKGTYTF 

DI DKWDDPN FN PFSSTSKMQES 

PKLPQQSYNFDPDTCDESVDPF 

KTSSKTPSSPSKSPASFEI PAS A 

M E AN A V\DG DG LN K P A K KK KT 

PLKTMVEDVMSVCSLFDTFRV 

KKSPKRSPLSDPPSQDPTPAATP 

ETPPVISAVVHATDEEKLAVTN 

QKWTCMTVDLEADKQDYPQPS 

DLSTFVN ETKFSSPTEELD YRNF 

YEIEYMEKIGSSLPQDDDAPKK 

QALYLM FDTSQESPVKSSTVR 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


22558 


52926 


A 

. 


22686 


662 


2927 


HLRRKRNLPRREGLSPALLEET 
PLEPAVGPKAACPLDSESAEGV 
VPPASGGKRCLFTTAPEAGEVT 
PSDSGGQEDSPAKGLSVRLEFD 

ysedksswdnqqenppptkkig 

kkpvakmplrrpkmkktpekl 

dntpaspprspaepndipiakgt 

ytfdidkwddpnfnpfsstskm 

qespklpqqsynfdpdtcdesv 

dpfktssktpsspskspasfei pa 

same?an6vdgdglnkpakkk 

ktplktdtfrvkkspkrsplsd 

ppsqdptpaatpetppvisavvh 

atdeeklavtnqkwtcmtvd 

leadkqdypqpsdlstfvnetk 

fsspteeldyrnsyefeymekig 

sslpqdddapkkqalylmfdt 

sqespvksspvrmsesptpcsgs\ 

sfeetgsplrntaa\knqvhpvp 

trd wap* prsshl agcqrkssq 

e/velggpwglghpfqegdlkf 

tasprgsfasadallsrlahpv 

fsl/cgaldyl\epnfrqkrnpp 

lfaqklqrea\vhptdvsi\skt 

alysrirttevekpagllfqqp 

dl\dsalqiaraei1\tkerevse 

wkdkyeesr\revmemrki\la 

eyektiaqmiedeqreksvsxhq 

tvqqlvlekeqa\ladlnsvek 

\sladlfrryekmkevlesfrk 

neevlkrcaqeylsrvkkeeq 

ryqa\lkvha\eekldranae\1 


22559 


52927 


A 


22687 


374 


1268 


AET^MVWYDWMRPSHAQLHS 

DYMQPLTEAKAKSKNKVRGV 

QQLIQRLRLIKSPAEIERMQIAG 

KLTSQAFIETMFTSKAPVEEAFL 

YAKFEFECRARGADILAYPPVV 

AGGNRSNTLHYVKNNQLIKDG 

EMVLLDGGCESSCYVSDITRTW 

PVNGRFTAPQAELYEAVLEIQR 

DCLALCFPGTSLEN1YSMMLTLI 

GQKLKDLGIMKNTQGK*CL/RR 

LLE/QYCPHHVGHYLGMDVHD 

TPDMPRSLPLQPGMVITIEPGIYI 

PEDDKDAPEKFRGLGVRIEDDV 

VVTQDSPLILSADCP 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSM 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-lfnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


22560 


52928 


A 


22688 


329 


1389 


RIWKTQMMRMKKMMMMMM 

MMMRTTLFFQQESQEAIFFPFD 

LFPMCPFGCQCYSRVVHCSDLG 

LTSVPTNIPFDTRMLDLQNNKI 

KEIKENDFKGLTSLYGL1LNNN 

KLTKIHPKAFLTTKXLRRLYLS 

HMQLSE1PLNLPKSLAELRJHEN 

KVKKIQKDTFKGMNALHVLEM 

SANPL**/SMG1EPGAF*RG*RCS 

/Y J RI AEAKLTSV\PKGL\PPTLLE 

LHLDYNKISTVELEDFKRYKEL . 

QRLGLGNNK1TD1ENGSLANIPR 

VR\EIHLGNIKLKKIPSGLPELKY 

LQI I FLHSNSI ARVG VNDFCPTV 

PKMKKSLYSAISLFNNPVKYWE 

MQPATFRCVLSRMSVQLGNFG 


22561 


52929 


A 


22689 


1 


4608 




22562 


52930 


A 


22690 


1 


465 




22563 


52931 


A 


22691 


1 


1542 




22564 


52932 


A 


22692 


1 


4226 


EAVLCSSRGRPDSSMPDCCRNA 

ALEARSCQSMTSLFSNTVSPTQ 

DGTSSLPRRQSSFAKPPLRALY 

DLLIAPMEGGVVESTEPLGTSR 

SG F ASGTALF WLG DNGKA ASP 

PGVSVSSLENEDDNTQCNRLEQ 

GYREAAVPDWTQDLALCLLPT 

LQSLKARTAPHLC V PSSC Y KA 

WYTLAVSKVSGMVEGKAW1IL 

LLLAASTHALLQRPQEGDITPL 

AGSRAAAVSCQARPFSTFSGLM 

HSSGPVG RHRQLIL VLE 


22565 


52933 


A 


22693 


2 


4197 


ALDFPGRRFRPTASFIWASVLFE 

T1RHEAEVSTDYKLSLFDLQTSS 

YQALQRVLVSLGH HDEALAV A 

ERGRTRAFADLLVERQTGQQD 

SDPYSPVTIDQILEMVNGQRGL 

VLYYSLAAGYLYSWLLAPGAG 

IVKFHEHYLGENTVENSSDFQA 

SSSVTLPTATGSALEQHIASVRE 

ALGVESHYSRACASSETESEAG 

DIMDQQFEEMNNKLNSVTDPT 

GFLRMVRRNNLFNRSCQSMTS 

LFSNTVSPTQDGTSS 


22566 


52934 


A 


22694 


1 


618 




22567 


52935 


A 


22695 


1 


3528 
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SEQID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X-Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possiblc nucleotide insertion) 


22568 


52936 


A 


22696 


85 


1193 


RPIEGQLGTCHPGSEPRTIRWRA 

PGKGLRJLYTHPPTSD1AGRTGA 

AASFPAPLHLPREPRAGVDGTD 

AER1LYPRRAAPAASGVGSRPA 

G EA VRADE AG A AG LGGFQSER 

NRSWGGESLGSRQPQKMPAFN 

RLFPLASLVLIY*VSVCFPVWGE 

WPLENGGRARANPMKLRCISC 

MKREEVEATTVVEWFYRPEGG 

KDFLIYEYRNGHQEVESPFQGR 




••uw "iff 


■;- < 


: ♦ * 






LQWNGSkDLQDVSITVLNVTL 

NDSGLYTCNVSREFEFEAHRPF 

VKTTRLI PLR VTEEAG EDFTSV 

VSE1MMYILLVFLTLWLLIEMIY 

CYRQVSKAEEAAQENAPGNSL 

EGGSQGLQINSTQDGLVTGQQ 

DVGSHRAREHMPDFEEPPSAK 


22569 


52937 


A 


22697 


277 


527 


VRVSWEYFCAPGPAGSPAGPG 
RGEEKQRLGLLIRDARSPAPPG 
PPVGSVRG/PKPAPAGRVRAKG 
RRA*GAACSLAAGAWVEPGI 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SKQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=ttnknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \-pos$ible nucleotide insertion) 


22570 


52938 


A 


22698 


226 


2268 


SVKNYTKCHVRNEQJCNKLTSC 

KSCSLNLNCQWDQRQQECQAL 

PAHLCGEGWSHIGDACLRVNSS 

RENYDNAKLYCYNLSGNLASL 

TTSKEVEFVLDEIQKYTQQKVS 

PWVGLRKINISYWGWEDMSPF 

TNTTLQWLPGEPNDSGFCAYLE 

RAAVAGLKANPCTSMANGLVC 

EKPVVSPNQNARPCKJCPCSLRT 

SCSNCTSNGMECMWCSSTKRC 

VDSMAYI1SFPYGQCLEWQTAT 

CSPQNCSGLRTCGQCLEQPGCG 

WCN DPSNTG RG H C I EG SSRG PM 

KL1GMHHNEMVLDTNLCPKEK 

NYEWSF1QCPACQCNGHSTC1N 

NNVCEQCKNLTTGKQCQDCMP 

GYYGDPTNGGQCTACTCSGHA 

NICHLHTGKCFCTTKGIKGDQC 

QLCDSEN R Y VGN PLRGTC Y Y K 

T\LI DYQFTFVSLLQEDDRH HTAI 

YF1VNPKQSNKNLHISINASNNF 

NLN1WPC*STAGTISGEETYIV 

SKNNILEYRDSFSYEKFNFRSNP 

NITFYVYVSNFSWPIKIQIAFSQ 

HNTIMDLVQFFVTFFSCFLSLLL 

EAAVVWKIKQTCWASRRREQL 

LRERQQMASRPFASVDVALEV 

G AEQTEF LRG PLEG A PKPI A I EP 

CAGNRAAVLTVFLCLPRGSSGA 

PPPGQSGLAIASALIDISQQKAS 

DSKDKTSGVRNRKHLSTRQGT 


22571 


52939 


B 


22699 


252 


360 




22572 


52940 


A 


22700 


1 


84 




22573 


52941 


A 


22701 


1 


404 




22574 


52942 


A 


22702 


86 


292 


NPEMRCREFCLPSCRPELALE* 
G*SVRDVA*AQMCSVVWAGRP 
LGFAA*S*GSGHSCGRCSIWGE 
CWG 


22575 


52943 


A 


22703 


82 


379 


HTLQPFJSMGSLTKMFKVISEGP 
MD*RPHPKVRPMT*HSTPAPAN 
FMGHFFWK1MICTDRTEVATLV 
AGVVSGASVGGKSPPYRKWNS 
PEPDVKGPRVL 


22576 


52944 


A 


22704 


2 


382 
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SEQID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SfcQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon* /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


22577 


52945 


A 


22705 


1 


479 


HMPSGETAPLRJVDTGTGTGTV 

VAYAPTEXLGLHEMHIKYMASHI 

LESPLRFYVTTPTVPSVSAYGPG 

LVYGVAN/NTATFTIVTEDAGE 

GGLDLAIEGPSKAEEPRPRLSRA 

PGVDGAGASPGLGEDTGPQAP 

GLQVLTERJPGPSAPTPEFLSVG 

VSAVC 


22578 


52946 


A 


22706 


1 


590 




22579 


52947 


A 


22707 


171 


406 




22580 


52948 * — 


A — 


22708 


269 


2477 ^ < 




22581 


52949 


B 


22709 


167 


7472 




22582 


52950 


A 


22710 


1 


520 




22583 


52951 


A 


227U 


2218 


2472 




22584 


52952 


A 


22712 


722 


1555 


SRNWYEALNNTWGREDICVVD 

GWQSFRRQDYAFLQERGSGGD 

L WSSTL AQ AMTL VESRH PRHQ 

ALSTQL L DA 1 M P YCGNTLRLG V 

TGTPGAGKSTFLEAFGMLLIRE 

GLKVAVIAVDPSSPVTGGSILG 

DKTRMNDLARAEAAFIRPVPSS 

GHLGGASQRARELMLLCEAAG 

YDVVIVETVGVGQVSETEVARM 

VDCFISLQ1AGGADDLQGIKKG 

LMEVADL1VINKDDGDNHTNV 

AIARHM/YESALHILRRPPMHR 

VPRNPKVNLLPGTAMANLLS 


22585 


52953 


B 


22713 


381 


425 




22586 


52954 


A 


22714 


1 


1185 




22587 


52955 


A 


22715 


I 


3009 




22588 


52956 


A 


22716 


22 


527 


YEGIVMKPL1IVNPADC1GQRT 

CEWACVVAHPSEQELNADVFL 

PRLKVQRLDSISAPVMCHQCEN 

APCVGACPVGALTMGEQVVQT 

NSARCIGCQSCVSACPFGMITIQ 

SLPGDTRQQIVKCDLCEQR*EG 

PACVESCPTQALQLLIERELRRV 

RQQRJ V VTGEN PL 


22589 


52957 


A 


22717 


187 


325 
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StQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possi bit nucleotide insertion) 


22590 


52958 


A 


22718 


1 


2240 


M RSDPDTSVN E 1 ETKLS A LLG S 

ETTGEILFDLLCANGPEWNRFV 

TLEMKYGRJMLDTAKIIDEQDV 

PTHILSKLTFTLRNHPEGVVMK 

NFEVLQPLQNSLSGLPLWVSER 

ILQQINQLTHYEPVIGIMGKTGA 

GKSSLCNALFAGEVSPVSDVAA 

CTRDPLRFRLQIGEHFMTIVDLP 

GVGESGVRDTEYAALYREQLP 

RLDLI L WLIKADDRALATDEHF 

YRQVIGEAYRHKMLFVISQSDK 

AEPTSGGNILSTEQKQNISRKIC 

LLHELFQPVHPVCAVSVRLHPV 

VALLQQFRTDDERTHRYHYDS 

QHRLVDYTRTQYEEPLVESRYL 

YDPLGRRVAKRVWRRERDLTG 

WMSLSRKPQVTWYGWDGDRL 

TTIQNDRSRIQTIYQPGSFTPLIR 

VETATG ELAKTQRRSLADALQ 

QSGGEDGGSVVFPPVLVQMLD 

RLESEILADRVSEESRRWLASC 

GLTVEQMQNQMDPYTEGTTAW 

Y/AEYDEWGNLLNEENPHQLQ 

QLIRLPGQQYDEESGLYYNRHR 

YYDPLQGRYITQDPIGLKGGW 

NFYQYPLNPISDIDPLGLSMWE 

VARQMNAIASKLPEGFHIGINFS 

ASHIISPTFVDECLNFRDSFTRR 

DLNLVLEVTERDLLNVDESLVQ 

RLNILHENGFVIALDDFGTGYS 

GLSYLHDLHIDYIKIDHSFVGRV 

NADPESTRILDCVLDLARKLSIS 



( 
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SEQID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540,217 


cod on for peptide 
sequence 


of peptide sequence 


deletion, V=possible nucleotide insertion) 


22591 


52959 


A 


22719 


1 


2301 


MALTSGVHTGEKPYKCAQCEE 

AFSRKSELIIHQIIHTGEKPYECT 

ECG K.TFS RKSQLI I HQRTHTGEK 

PYKCTK.CGKSFCQQSHLIGHQR 

1 HTGEQPYLG LSVAERPKE YED 

DRALKMAAPCGNSSREQPCCFL 

NKASEDAERAKPPS*EPGRLRT 

P*VAQPH*VPHFMATWVRKHP 

VHDRQFRLHGQIRELNWDVVR 

PEQFTGVATNCSGITYPQGGWL 












i * 


CPAEliTRNVLELAQQQGLQIYY 

QYQLQN LSRKDDC WLLNFAG D 

QQATHSVVVLANGHQISRFSQT 

STLPVYSVAGQVSHIPTTPELAE 

LKQ VLC YDG Y LTPQN PANQHH 

CIGASYHRGSEDTAYSEDDQQQ 

NRQRLIDCFPQAQWAKEVDVS 

DKEARCG VRC ATRDH LPMVGN 

VPDYEATLVEYASLAEQKDEA 

VSAPVFDDLFMFAALGSRGLCS 

A PLC A EI L A AQMSDEPIPMD A S 

TLAALNPNRLWVRKLLKGKAV 

KAG 


22592 


52960 


A 


22720 


1021 


1734 




22593 


52961 


A 


22721 


1247 


2412 


RRSHHAANLDIRJRMPQTRQVT 

LPDPELHPDSTLSMWPD/NRIAR 

DAHYLYRYDRHGRLTEKTDLIP 

EGV1RTDDERTHRYHYDSQHRL 

V H YTRTQYEEPLVESRY L YDPL 

GRRVAKRVWRRERDLTGWMS 

LSRKPQVTWYGWDGDRLTTIQ 

NDRTRIQTIYQPGSFTPLIRVET 

ATGELAKTQRRSLADALQQSG 

GEDGGSVVFPPVLVQMLDRLE 

SEI L ADR VSEESRR WL A SCGLT 

VEQMQNQMDPVYTPARKIHLY 

HCDHRGLPLALISKEGTTEWCA 

EYDEWGNLLNEENPHQLQQLI 

RLPGQQYDEESGLYYNRHRYY 

DPLQGRYITQDPIGLKGGWNFY 

QYPLNPVTNTDPLGLEVFPRPFP 

LPIPWPKSPAQQQQWYPTFCC 


22594 


52962 


A 


22722 


1 


4767 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon* /=possible nucleotide 
deletion, \~possible nucleotide insertion) 


22595 


52963 


A 


22723 


668 


1922 


YPHADSPECWLSSSSERGKSSV 

TADLSRPRRLRPIPTCHGKPIAC 

TTTKAKNAFRPIAGASATGRLA 

NSPI 1 1 LPN A A I RQEFG ITLDPEE V 

FTFQGVKLYEYRYFPDCVRSRN 

EAGILVEQILSTLFSVGEHFSLK 

RAPFFKVPSLRSFYAFGGLTTG 

VVRRNGNHGVNTPARKIHLYH 

CDHRGLPLALISKEGTTEWCAE 

YDEWGNLLNEENPHQLQQLIR 

LPGQQYDEESGLYYNRHRYYD 

PLQGRYITQDPIGLK\GGWNFY 

QYPLNPVQYIDSMGLASKYGH 

LNNGGYGARPNKPPTPDPSICLP 

DIAKQLRLPYPIDQASSAHNVF 

KTFFRALSPYDYTLYCRKWVK 

PN LTCTPQDDSQ Y PGM DTKTA 

SDYLPQTN/WPVPSSIVSCTTGV 

VP*VVCQWVFAWPPDISHRRTG 


22596 


52964 


A 


22724 


25 


510 


RJTDFGVKKIIRVGSCGAVLPHV 

KLRDV/VI/GMGAC/TDSKVNRI 

RFKGQAFGGIADFAMGRTAVD 

PGKALGINARVGNLVSADLFYS 

PDGEMFDVMEKYGILGVEMEA 

AGIYGVAAEFGAKALTICTVSD 

HIRTHEQTTAAERQTTFNDMIKJ 

ALESVLLGDKE 


22597 


52965 


A 


22725 


415 


759 


HRJIRIVIDDTG1FRPRNTAQQLR 

QRPIAMSASGVVQIILEGHWRT 

HSLRNGFHRGFRL*SSPKVGMQ 

HGSRQVDHRTQRALRFFRQPGI 

DFLRPVFTPRRQRLAATNHFSR 

FVEH 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=lJnknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 






codon for peptide 
sequence 


of peptide sequence 


deletion, \~possible nucleotide insertion) 


22598 


52966 


A 


22726 


2 


2329 


GTLPGCGAMHTCPSGPATHLV 

RRRIVRLPACVVTRANVPTPSR 

PVNAT!GAFHSG*MASQGRRLS 

AQYPWSPFQYAVARPVPTVPGR 

LVFTGTSKAPKISVMGPGMGIP 

SCSISAKELITDFGVKKIIRVGSC 

GAVLPHVKLRDVVIGMGACTD 

SKVTRIRFKDHAFAAIADFDMV 

RNAVDAAKALGIDARVGNLFS 

ADLFYSPDGEMFDVMEKYGIL 














G VEMEA AG 1 YG V A AEFG A KA L 

TICTVSDHIRTHEQTTAAESQTT 

FNDMIKIALESVLLGDKEEDRVI 

RFGKARATRYALLRPYRG1ERJP 

VWRVDDTGKAHKFAD1RLCWP 

QGSCLDVAKAREVIRGSQPLPA 

WCENWAQEVDARLTKEAQSA 

LRPVINLTGTVLHTNLGRALQA 

EAAVEAVAQAMRSPVTLEYDL 

DDAGRGHRDRALAQLLCRITG 

AEDACIVNNNAAAVLLMLAAT 

ASGKEVVVSRGELVEIGGAFRJ 

PDVMRQAGCTLHEVGTTNRTH 

ANDYRQADFQFDDFVMAFTQN 

INGPTQNTRALHGGHKRPDFLP 

LLGAFHGAIDILAPGGLHGYSL 

PSSFFHALALSAAFPGKRCKLS 

VHLPFWGLKDGGPLLTAPLGG 

ALVGIVGGVGGSNLTFPFHTNF 

LN VRF V I RR1 SHRHHHF YRJ A K L 

LMNGAQGSNMLIAAVAGVPHQ 

NGHFPFTVADRFAIVLSEGSIRV 


22599 


52967 


A 


22727 


1 


702 




22600 


52968 


A 


22728 


876 


1318 


RCHLANASPAAGSHAPSPDSLS/ 

KIR/QEVG/PPLP/PLLAPLIATPP 

RTSQPLSPLISSSSPSSPASPVGQ 

VSPFRETPVPPAMSPWPEDPRR 

ASPPDPSPSPSAASASERVVPSP 

LQFCAATPKHALPVPGRLPPCA 

SGHAMPCWRAKIK 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=Unknown, 
*=^Stop codon, /^possible nucleotide 
deletion, \~possible nucleotide insertion) 


22601 


52969 


A 


22729 


485 


1455 


PVVQRARNASSCQPFSTSVWA1 

PSISATSVPMCGATHSILSPKKS 

TVSDRJGSMQISFFPLSRSAEK* 

ESPCSSDAFHAIFSVLSGLALHS 

TTTSLCSSTSGQLVCC**TSLPPT 

TYGMIACAAPVE*SPRCPV*PPA 

S A I * RCNN VE A LCSTPFERQP* E 

PAK\SMPDHKPHECVYVVGE*D 

PAPHPNSREQIHPAHECLAGFP 

VTQESLFAPLEIVPAYCCEPGRE 

PRSARSFPFAPRELT*VQLELGT- 

GL*RETLDLVVSAGWA* ARRIS 

GAVTATPETGTLCQLDSGAECH 

YRETGVELP*RSPRPVGHGSSR 

HSRRWRT 


22602 


52970 


A 


22730 


814 


5001 


PENSSHRPKPIIPMIASTL1NANQ 

NSVSPYKRTFTRLTALMIIKKA 

AAQIHVGTSGNQYWRKLDFNS 

PGGSSPVENSDCSTNSRLSFSPE 

NILIQNQDIVREAAVQGDGQKQ 

RQPQATDLDSSGTHGSEMLPAT 

EVTVSGGFSVEETSCGDTGRSG 

GEALAVANDSTSTPQNANGLW 

KLKSTTPGGALPECFGTTDTTFS 

SAFCRKHGETQDTSQSSLPGTL 

HCYTG1REGGDDTEVESEAFSC 

SEGSEQQDAPD 


22603 


52971 


A 


22731 


34 


102 




22604 


52972 


A 


22732 


584 


893 


QKLLPNRMGHPVFVKSSQDPV 

LLSRIAWKDASTVTWVIEQDPV 

LRRRRRRTRRRRTRMRRRRGR* 

*/SKRRRMR/GRRGRR*CRRRRR 

RSSRSRPTRRQRNRNQV 


22605 


52973 


A 


22733 


2 


269 


IGKLYWFMPPSANLALRELGIV 

LFLSVVGLKSGLSWIGYGALIT 

AVPLITVGILARMLAKMNYLT 

MCG ML AG SMTDPPA * PR FQTN 

DREEQHDPQLPQREVGAWRHK 

PVQLAD 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 

AO /CIA 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=l)nkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


22606 


52974 


A 


22734 


3 


958 

• ■ - 1 


RCYSLLSRAPHPGIYISIAERV/*! 

RLNSANFTLNSLLPAEKKLAEE 

FA VSRMTI RKAI DLLV A WGL V 

VRRHGSGTYLVRKDVLHQTAS 

LTGLG E VLKRQG KTVTSQVLIF 

EIMP A PPA 1 ASQLRJQf N EQI YFS 

RR VRF V\EG I PLMLEDSYMPVK 

LFRNLSLQHLEGSKFEYIEQECG 

1 L1GGN YESLTPVL ADRLL ARQ 

MK.VAEHTPLLRITSLSYSESGEF 

LNYSVMFRNATQIQGWRSHFR- 

RXLHPKKSLTVPPERAPPVFGGL 

1MRKNHSQRIDSGVRERRRTAG 

WMK1ISKRQRRRIGHGTCQHPA 

HGQVIHFG 


22607 


52975 


A 


22735 


2 


285 


G DEMTTSTLQK.A 1 DL VTJCATEE 
DKAKNYEEALRLYQH PVEYFL 
HAMKYEAHSDKAKESIRAKCV 
QYLDRAEKLKDYLRSKEKHGK 
LCLKDRVT 


22608 


52976 


A 


22736 


545 


791 




22609 


52977 


A 


22737 


249 


1574 


NHKA1DLVTKATEEDKAKNYE 

E A LRL YQHA VE YFLHA I K YEA 

HSDKAKESIRAKCVQYLYRAE 

K.LKDYLRSKEKHGKKPVKENQ 

SEGKGSDSDSEG DNPEKKKLQE 

QLMGAVVMEKP\N1RWNDVAG 

LEGAKEALKEAVILPIKFPHLFT 

GKRTPWRGI\LLFRPPGT\GNSN 

RPKAGAPKATNSTFFSVSS\SDV 

KSKRLGETEKLV*NLF\ELARQ 

HK\PSIIFIDEVDSLCGSRNENES\ 

QAARRIQNGSSLVQIAGGLGIN 

NDGDSGFFGATNIP\WVLD\SAI 

R\RKV*KTKFYIPLPEKACPRPD 

VSRLHLGSTPHN\LRVATFHKL 

ARKTEGYSGADISHVRDSLMQP 

VRKVQSATHFKK VCGPSRTN PS 

MMIDDLLTPCSPGDPRAMEMT 

V/MDVPGDKLLEPVVCMSDML 

RSLATTRPTVNADDLLAKVKKF 

SEDFGQES 


22610 


52978 


A 


22738 


52 


567 




22611 


52979 


B 


22739 


1 


1293 




22612 


52980 


A 


22740 


443 


1027 




22613 


52981 


A 


22741 


2077 


2430 




22614 


52982 


A 


22742 


1 


504 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \— possible nucleotide insertion) 


22615 


52983 


A 


22743 


3244 


3947 


RNEITPFRAMMIIRRMAHRFQT 

EEIKRISFIKRRVGNKDEINPGA 

RWRRFHDDGITFLRLLDAGLT1 

PSGKTIVHPLARQRRGLVKIQFL 

R*LLAKLTRQPLLPLQPVTARL 

CLNPRLRRQRKIRMPAGTKWQ 

RLCPLIGDR*RH RQRSA V YALS 

VRHNPVHHILRKNGDMYSFPIT 

IGNNVWIESHVVINPGVTIGDNS 

VIGAGS1VTKDIPPNVVAAGVP 

CRVILEINDRDK ... 


22616 


52984 


A 


22744 


742 


1158 




22617 


52985 


A 


22745 


439 


2882 


PDWQAFQSPPFPASLIIHPKPAK 

LPGWLCIVQWSLLAITRTPTPV 

RWAQQTTETVGLVVGDVSDPF 

FGAMVKAVEQVAYHTGNFLLI 

GNGYHNEQKERQAIEQLIRHRC 

AALVVHAKMIPDADLASLMKQ 

MPADKQCESIPDQNNQTGTQY 

PRGKEPKLLRRLMHMNRKVGP 

RGPRRMLLRYLDVEFLSVALA 

VVHLGPQGTCSRLFLVARALV 

VAVSEMDKSLSAQAQ1YFASSN 

GPVPDLAYQVDFPRLEIGL*F\E 

Y VDTG A ETTL V PG D V L Y VPAG 

GWNFPQWQAPATTFSVLFGKQ 

QLGF/SAVVQWDGKQYQNLAK 

QHVARRGPRIGSFLLQTLNEMQ 

MQPQ EQQTARLI V A S LLN H C R 

DLLGSQIQTASRSQALFEAIRDY 

IDERYASALTRESVAQAFY1SPN 

YLSHLFQKTGAIGFNENLSHTR 

LGHA*TLLKGYDLKVK£VAHA 

CGFVDSNYFCRLFRKNTERSPS 

EYRRHRRLHDNRICQFKTPTDN 

PENPDRYLTFRRIDKETSSLPKK 

VAPSCKRLSVSRSSPKPSISIRRC 

MRLMLIEGRRSSFIHPDKDVDG 

FHPYNVGRLCQRAPRLRPCTPR 

GI VTLLER YNI DTFG LNAVV IG A 

SN 1 VG RPMSMELLLAGCTTTVT 

HRFTKNLRHHVENADLLIVAV 

GKPGFIPGDWIKEGAIVMMSGI 

NRGVATDASCFPLVPFANRVSG 


22618 


52986 


A 


22746 


2 


126 




22619 


52987 


A 


22747 


1 


465 




22620 


52988 


C 


22748 


78 


308 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=DOssible nucleotide incprtiAni 

i i^ViHivib UUVHUIIUl llljd lit/Ill 


22621 


52989 


A 


22749 


1 


2797 

( 4e^»-t » *. 


MEHPPVLAVQRVALPSRSSEPE 

LFLNPPTDEETEAHRGMYLDQ 

GPRTKDWIPVAPGVREPSPLGP 

GPSSLWLLVVGGTVEEGSRKH 

RPTCKKDFTKSKTVDQAPTLCA 

RHQMLNIQFLISDRDPQCNLHC 

SRTQPKPICASDGRSYESMCEY 

QRAKCRDPTLGVVHRGRCKDA 

GQSKCRLERAQALEQAKKPQE 

AVFVPECGEDGSFTQNTSCIHSS 

VYQIGENSSLTFLEKREESGHL 

QRDWFPLWFPRKARVI 


22622 


52990 


A 


22750 


I 


5295 


MNLNQEEIPDLPEKEFRRLVIKL 

IREGLEKGKAQCKEIQKMIQEV 

KREIFQEIESLKKKPPKIQKTLDI 

LLKMQNALESLSDRTEQAEEIN 

SELEDKVFKLTQSNKDKEKITR 

KYEQSLQEVWSYVKRPNLRIIG 

VPEEEENTKSLENILGGI1EENFP 

SFARDLDIQIPEAQRTTGKLIAK 

RSLLRHI VFRLSKVKM K ERILR 

AVRQKHQATVSQKNKAGGITL 

PDFKLYYKATVSQKNKAGGITL 

PDFKLYYK 


22623 


52991 


A 


22751 


1 


891 


GSPFEVMPRDDVFFIVDVKI*DI 

GVYSCTAQNSAGSISANATLTV 

LETPSFLRPLLDRTVTKGETAV 

LQCIAGGSPPPKLNWTKDDSPL 

VVTERHFFAAGNQLLIIGDSDV 

SDAGKYTCEMSNTLGTERGN V 

RLS VIPTPTCDSPQMTV L/H LLD 

DDGWGHCGLYVIIAVVCCVVG 

TSLVWVVIIYHTRRRNEDCSITN 

TDETNLPADIPSYLSSQGTLADR 

QDGYVSSESGSHHQFVTSSGAG 

FFLPQHDSSGTC HI DNSSE AD V E 

AATDLFLCPFLGSTGPYVFEGK 

CVWAQNPF 


22624 


52992 


A 


22752 


1 


2947 


MSA PSLRARAAGLGLLLCAVL 

GRAGRSDSGGRGELGQPSGVA 

AERPCPTTCRCLGDLLDCSRKR 

LARLPEPLPSWVARLDLSHNRL 

SFIKASSMSHLQSLREVAGNRIV 

EILPEHLKEFQSLETLDLSSNNIS 

ELQTAFPALQLKYLELNRNKIK 

NVDGLTFQGLGALKSLKMQRN 

GVTKLMDGAFWGLSNMEILQL 

DHNNLTEITKGWLYGLLMLQE 

LHLSQNAINRJSPDAWEFCQKL 

SELDLTFN H LSRLDD 


22625 


52993 


A 


22753 


2 


417 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence { X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


22626 


52994 


A 


22754 


1 


262 


VLDIGS/SLTVPDEFSKQE/RAD 

GMWWKOLVAGAVAGAVS/RT 

GTAPLDRLKVFMQIKRAILGQQ 

ETLMCRSASWLAPWLVPQPNH 

HLPYG 


22627 


52995 


A 


22755 


I 


762 




22628 


52996 


A 


22756 


1 


1527 


RLAAAGADPAGSRGGRGSREA 

PTEAARCRASPPPRAGAMRGSP 

G DA ERRQR WGRLFEELDSNKD 

GRVDVHELRQGLARLGGGNPD 

PGAQQGISSEGDADPNGGLDLE 

EFSRYLQEREQRLLLMFHSLDR 

NQDGHIDVSEIQQSFRALGISIL 

LEQAEKNFAQA/VDRDGTMTID 

WQEWRDHFLLHSLENVEDVLY 

FWKHSTVLDIGECLTVPDEFSK 

QEKLTGMWWKQLAAGAVAG 

AVSRTGTVPLDRLKVFMQVHA 

SKTNRLNILGGL*SMVLEGGIRS 

LWRGNGINVLKIAPESAIKFMA 

YEQI KRA I PG\E* ETLPVLERF V A 

GSLAGATAQTIf\YPMEVLKTRL 

TLRRTGQYKGLAGLRRGGILER 

EGPRAFYRGYLPNVLGIIPYAGl 

DLAVYETLKNWWLQQYSHDS 

ADPGILVLLACGTISSTCGQIAS 

YPLALVRTRMQAQASIEGGPKL 

SMLGLLRHILSQEGMRGLYRGI 

APNFMKVIPAVSISYVVYENMK 
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SEQ ID 


SEQ II> NO: 


iVIeC 


SEQ ID NO: 


Nucleotide 


Nucleotide location of lasi 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Slop codon, /=possiblc nucleotide 








ftQ/Cdft 7|7 


cuuun iur pcpiiuc 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


22629 


52997 


A 


22757 


1 


2127 


MDQSGLLALRAAVGAVVGSTL 

AVDIGILVKDWHPRPLGGKHC 

QLLGAFRCRQHRRGKEERRGE 

TKEKKGERENERGKRRRIEGER 

DKYVKENEKQTCVQKERHSCT 

GNSPNHMATVQAERGALDSHG 

GWHPWDYCAVQQGRYHQLLL 

TKEEIEVQRSKKMCLLQAFLIC 

CQKSHFLGPGCTRSMVPASASG 

ESLKLLPLMVEDEGEPVTERE\R 












t 


KREGERJERGRERERRRRRKRK 

RRRKRRRKRRRRRRRRG*EFLS 

LG*NERGKRRRJEGERDKYVKE 

NEKQTCVQKERHSCTGNSPNH 

MATVQAERGALDSHGGWHPW 

DYCAVQQGRYHQLLLTKEEIE 

VQRSKKMCLLQAFLICCQKSHF 

LGPGCTRSMVPASASGESLKLL 

PLMVEDEGEPVTEREQEEGGGE 

RERERERKKEKEKEKEKEKEEK 

EKEKEKEEERIRVPLPRVELRLT 

NIAAKQVGNTILDVAAPADHPS 

ESSCVYVRFVIKIPVAASFRFKK 

SYVTNNVESCEDGIHYFWKSH 

MHSENSCSCKLPCPPHLPAAER 

LGDALEPLLPTMRRQRQCQNT 

GDCDGRRQ1GTRETEMHRDTSL 

VAVKTQVDTSREGMGEVEPNS 

CFWRDTHMASGVGAAFEELPH 

DGTCDECEPDE A PG AEE VCREC 

GFCYCRRHAEAHRQKFLSHHL 

AEYVHGSQAWTPPADGEGAGK 


22630 


52998 


A 


22758 


348 


881 


WRQPRWPHHQACLWQRAGSS 

YSQHKDPHFTSFSTPRAVQNFD 

GFPCPFLRETTTLVLIPSVPLTDP 

GSFYRAWSFQCGPRSPRPLLGR 

TLSQKFLLRLRGRPRRPYMSTL 

TPF*STRIFERAFCQVMGAESGG 

RJEKTTLCKRSLGPLMEPRV 


22631 


52999 


A 


22759 


1 


347 


MVPASASGESLKLLPLMVEDER 

EP VTERE/RE KG RG REREG ERE 

KEREGERERERERGERKGERER 

RRG*QPPFHNRFSEGQGRSFLCS 

RRPRVSRRGHTSRGPARVKAAE 

RRGLG 


22632 


53000 


A 


22760 


145 


258 


PENGLIGLS*KJVLSLN1PVNEN 
DMKVDEVLYEDSSTA 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unltnown, 
*=Stop codon, /= possible nucleotide 
deletion, \=p ossicle nucleotide insertion) 


22633 


53001 


A 


2276J 


! 


1479 


MALKEIFCPVRETETCTINCGTR 

ISPSILHVGLPYPSTPNVKPERE 

GCGGGVSGNSKQPGALETAESI 

GKXEGRREEGSRPESASSLSLLL 

SLAYDVDKSAQICTRIHSSVPLE 

AVYPGYIHQSHNQADLSALAPY 

DPCVCQIHKYHGAYNCLQYSV 

QNTLYSPTTEQYKRCQAPWVL 

PAIFTIPASGAAASAVPVRAQA 

QGGQAAGQRRRLATAPLTGEG 

EPDHGDRTRAQSQGPEARPR.IH 

LG A ARGGDRTRG RPG RRG RD W 

TRLGREMAAAAVSSAKRSLRG 

ELK.QRLRAMSAEERLRQSRVLS 

QKWIAHSEYQKSKRISIFLSMQ 

DEI ETEEI I KDUCQRGKUCF I P P V 

RFSRAlTMDMVRJGSrAEGNFFN 

FPKTSWEYSLRLGEGVDVREEG 

LVPPGGL/EILILPCPQALGLDQ 

NHGQPRLG\RGQGAYL*CLS*K 

RLFCSHSGKLKPPTPPGGWLFK 

EQICPPRSPVNENDMKWDEVL 














22634 


53002 


A 


22762 


1 


813 




22635 


53003 


A 


22763 


1 


368 




22636 


53004 


A 


22764 


327 


4281 


SASASRCDPGSGSRREREEELQ 

WRRRRRRRRRRRRRRRQRQRA 

AAPAAPAGGIEAVNMASASYHI 

SN LLEKMTSSDKDFRFM ATN D 

LMTELQKDSIKLDDDSERKVV 

KMILKLLEDKNGEVQNLAVKC 

LGPLVSKVKEYQVETIVDTLCT 

NMLSDKEQLRDISSIGLKTVIGE 

LPPASSGSALAANVCKKITGRL 

TSAIAKQEDVSVQLEALD1MAD 

MLSRQGGLLVNFHPSILTCLLP 

QLTSPRLAVRKRTIIA 


22637 


53005 


A 


22765 


2 


271 




22638 


53006 


A 


22766 


299 


451 


IVALFRSLVRHLRGTMAMESTA 
TAAVAAEL/VSADKIEDAPAPST 
SADKVES 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for Inst amino acid 


*=Stop codon, /^possible nucleotide 




sequence 






codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


22639 


53007 


A 


22767 


1 


1122 


MATESTATAAIAAELVSANKIE 

D V PAPSTS ADK VERJENG VLGN 

TLDGVHVEEEEGEKTEDESLVE 

NNDSIDEEARKELREQVYDSM 

GEKEEAKKTEDKSFAKPETDKE 

QDCEMEKGGREDMDISESAEEP 

QEKVDLTLGWLTEISEGAKGG 

GAPEGPNEAEVTSGKPEQEVPD 

VEEEKSVSETDVQKECREKGG 

WEKHREVIVSIEEKPKEVSEEQP 














VVILEKQGTAVEVAAESLDPTV 

KPVDVGGDEPEEK/GTVPGSLR 

PSPCRDPLPAGLGLWVQLSV** 

GSGTVQQIY*SH*EENGCTKRA 

GEGG*RIVC*IQERN*GTEGTAT 

RNYRKDRRCKGVSDYWECS*T 

GSESYSGGELYFRFHS*WRRJLF 


22640 


53008 


A 


22768 


223 


339 




2264! 


53009 


B 


22769 


341 


496 




22642 


53010 


A 


22770 


12 


1099 


VSGVPNCLFFSQALFRSLVRHL 

RGTMAMESTATAAVAAELVSA 

DKIEDVPAP\STS\ADKVESLDV 

DSEAKKLLGLGQKVHLVMGDIP 

AAVNAFQEAASLLGKKYGETA 

NECGEAFFFYG\KSLLELARME 

NGVLGNA\LEGVHVEEEEGEKT 

EDESL VENN DN 1/D*N* RLGRG * 

*RK* *D*RNAK* FSP*KQVSSRK 

♦GGGDWEPRACLGYAGFSKDH 

F*KARNKRSTALCCPGTS*TRRS 

*C*I*\KLCASC\GGVPVLP*PTGP 

VPGSPRPSPCRDPLPAGLGLWV 

QLSV**GSGTVQQIY*SH*EQNG 

CTKRAGEGG*RIVC*IQERN*GT 

KGTATRN*REDRRCKG VSA * W 

ECS*TGSESYS 
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SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 

c g%f% up n f» a 


Met 

hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
cuuun lur pepuue 

sequence 


Nucleotide location of last 
codon for last amino acid 
ui pcpiiuc >cc|ucntc 


Amino acid sequence ( \=Unkno\vn, 
*=Stop codon, /^possible nucleotide 

u(iciiuu t * pusjiuic nuvicunuc insertion) 


22643 


5301) 


A 


22771 


1 1 


2485 


VSGVPNCLFFSQALFRSLVRHL 

RGTMAMESTATAAVAADVVS 

ADKIEDVPAPSTSADKVESLDV 

DSEAKKLLGLGQKHLVMGGIP 

AAV\NAFQGAA\SLL\GKKYGET 

ANE\CGEAFFFYG\KSLLELARM 

ENGVLGNALEGVHVEEEEG\EK 

TEDESLVENNDNUDEEAREELR 

EQVYDAMGEKEEAKKTEDKSL 

AKPETDKEQDSEMEKGGREDM 

DISKSAEEPQEKVDLTLDWLTE 

TSEEAKGGAAPEGPNEAEVTSG 

KPGQXEVPDAEEEKSVSGTDVQ 

EEC REKGGQEKQGE V 1 VSI EEK 

PKEVSEEQPVVTLEKQGTAVEV 

EAESLDPTVKPVDVGGDEPEEK 

VVTSENEAGKAVLEQLVGQEV 

PPAEESPEVQTEAAEASAVEAG 

SEVSEKPGQEAPVLPKDGAVN 

GPSVVGDQTPIEPQTSIERLTET 

KDGSGLEEKVRAKLVPSQEETK 

LSVEESEAAGDGVDTKVAQGA 

TEKSPEDKVQ1AANEETQEREE 

QMKEGEETEGSEEDDKENDKT 

EEMPNDSVLENKSLQENEEEEI 

GN L ELA WDMLDLAKI1 FKRQET 

KEAQLYAAQAHLKLGEVSVES 

ENYVQAVEEFQSCLNLQEQYL 

EAHDRLLAETHYQLGLAYGYN 

SQYDEAVAQFSKSIEVIENRMA 

VLNEQVKEAEGSSAEYKKEIEE 

LKELLPNEIREKI EN AKE\SQR\SG 


22644 


53012 


A 


22772 


52 


161 


FQNPTGLY/CDTEYN\RLQKQQ 
TEKTKQKKTQFHPICN 


22645 


53013 


A 


22773 


3 


115 


FFQNPTGLY/CDTEYNXRLQKQQ 
TEKTKQKKTQFHPICN 


22646 


53014 


A 


22774 


229 


358 




22647 


53015 


A 


22775 


257 


386 




22648 


53016 


A 


22776 


259 


294 




22649 


53017 


A 


22777 


217 


398 


KAWWNLLRKSEPKSCGS'GGL 
STSRERLVECSSPLGLGYCG**L 
CHLQEPHYGSLHRMSS 


22650 


53018 


A 


22778 


1 


3386 
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SEQ ID 


SEQ II> NO: 


Mel 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknotvn, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possib!e nucleotide 




sequence 




UW540,2I7 


cod on for peptide 
sequence 


of peptide sequence 


deletion, ^possible nucleotide insertion) 


22651 


53019 


A 


22779 


391 


2100 


SRRTAGVRLDILCKDPIMWVSA 

DGHSYQPQYPKAKRATEFHFF 

NFKALLARAAVGAARGIHIHRC 

GLTKRPDARRRRVAGAQGREP 

AISLPGDRAAGARATRTRGPGP 

APKMPAIAVLAAAAAA\WCFL 

QVESRHLDALAGGAGPNHGXNF 

L\DNDQ\WLSTVSQYDRDKY\W 

N RFRDE VEDD YFRN W\N PN KPF 








! 

it.^**»- 'J .- 






DQA LVDPSKDPCLKVKCSPHK V\ 












CVTQ\DYQTAL\CVSRKHLLPR- : 

QKEWGTWAQKH WGLDL* ILV 

K\CKPCSRGRSSAMGLAGSDGP 

LLTAFQVANLEFHACSTGQK/S 

F ATLCDG\PCPCS SQS L E PPKH K 

GRKGVPCTDKELRNLASRLKD 

WFGALHEDANRVIKPTSSNTAQ 

GRFDTS1LPICKDSLGWMFNKL 

DMNYDLLLDPSEINAIYLDKYE 

PCIKPLFNSCDSFKDGKPFLNNE 

WCLLPSQNPGGLP/CAQNEMNR 

IQ\KL S KG KS LLG AFI PRCNEEG 

YYKATQCHGSTGQCWCVDKY 

GNELAGSRKQGAVSCEEEQETS 

GDFGSGGSVVLLDDLEYERELG 

PKDKEGKLRVHTRAVTEDDED 

EDDDKEDEVGYIW 


22652 


53020 


A 


22780 


2 


441 


HGVQGAGCGEVAAVSIELGAG 

GPVWRAAPRACSRLQLLRGFG 

LEGQWFGESCCRRGAS*EGSTR 

*PPPRRQPWPEWVMSWVPPET 

REPARISPAPAKQN*PPPAPKSP 

AAPA\PQAAVAATPSPPGEISEA 

WDSLESFSKPA FFSQ 


22653 


53021 


A 


22781 


3 


121 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540\2l7 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknbwn, 
*=Stop codon, /^possible nucleotide 
deletion, \=p©ssible nucleotide insertion) 


22654 

* -**— 


53022 


A 


22782 


2 


1488 

f 


FVNNMADGEEPEKKRRRJEELL 

AEKMAVDGGCGDTETWKDR\ 

WNHVKK\FLERSGPFTHPDFEP\ 

STESLQFLLDTCK\VLVIGAGG\ 

LGCELLKNLALS\GFRQ1HVID\ 

MDTI\DVSNS*IRQFLFRPKDIGR 

PKAEVAAEFLNDRV\PNC\NVV 

PH F\NK\1QDFN\DTFY\RQFH l\l V 

CGTGTLSCARRWINGMLISLALN 

YERMVS*DPSSIVPLID\GGTEGF 

\KENARVIL\PGMTACIECTLEL - 

YPPQVNFPMCTIASMPRLPEHCI 

\EYVGMLQWPKEQPFGEG\VPL 

DGDDP\EHIQWIFQKSLERASQY 

NIRGVTYRLTQGVVKRIIPAVA 

STNAVIAAVCAT*/EVFKIATSA 

YIPL*IITWVFNDV\DGLYTYTFE 

GRKGK\ENCPAC\SQLPQN IS VF 

LHQAKLQ\EVLGIILTNSASLQN 

E1LPA1TATLGGEKIGTLYLQSV 

TSIXEERNRANFFQTIERNWGLL 

DGPKTGRLLDVTTP\QTVLFQTS 

ILLLKGKSPT 


22655 


53023 


A 


22783 


1 


1719 




22656 


53024 


B 


22784 


199 


460 




22657 


53025 


A 


22785 


226 


1620 


NGSGLALATGNRDPGLCPLSAP 

SCPWR*KSAGASTQQAYSSQSQ 

/HPAYHR1TPT\LTNFALRLYKEL 

AADAPGNIFFSPVSIS\TTLCLLC 

LG\AQAN1MSALILEGLGFNLTET 

PEADIHQGFRSLLHTLVLPSPKL 

ELKVGNSLFLDKRLKPRQHYFD 

SIKELYRAFAFSAHFTDSVTTGR 

QINDYL*RRTYWPGVDLPFRS/L 

ARDTFMVLA\NFILFSKAKVKA 

TLSSRVPDPKSRPVFLVDERTSF 

\QVPMM HQKEMHRFLYDQDL A 

CTVLQIE\YRGNALALLVLPDPG 

KMKQVEAALQPQTLRKWGQL 

LLPSLLDLHLPRFSISGTYNLEDI 

LSPNWFSPTYTLNKITSLQSVG 

G*LNKSISKVSHKSMVDMNEK 

GDQRPGLLQASSPSPHL*/YTMS 

DPHAHFNRPFLLLLWEVTTQSL 

LFLGKVVNPVVWVTMVGGQE 

LSYLILDQTDRPEPACILGLLCG 


22658 


53026 


A 


22786 


64 


288 




22659 


53027 


A 


22787 


1 


1923 
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SEQ ID 


SEQ ID NO: 


Mel 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X^Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




l\t\ i — A t\ '~\ t *f 

0yo40»2I7 


co J on for peptide 
sequence 


of peptide sequence 


deletion, \~possibIe nucleotide insertion) 


22660 


53028 


A 


22788 


309 


2286 


CAVCHISFQDTPVLVSSNVTMQ 

FGSKPLFENISVKFGGGNRYGLA 

IGANGSGKSTFMKILGGDLEPT 

LGNGSLDPNER\IGKLRQ\DQFA 

FEEFTVLDTVIMGHKEL\WKVK 

QERDRIYALPEMSEEDGYKVA 

DLEVKYGEMAGYSAEARAGEL 

L LGWG I P VEQH YG PM S E V A PG 

WKLRVLLAQALFADPDILLLDE 

PTNNLDIDTIRWLEQYLNENNS 












'"* i 


T\MIHSHDRHFLNMVCTHMAD 

LDYGELRVYPGNYDEYMTAAT 

QARJERLLADNAKKKAQIAELQ 

SFIDKIKLEEVKASSRQNPFIRFE 

QDKKLFRNALEVEGLTKGFDN 

GPLFKNLNLLLEVGEKLAVLGT 

NG VG KSTL\LKTL VGN LQ PDSG 

TVKWSENARIGYYAQDHEYEF 

ENDLPVFEWMSQCKQ*GDDEQ 

AVRS1FGRLLFSQDVIKKPAKVL 

SAPFCKDSJLEAIDAGIKLIITITE 

GIPTLDMLTVKVKLDEAGVRMI 

GPNCPGVITPGECKIG1QPGHIH 

KPGTGELNITTGGIVKARDTQIA 

LNDKSKGDVRVDGQNSLLETF 

NMYVGTSGTGTLTLTNNGTLN 

VEGGEVYLGVFEPAVGTLNIGA 

AHGEAAADAGFITNATKVEFG 

LGEGVFVFNHTNNSDAGYQVD 

MLITGDDKDGKVIHDARHTVF 


22661 


53029 


A 


22789 


1 


553 




22662 


53030 


A 


22790 


1633 


2207 


ILFFDKGMPAQTPSLQKRWEK 

M*LVLW*GDREGIKAI/ISEESW 

GARAPIFLLR/MMEDQGLYSIR 

MGGARGLPGKSLAL*GAGRGF 

YSGERTWTLSLPSGNCAPWQR 

GGWWYHACAVHSNLNGVWHH 

GGHYRSRYQDGVYWAEFRGG 

A YSLRKAA M PH L A PE A VTLCSF 

GPLGPRGHWSAGAPSCSGHTFF 


22663 


53031 


A 


22791 


34 


210 


AAADPLRHLRRGAFIKAGRHA 
G/PS LP VC LQ AT A\H * M DL A RL A 
LVLVVRTSASTKSSTRE 
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SEQID 

NO: 


SEQID NO: 
or peptide 
sequence 


Mel 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of lasl 
codon for last amino acid 
of peptide sequence 


1 Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


22664 


53032 


A 


22792 


397 


1168 


LLSRJSKVSSKLPVRGGAGSLCT 

GDQRK\RRKFL\ETVELQISLKN 

YDPQEGQSAFSGHPSRL*V\PSP 

PLSSLVCVLGGPSKHL*RRJLRP 

VGYPPTMDIEGA*KKLNQELKN 

LVKKAGPRKYDCVFWPQESLD 

SSKIPPNPSGPGFK*RAGKVPFP 

CLTHNGKHGLAQSGIEVEVPTF/ 

LS FQM KKG V YV WA V A V WSRE 

R*QTNELVYNIHLACQLSWVSL 

LKEKNWQ\NVPGPYIIKSTMGQ 

SPSSH1LRHIRINSITS 


22665 


53033 


A 


22793 


1 


377 


SVSRVPTRSLRTSTWRLAQDQT 
QDTQLITVDEKLD1TTLTGVPEE 
H 1 KTRKVRJFVPARNNMQSGVN 
NTKKWKMEFDTRERWENPLM 
GWASTWVSYDIEERKVPKPKSK 
S YG AN FS WNKRTRVSTK 


22666 


53034 


A 


22794 


183 


368 




22667 


53035 


A 


22795 


3 


623 


ILAFACSKMAAVSMSVWLRQT 

LWRRRAVAVAALASVSRVPT/R 

RSLRTSTWR\LAH\DQTQDTQLI 

TS**KIGISLTFNWPFPEEHIKNL 

EKSGIFVPCSPITCQSGVNNTKX 

K WK\MEFDT\RER\WEN\PLMG\ 

WASTGLIPLSXNMVLNLPVLKE 

DA VS\FAEK\NG WEL WTLEERKV 

VPKPKSQVFMGANFSWVNKRTR 

VSTKIGLALTISPA 


22668 


53036 


A 


22796 


1 


798 


MNKVNPTQQDKEDHPELIITSIG 

DKRQLTLEAASGVCHRGTQTR 

VKEESKKFLISMSFRGGKPVHK 

VVERACVCTCLHHTSVPATHN 

TQRRHTTPTTRKNGRKRRGKK 

ERE K.RKDREMNTG RRTKRKKT 

RNIGGQRTQQKQKQSEDKARR 

EPGGGRKQGRGREDGTRQRRG 

GRTRNREEGAQRGRNGR/RGEG 

RRTEEETHMA'APDITATQQTE 

QQGHGTRQRDTTLRRHTAEDA 

QPSEHASADQAHTKKTE*SVSR 

TNGQYLLT 


22669 


53037 


B 


22797 


85 


322 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Mnknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Slop codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possil>lt nucleotide insertion) 


22670 


53038 


A 


22798 


165 


4733 


AATALLTHGQEEGQVEGQDED 

1PPITCVQNGLRYHDRDVWKPE 

PCRJCVCDNGKVLCDDVICDET 

KNCPGAEVPEGECCPVCPDGSR 

VTHRPKKPPGVEGPKGDTGPPR 

PKGT\PGPPGRDGIPGQPGLPGP 

PGPPGPPGPPGLGGKLLLPKLSY 

GYDEKSTGGISVPGPMGPSGPR 

GLPGPPGAPVSIQDVFICLLGLW 

SFGGKTGMRAGEMLRDLLGPQ 








!v"J A. i ■ 






G FQG PPGE PGEPG ASG PMGPRG 
PPGPPGKNGDDG 


22671 


53039 


c 


22799 


88 


392 




22672 


53040 


A 


22800 


37 


293 




22673 


53041 


A 


2280 J 


55 


1917 


GGGGVRRRRGTRRSEPGDSRSA 

MAPIGLJCAVVGEKIMHDVIKK 

VKKKGEWKVLVVDQLSMRML 

SSCCKMTD1MTEGITIVEDINKR 

REPLPSLEAVYL1TPSEKSVHSLI 

SDFKDPPTAKYRAAHVFFTDSC 

PDALFNELVKSRAAKVIKTLTEI 

N1AFLPYESQVYSLDSADSFQSF 

YSPHKAQMKNPILERLAEQIAT 

LCATVLKEYPAWRYRGEYKDN 

ALLAQLJQDKLDAYKADDPTM 

GEGPDKARSQLLILDRGFDPSSP 

VLP*I*LFQGMSY*SCLPI\ENDV\ 

YKYETSG IGGGHG VKGG ASGT 

EDDDLW\1ALR\HKHIAEV\SQ\E 

VTRSLKDFSSSKRMNTGEKTT 

MRDLSQMLKKMPQYQKELSK 

YSTHLHLAEDCMKHYQGTVDK 

LCRVEQDLAMGTDAEGEKIKD 

PMRAIVPILLDANVSTYDK1RJIL 

LYIFLKNGITEENLNKLIQHAQI 

PPEDSEIITNMAHLGVPIVTDST 

LRRRSKPERKERISEQTYQLSR 

WTPI I KDI M EDTI EDKLDNK\H Y 

P\YISTRSSASFSTTAV\SARYGH 

WP*GTRPPGEYRSGP/RVFIIFHP 

LGGVSLNEMRCALRR*PRANG 

KWGGA**GSTHILQPHRNLPGH 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540.2 1 7 


Nucleotide 
location of first 

rrwlnn for npnfirli* 

sequence 


Nucleotide location of last 
codon for lasl amino acid 

of rw*ntirip ^mipnrf 


Amino acid sequence ( \=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


22674 


53042 


A 


22802 


46 


1931 


GGGGVRMLCGTRRSEPGDSRS 

AMAPIGLIAVVGEK1MHDVML 

NDLNMGEWKALLVDQLSMRM 

LS YCCLMTDI MTEGITI VEDINK 

RR* PLPSLEA V YLITPSEKS VHS 

LISDFKDPPTAKYRAAHVFFTD 

SCPDALFNELVKSRAAKVIKTL 

TEINIAFLPYESRVYSLDSADSF 

QSFYSPHKAQMKNPILERLAEQ 

IATLCATLKEYPAVRYRGEYKD 

NALLAQLIQDKLDAYKADDP-T— 

MGEGPDKARSQLLILDRGFDPS 

SPVLHELTFQAMSYDLLPIEND 

VYKYETSGIGEARVKEVLLDED 

DDLWIALRHKHIAEVSQEVTRS 

LKDFSSSKRMNTGEKTTMRDL 

SQMLKKM PQ YQKELSKYSTHL 

APCLRTCMKHYQGTVDKLVCR 

V\EQDLAMG\TDAEG\EKI\KDP 

MRAIVP1LLDANVQTY*QIRJILL 

YIFLKNGITEENLNKLIQHAQIP 

PEDSEIITNMAHLGVPIVTDSTL 

RRRSKPERKERJSEQTYQLSRW 

TPIIKD1MEDTIEDKLDT1CHYPYI 

STRSS ASFSTTA VS A RYG H WHK 

NKAPGEYRSGPRLIIFILGGVSL 

NEMRCAYEVTQANGKWEVL1G 

STHILTPTKFLMDLRHPDFRESS 

RVSFEDQAPTME 


22675 


53043 


A 


22803 


2 


51 




22676 


53044 


A 


22804 


236 


451 


LHLPLFLGAIRSGQYGLWNLFR 
VLGWTCSLGIYLGWRVS*NFG 
RGTKALKVLSTIS/E*RNHHCHP 
♦NNIFVY 



2975 



WO 01/075067 



PCT/US01/08631 



SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


inUSSN 


location of first 


codon for last amino acid 


*~Stop codon, /-possible nucleotide 




set] ucncc 






cooon lor peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


22677 


53045 


A 


22805 


3 


1173 


GAGAPAAGQAGLTSTSAVRAR 

PVSPARQSQDPAASLSLHLSLPP 

APGAGCARWRRRGPQAAMAA 

GAGAGSAPRWLRALSEPLSAA 

QLRRLEEHRYSAAGVSLLEPPL 

QLYWTWLLQWIPLWMAPNSIT 

LLGLAVNVVTTLVLISYCLTAT 

EEAPYWTYLLCALGLFIYQPLD 

AIDGKQARRTNSCSPLGELFDH 

GCDSLSTVFMAVGASIAARLGT 














YPDWFFSRSFYLrGGLVFYCVAH 

WQTYVS\GMLRFGKVDVTEIQI 

AL\VIVFVL\SAFG\GATM/WGD 

YTIPILEIKLKILPVLGFLGGVIFS 

CS\NYSHVILH\GGVGKNG\STIA 

GTSVLSPGTPH/MGLIIILAAIMIY 

* KVRQLM VF* KSIPCL* YPQCLG 

CVFVAKVSQKISGSSHDQK 


22678 


53046 


A 


22806 


2 


1091 


CPGRRRRRRPGRSRARATALPT 

PGPRKRGGPAGRKRERPERCSS 

SSGGSSSSGDEDGLELDGAPGR 

GKRAAQPVAAGKVGGAAVVV 

AEPEHTKKHVKLETLLITTEGK 

LWSWGRNEKAQLGHGDTKRV 

EAPRLTEGLSHEVIVCVTCARNH 

TLALTETGSVFAFGENKMGQL 

GLGN*TDAVPSPVQIMYNSLPIT 

KMA/CGYGWLGYTEQKDEMV 

PRLVKLFDFPGHGASQIYAGYT 

CSFAVSEVGGLFFWGATNTSHE 

STMYPKAVQDLCSWRIWSLAC 

GKSSIIVAADESTISWGPSPTFG 

ELGYRDHKPKSSTAAQEVKTL 

HGIFSEPVAMGYSHSLVIARDE 

SETEKEKIKKLPEYSPQTL 



2976 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 

bod 


SEQ ID NO: 
in USSN 
09/540.217 


Nucleotide 
location of first 
rnrinn for n^ntide 

sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, Y=possible nucleotide insertion) 


22679 


53047 


A 


22807 


1 


1409 


MSLG LASERLWAG LGLPALPL 

ADEGG ECG ETLFV WRSQKLEG 

SKCKGQLLIFGATNWDLIGRKE 

VPKQQAAYRNLGQNLWGPHR 

YGCLAGVRVRTVVSGSCAAHS 

LLITTEGKLWSWGRNEKGQLG 

HGDTKRVEAPRLIEGLSHEVIVS 

AACGRNHTLALTETGSVFAFGE 

NKMGQLGLGNQTDAVPSPAQI 

MYNGQPITKMACGAEFSMIMG 

LQRKPLFLWGALNMGQLGTQL 

RMGKFHSPGAQR1EYDCELVPR 

RVA1FIEKTKDGQILPVPNVVVR 

DVACGANHTLVLDSQKRVFSW 

GFGGYGRLGHAEQKDEMVPRL 

VKLFDFPGRGASQI/SCWL/HTC 

SLCCQ*NGWSVFLGGHQHLP*I 

YHVPQKQCRTSAAGESGTLAC 

GKSSIIVAADESTISWGPSPTFG 

ELGYGDHKPKSSTAAQEVKTL 

DG I FSEQ V AMG YSHSL VI ARDE 

SETEKEKIKKLPEYNPRTL 


22680 


53048 


C 


22808 


277 


518 




22681 


53049 


A 


22809 


2 


192 




22682 


53050 


A 


22810 


1 


2946 


MAEAGLRGWLLWALLLRLAQ 

SEP YTTI HQPG YCA F YDECG KN 

PELSGSLMTLSNVSCLSNTPAR 

K1TGDHLILLQK1CPRLYTGPNT 

QACCSAKQLVSLEASLSITKAL 

LTRCPACSDNFVNLHCHNTCSP 

NQSLFINVTRVAQLGAGQLPAV 

VAYEAFYQHSFAEQSYDSCSRV 

RVPAAATLAVGTMCGVYGSAL 

CNAQRWLNFQGDTGNGLAPLD 

ITFHLL EPGQ A VG SG IQPLN EG V 

A RCNESQG DD V ATCS 


22683 


53051 


A 


22811 


258 


362 




22684 


53052 


A 


22812 


1 


4038 


MAEAGLRGWLLWALLLRLAQ 

SEPYTTIHQPGYCAFYDECGKN 

PELSGSLMTLSNVSCLSNTPAR 

KITGDHLILLQKICPRLYTGPNT 

QACCSAKQLVSLEASLSITKAL 

LTRCPACSDNFVNLHCHNTCSP 

NQSLFINVTRVAQLGAGQLPAV 

VAYEAFYQHSFAEQSYDSCSRV 

RVPAAATLAVGTMCGVYGSAL 

CNAQRWLNFQGDTGNGLAPLD 

ITFHLLEPGQAVGSGIQPLNEGV 

ARCNESQGDDVATCS 
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SEQ H> 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
Uy/54U,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \— possible nucleotide insertion) 


22685 


53053 


A 


22813 


198 


380 


ASSESDSTPCR*MAYSWPPNSN 
SSHCIKELPLFMGKIPAAS'DGG 
PQGLAIFPPGVIVGI 


22686 


53054 


A 


22814 


1 


154 




22687 


53055 


A 


22815 

'■■;.« /j! 


35 


486 

j.,... . .... 'i 


PARRGRDEC*VLAPFRATRPPS 

RRTR*SKATYPTPSNDQTRTIRT 

SRERASMPRSAEPKRPTIPRLHP 

SPRG1VTVSS/RPRSHALPVSHIH 

SCHSRTA1SDNQVPAFLQVYGE 

EVRKRAGEVTQAITGFPRYRLF 

FKMLRCHRSIQVTAST 4 


22688 


53056 


A 


22816 


212 


365 


RCRSGPAPRSAPGARPASPSPPA 
AGTCR*RPAGHCPAGAAGLLSL 
CPRCST 


22689 


53057 


A 


22817 


293 


618 


QQNPTNCLPPASR*SKT*RARST 
AGPTRPHLHHPAAPAPGSPACA 
GEGRLQR/HSPNPLYFNWKKQR 
FAAKPHFRRPQSSLNPQQWLLA 
GLLQEESSSLGTDTAPLHSLG 


22690 


53058 


A 


22818 


-> 


1129 


FCLDDLSSA1MEHLSARGRRRRS 

IVKVSLHPAVIGLKSrCFLKKPD 

QLRKLFMGGLSFETTDESLRSHF 

EQ\ WGTLTDC VVM RDPNTK RS 

RG\FGFVTYATVEEVDAAMNA 

RPHKVD\GRVV\EPKRAVSREDS 

QRPGAVHLTWKKIFVGGIKEDT 

EEHHLRDYFEEIILNSMGKLEV 

VEIH*LDR\GQWPRKRGFAFVT 

FDGHDSVDKIV1QKYHTVNG\H 

NCE V RKALSKQEM A S A SS\SQR 

G\RVGSGNFWCGRT\NGFGGND 

NFG\RGGNFSWSVVAFGG\SRG 

GVWIWVAVGDGYNGFG\NDGS 

HFG\GGGSY\NDFGDFH\NQSSK 

FWTP*RGGNLGGQKLWPPMGG 

GG\QYFAKPTKPKVAYGRFPAA 

ASSYGKWPEDFN 


22691 


53059 


A 


22819 


I 


568 


MGKMSPGHVRDFHGSCHHNRP 

GGPGGKSGFMGQALGPG/GCV 

QPRDLVLCVSATPAMAERGQC 

GAQAVASEGGSPRPWQLPCGV 

EPA DFRR Y M ETPG CPG RN L/P A 

GAGPL*RTSAGAVWKGNVRSE 

SP/PQSLYWGTASGAVRRGPPSS 

RNQNGRSTDSLHCMPGKDTQ\P 

NP*KQPGGRLHPAKPQGRSCP 


22692 


53060 


A 


22820 


232 


389 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
AO/C4Q 217 


Nucleotide 
location of first 

sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 

Hplptinn \?=nf)ccihlf nttrlf ntirl^ inci>rtinnt 
ucicuuii) « i/h iiuvivuiiuc iiiscriiutlj 


22693 


53061 


A 


22821 




401 


VGVCEKRGAPG\PPLAPGPARG 

PVAAAVPP/GPGASRARP*DAA 

AAAGGRGPPEQ*T*KAWGLHP 

GTGSL/RGHPAPM*PLLRAFPRS 

PLHPLPPPHPLPRRAAVSNPGTS 

KCRTAAGTRQWGGRQSQLQRC 

QCLR 


22694 


53062 


A 


22822 


1 


410 


MGKMSPG H VRDFHGRPSHH RP 

RGPGGKSGFVGKVQGPHAVCS 

LGTWCLVSQPLHP\G*KGPMYS 

SGWASEGGSPKPWQbPRGVEP- 

MGAQKSRTEVWEPLPRFQKIY 

GNT WM PRIPMCC A RDPGG AKG 

GCSNPSQRR 


22695 


53063 


A 


22823 


264 


979 


GPRHADPANFSARNLSRP*DAP 

GRVQDPRPQAPQLVPPGLGAPSR 

VRRPPPRRPVDRTLPGGPRPPA 

AAA\GPTGGRGS\PRAGGTAAA 

TGPRAGPGARGAAGSAPFLTDP 

N M\GRPPPPATTTPPG A ATA PGP 

REEAPGKFRVSPPGPSGAGGPP 

TRASPTPTAAGGGGGDSEGEGP 

ILLVADAG\PDSARSPPGLPGCV 

LSAAPRSRRDPDAVGGLAASA 

AARRLNTTWKLPQLGASTL 


22696 


53064 


A 


22824 


271 


426 




22697 


53065 


A 


22825 


546 


1296 


KMVDCLANSEANTRRJSIVENC 

FGA AGQPLTI PGR VLIGEG V LT 

mCRKKPKARQFFLRNDIVV* 

GNIVIQKKKYIKQHHPLENVTID 

SI KDEGDLRNG WV IKTPTKSFVA 

VYAATATEKSEWMNHINKCVT 

DLLSKSGKTPSNEHAAVWVPD 

SEATVCMRCQKAKFTPVNRRH 

HCRKCGFVVCGPCSEKRFLLPS 

QSSKPVRICDFCYDLLSAGDMA 

TCQPARSDSYSQSLKSPLNDMS 

DDDDDDDMQ 


22698 


53066 


A 


22826 


1219 


2370 




22699 


53067 


A 


22827 


164 


601 


DRTNIMVGYHQTNQKTDTGKT 

PTRRPVLVDH\NRLPEGSRGRL 

AVAVAGDHPAAVQVTMTLVN 

DTGFDPVFSGSIAESWGQHSGT 

PSYC*DWEAATMLRAFPLAKK 

GETKDLRQFPNIDNAYMELGT 

N RA DA VLHDTPN 1 L YFMQF 


22700 


53068 


A 


22828 


2 


91 





2979 



